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pMPY-ZAP: A reusable polymerase chain reaction-directed gene disruption cassette forSaccharomyces

cerevisiae. , 1996, 12, 129-134.

A Yeast Ubc9 Mutant Protein with Temperature-sensitive in Vivo Function Is Subject to Conditional
Proteolysis by a Ubiquitin- and Proteasome-dependent Pathway. Journal of Biological Chemistry, 1996, 3.4 47
271,25790-25796.



20

22

24

26

28

30

32

34

36

WOLFGANG SEUFERT

ARTICLE IF CITATIONS

A Safeguard Mechanism Regulates Rho GTPases to Coordinate Cytokinesis with the Establishment of

Cell Polarity. PLoS Biology, 2013, 11, e1001495.

A Nucleolus-Localized Activator of Cdc14 Phosphatase Supports rDNA Segregation in Yeast Mitosis.

Current Biology, 2008, 18, 1001-1005. 3.9 81

Translation Initiation Requires Cell Division Cycle 123 (Cdc123) to Facilitate Biogenesis of the
EuRaryotic Initiation Factor 2 (elF2). Journal of Biological Chemistry, 2013, 288, 21537-21546.
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