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110 OligonucleotideMmicroarrayMforMglSMrRNwMgenecbasedMdetectionMofMallMrecognizedMlineagesMofM
sulfatecreducingMprokaryotesMinMtheMenvironmentdMAppliedlandlEnvironmentallMicrobiologybM2002bMlnbMkfljcng4.8 541

109 xacterialMcommunityMcompositionMandMfunctionMinMsewageMtreatmentMsystemsdMCurrentlOpinionlinl
BiotechnologybM2002bMgibMhgnchm 11.4 435
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104
TheMmicrobialMcommunityMcompositionMofMaMnitrifyingcdenitrifyingMactivatedMsludgeMfromManM
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MicrobiologybM2002bMhkbMnjcoo

4.2 310

103 probexasepManMonlineMresourceMforMrRNwctargetedMoligonucleotideMprobesdMNucleiclAcidslResearchbM
2003bMigbMkgjcl 20.1 302

102 MicrobialMcommunityMcompositionMandMfunctionMinMwastewaterMtreatmentMplantsdMAntonielVanl
LeeuwenhoekbM2002bMngbMllkcnf 2.1 287

101 MicrobiomeMdefinitionMrecvisitedpMoldMconceptsMandMnewMchallengesdMMicrobiomebM2020bMnbMgfi 16.6 271

100 TemporalMbacterialMcommunityMdynamicsMvaryMamongMulcerativeMcolitisMpatientsMafterMfecalM
microbiotaMtransplantationdMAmericanlJournalloflGastroenterologybM2013bMgfnbMglhfcif 0.7 254

99 glSMrRNwMgenecbasedMoligonucleotideMmicroarrayMforMenvironmentalMmonitoringMofMtheM
betaproteobacterialMorderMORhodocyclalesOdMAppliedlandlEnvironmentallMicrobiologybM2005bMmgbMgimicnl 4.8 209

98 PhylotypeclevelMglSMrRNwManalysisMrevealsMnewMbacterialMindicatorsMofMhealthMstateMinMacuteMmurineM
colitisdMISMElJournalbM2012bMlbMhfogcgfl 11.9 208

97 wMUrareMbiosphereUMmicroorganismMcontributesMtoMsulfateMreductionMinMaMpeatlanddMISMElJournalbM2010bM
jbMgkogclfh 11.9 208

96
ProposalMtoMreclassifyMtheMproteobacterialMclassesMandMbMandMtheMphylumMintoMfourMphylaMreflectingM
majorMfunctionalMcapabilitiesdMInternationallJournalloflSystematiclandlEvolutionarylMicrobiologybM
2020bMmfbMkomhclfgl

2.2 205

95 NxrxMencodingMtheMbetaMsubunitMofMnitriteMoxidoreductaseMasMfunctionalMandMphylogeneticMmarkerM
forMnitritecoxidizingMNitrospiradMEnvironmentallMicrobiologybM2014bMglbMifkkcmg 5.2 193
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marineMsedimentbMxlackMSeadMEnvironmentallMicrobiologybM2007bMobMgigcjh 5.2 193
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93 NewMinsightsMintoMmetabolicMpropertiesMofMmarineMbacteriaMencodingMproteorhodopsinsdMPLoSl
BiologybM2005bMibMehmi 9.7 180

92 PhylogeneticMandMenvironmentalMdiversityMofMzsrwxctypeMdissimilatoryMVbiWsulfiteMreductasesdMISMEl
JournalbM2015bMobMggkhclk 11.9 176

91 SulfatecreducingMmicroorganismsMinMwetlandsMcMfamelessMactorsMinMcarbonMcyclingMandMclimateM
changedMFrontierslinlMicrobiologybM2012bMibMmh 5.7 174

90 GenomecguidedMdesignMofMaMdefinedMmouseMmicrobiotaMthatMconfersMcolonizationMresistanceMagainstM
SalmonellaMentericaMserovarMTyphimuriumdMNaturelMicrobiologybM2016bMhbMglhgk 26.6 168

89 ExpandedMdiversityMofMmicrobialMgroupsMthatMshapeMtheMdissimilatoryMsulfurMcycledMISMElJournalbM2018
bMghbMgmgkcgmhn 11.9 165
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MicroarrayMandMfunctionalMgeneManalysesMofMsulfatecreducingMprokaryotesMinMlowcsulfatebMacidicMfensM
revealMcooccurrenceMofMrecognizedMgeneraMandMnovelMlineagesdMAppliedlandlEnvironmentall
MicrobiologybM2004bMmfbMlooncmffo

4.8 164

87 probeyheckccaMcentralMresourceMforMevaluatingMoligonucleotideMprobeMcoverageMandMspecificitydM
EnvironmentallMicrobiologybM2008bMgfbMhnojcn 5.2 154

86 HostccompoundMforagingMbyMintestinalMmicrobiotaMrevealedMbyMsingleccellMstableMisotopeMprobingdM
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabM2013bMggfbMjmhfck 11.5 147

85 NoncsulfatecreducingbMsyntrophicMbacteriaMaffiliatedMwithMdesulfotomaculumMclusterMIMareMwidelyM
distributedMinMmethanogenicMenvironmentsdMAppliedlandlEnvironmentallMicrobiologybM2006bMmhbMhfnfcog 4.8 147

84 LinkingMmicrobialMcommunityMstructureMwithMfunctionpMfluorescenceMinMsituM
hybridizationcmicroautoradiographyMandMisotopeMarraysdMCurrentlOpinionlinlBiotechnologybM2006bMgmbMnicog11.4 146

83 wMconstantMfluxMofMdiverseMthermophilicMbacteriaMintoMtheMcoldMwrcticMseabeddMSciencebM2009bMihkbMgkjgcj 33.3 145

82 TheMlifeMsulfuricpMmicrobialMecologyMofMsulfurMcyclingMinMmarineMsedimentsdMEnvironmentall
MicrobiologylReportsbM2017bMobMihicijj 3.7 142

81 LateralMgeneMtransferMofMdissimilatoryMVbiWsulfiteMreductaseMrevisiteddMJournalloflBacteriologybM2005bM
gnmbMhhficn 3.5 132

80 LongitudinalMstudyMofMmurineMmicrobiotaMactivityMandMinteractionsMwithMtheMhostMduringMacuteM
inflammationMandMrecoverydMISMElJournalbM2014bMnbMggfgcgj 11.9 121

79 probexaseccanMonlineMresourceMforMrRNwctargetedMoligonucleotideMprobesMandMprimerspMnewM
featuresMhfgldMNucleiclAcidslResearchbM2016bMjjbMzknlco 20.1 119

78 HighlyMparallelMmicrobialMdiagnosticsMusingMoligonucleotideMmicroarraysdMClinicalChimicalActabM2006bM
ilibMgflcgo 6.2 115

77 FunctionallyMrelevantMdiversityMofMcloselyMrelatedMNitrospiraMinMactivatedMsludgedMISMElJournalbM2015bM
obMljickk 11.9 112

76 ReverseMdissimilatoryMsulfiteMreductaseMasMphylogeneticMmarkerMforMaMsubgroupMofMsulfurcoxidizingM
prokaryotesdMEnvironmentallMicrobiologybM2009bMggbMhnocoo 5.2 111
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75 EnvironmentalMEntericMzysfunctionMandMGrowthMFailureeStuntingMinMGlobalMyhildMHealthdMPediatricsbM
2016bMginbM 7.4 108

74 wMflexibleMandMeconomicalMbarcodingMapproachMforMhighlyMmultiplexedMampliconMsequencingMofM
diverseMtargetMgenesdMFrontierslinlMicrobiologybM2015bMlbMmig 5.7 106

73 ziversityMofMsulfatecreducingMbacteriaMfromManMextremeMhypersalineMsedimentbMGreatMSaltMLakeM
VUtahWdMFEMSlMicrobiologylEcologybM2007bMlfbMhnmcon 4.3 97

72 MucispirillumMschaedleriMwntagonizesMSalmonellaMVirulenceMtoMProtectMMiceMagainstMyolitisdMCelllHostl
andlMicrobebM2019bMhkbMlngclojden 23.4 96

71 LifestyleMandMHorizontalMGeneMTransfercMediatedMEvolutionMofMbMaMyoreMMemberMofMtheMMurineMGutM
MicrobiotadMMSystemsbM2017bMhbM 7.6 88

70 yonsortiaMofMlowcabundanceMbacteriaMdriveMsulfateMreductioncdependentMdegradationMofM
fermentationMproductsMinMpeatMsoilMmicrocosmsdMISMElJournalbM2016bMgfbMhilkcmk 11.9 87

69 ImprovedMglSMrRNwctargetedMprobeMsetMforManalysisMofMsulfatecreducingMbacteriaMbyMfluorescenceMinM
situMhybridizationdMJournalloflMicrobiologicallMethodsbM2007bMlobMkhicn 2.8 87

68 UnravellingMmicrobialMcommunitiesMwithMzNwcmicroarrayspMchallengesMandMfutureMdirectionsdM
MicrobiallEcologybM2007bMkibMjonckfl 4.4 86

67 EndosporesMofMthermophilicMbacteriaMasMtracersMofMmicrobialMdispersalMbyMoceanMcurrentsdMISMEl
JournalbM2014bMnbMggkiclk 11.9 85

66 PhylogeneticMandMgenomicManalysisMofMMethanomassiliicoccalesMinMwetlandsMandManimalMintestinalM
tractsMrevealsMcladecspecificMhabitatMpreferencesdMFEMSlMicrobiologylEcologybM2016bMohbM 4.3 78

65 yolonizationMresistanceMandMmicrobialMecophysiologypMusingMgnotobioticMmouseMmodelsMandM
singleccellMtechnologyMtoMexploreMtheMintestinalMjungledMFEMSlMicrobiologylReviewsbM2013bMimbMmoicnho 15.1 75

64 IsotopeMarrayManalysisMofMRhodocyclalesMuncoversMfunctionalMredundancyMandMversatilityMinManM
activatedMsludgedMISMElJournalbM2009bMibMgijoclj 11.9 74

63 FunctionalMmarkerMgenesMforMidentificationMofMsulfatecreducingMprokaryotesdMMethodslinlEnzymologybM
2005bMiombMjlocno 1.7 74

62 ThreeMmanganeseMoxidecrichMmarineMsedimentsMharborMsimilarMcommunitiesMofMacetatecoxidizingM
manganesecreducingMbacteriadMISMElJournalbM2012bMlbMhfmncof 11.9 72

61 ziversityMofMbacteriaMgrowingMinMnaturalMmineralMwaterMafterMbottlingdMAppliedlandlEnvironmentall
MicrobiologybM2005bMmgbMilhjcih 4.8 68

60 IntestinalMMicrobiotaMSignaturesMwssociatedMwithMInflammationMHistoryMinMMiceMExperiencingM
RecurringMyolitisdMFrontierslinlMicrobiologybM2015bMlbMgjfn 5.7 67

59 PeatlandMwcidobacteriaMwithMaMdissimilatoryMsulfurMmetabolismdMISMElJournalbM2018bMghbMgmhocgmjh 11.9 58

58 zispersalMofMthermophilicMzesulfotomaculumMendosporesMintoMxalticMSeaMsedimentsMoverMthousandsM
ofMyearsdMISMElJournalbM2013bMmbMmhcnj 11.9 58
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57 wmmoniacoxidisingMarchaeaMlivingMatMlowMpHpMInsightsMfromMcomparativeMgenomicsdMEnvironmentall
MicrobiologybM2017bMgobMjoiocjokh 5.2 57

56
ParacatenulabManMancientMsymbiosisMbetweenMthiotrophicMwlphaproteobacteriaMandMcatenulidM
flatwormsdMProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericabM2011bM
gfnbMghfmncni

11.5 57

55
ziversityManalysisMofMsulfitecMandMsulfatecreducingMmicroorganismsMbyMmultiplexMdsrwMandMdsrxM
ampliconMsequencingMusingMnewMprimersMandMmockMcommunitycoptimizedMbioinformaticsdM
EnvironmentallMicrobiologybM2016bMgnbMhoojciffo
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54 HuRMSmallcMoleculeMInhibitorMElicitsMzifferentialMEffectsMinMwdenomatosisMPolyposisMandMyolorectalM
yarcinogenesisdMCancerlResearchbM2017bMmmbMhjhjchjin 10.1 48
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statebMoxidativeMstressbMandMleukocyteMgenotoxicitydMCancerlResearchbM2013bMmibMjhhhcih 10.1 48
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yompleteMgenomeMsequencesMofMzesulfosporosinusMorientisMzSMmlkTbMzesulfosporosinusMyoungiaeM
zSMgmmijTbMzesulfosporosinusMmeridieiMzSMgihkmTbMandMzesulfosporosinusMacidiphilusM
zSMhhmfjTdMJournalloflBacteriologybM2012bMgojbMliffcg

3.5 46

51 MultipleMbacterialMsymbiontsMinMtwoMspeciesMofMcococcurringMgutlessMoligochaeteMwormsMfromM
MediterraneanMseaMgrassMsedimentsdMEnvironmentallMicrobiologybM2008bMgfbMijfjcgl 5.2 46

50 ThermophilicManaerobesMinMwrcticMmarineMsedimentsMinducedMtoMmineralizeMcomplexMorganicMmatterM
atMhighMtemperaturedMEnvironmentallMicrobiologybM2010bMghbMgfnocgfj 5.2 45

49 OligonucleotideMmicroarrayMforMidentificationMofMEnterococcusMspeciesdMFEMSlMicrobiologylLettersbM
2005bMhjlbMgiicjh 2.9 45

48 wctivityMandMcommunityMstructuresMofMsulfatecreducingMmicroorganismsMinMpolarbMtemperateMandM
tropicalMmarineMsedimentsdMISMElJournalbM2016bMgfbMmolcnfo 11.9 41

47 zepthMzistributionMandMwssemblyMofMSulfatecReducingMMicrobialMyommunitiesMinMMarineMSedimentsM
ofMwarhusMxaydMAppliedlandlEnvironmentallMicrobiologybM2017bMnibM 4.8 36

46 StablecIsotopeMProbingMofMHumanMandMwnimalMMicrobiomeMFunctiondMTrendslinlMicrobiologybM2018bM
hlbMooocgffm 12.4 36

45 MicroorganismsMwithMnovelMdissimilatoryMVbiWsulfiteMreductaseMgenesMareMwidespreadMandMpartMofMtheM
coreMmicrobiotaMinMlowcsulfateMpeatlandsdMAppliedlandlEnvironmentallMicrobiologybM2011bMmmbMghigcjh 4.8 35

44 wMfibercdeprivedMdietMdisturbsMtheMfinecscaleMspatialMarchitectureMofMtheMmurineMcolonMmicrobiomedM
NaturelCommunicationsbM2019bMgfbMjill 17.4 34

43 IntestinalMEpithelialMyellMTyrosineMKinaseMhMTransducesMILchhMSignalsMToMProtectMfromMwcuteMyolitisdM
JournalloflImmunologybM2015bMgokbMkfggchj 5.3 33

42 SinglecyellMGenomeMandMGroupcSpecificMdsrwxMSequencingMImplicateMMarineMMembersMofMtheMylassM
zehalococcoidiaMVPhylumMyhloroflexiWMinMSulfurMyyclingdMMBiobM2016bMmbM 7.8 33

41 xiogeographyMofMsulfatecreducingMprokaryotesMinMriverMfloodplainsdMFEMSlMicrobiologylEcologybM2008
bMljbMiokcjfl 4.3 31

40 xacterialMinteractionsMduringMsequentialMdegradationMofMcyanobacterialMnecromassMinMaMsulfidicMarcticM
marineMsedimentdMEnvironmentallMicrobiologybM2018bMhfbMhohmchojf 5.2 27
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39 TypeMIMinterferonsMhaveMopposingMeffectsMduringMtheMemergenceMandMrecoveryMphasesMofMcolitisdM
EuropeanlJournalloflImmunologybM2014bMjjbMhmjoclf 6.1 23

38 LongcTermMTranscriptionalMwctivityMatMZeroMGrowthMofMaMyosmopolitanMRareMxiosphereMMemberdM
MBiobM2019bMgfbM 7.8 22

37 glSMrRNwMgenecbasedMphylogeneticMmicroarrayMforMsimultaneousMidentificationMofMmembersMofMtheM
genusMxurkholderiadMEnvironmentallMicrobiologybM2009bMggbMmmocnff 5.2 21

36 xacterialMnutrientMforagingMinMaMmouseMmodelMofMenteralMnutrientMdeprivationpMinsightMintoMtheMgutM
originMofMsepsisdMAmericanlJournalloflPhysiologyl-lRenallPhysiologybM2016bMiggbMGmijcGmji 5.1 20

35 xarcodedMPrimersMUsedMinMMultiplexMwmpliconMPyrosequencingMxiasMwmplificationdMAppliedlandl
EnvironmentallMicrobiologybM2012bMmnbMlghclgh 4.8 20

34 xottledMaquaMincognitapMmicrobiotaMassemblyMandMdissolvedMorganicMmatterMdiversityMinMnaturalM
mineralMwatersdMMicrobiomebM2017bMkbMghl 16.6 19

33
GypsumMamendmentMtoMriceMpaddyMsoilMstimulatedMbacteriaMinvolvedMinMsulfurMcyclingMbutMlargelyM
preservedMtheMphylogeneticMcompositionMofMtheMtotalMbacterialMcommunitydMEnvironmentall
MicrobiologylReportsbM2016bMnbMjgichi

3.7 19

32 EnvironmentalMandMIntestinalMPhylumMFirmicutesMxacteriaMMetabolizeMtheMPlantMSugarM
SulfoquinovoseMviaMaMlczeoxyclcsulfofructoseMTransaldolaseMPathwaydMISciencebM2020bMhibMgfgkgf 6.1 17

31 SystematicMspatialMbiasMinMzNwMmicroarrayMhybridizationMisMcausedMbyMprobeMspotMpositioncdependentM
variabilityMinMlateralMdiffusiondMPLoSlONEbM2011bMlbMehimhm 3.7 16

30 HighMgeneticMsimilarityMbetweenMtwoMgeographicallyMdistinctMstrainsMofMtheMsulfurcoxidizingMsymbiontM
UyandidatusMThiobiosMzoothamnicoliUdMFEMSlMicrobiologylEcologybM2009bMlmbMhhocjg 4.3 16

29 EvolutionMandMEcologyMofMMicrobesMzissimilatingMSulfurMyompoundspMInsightsMfromMSirohemeMSulfiteM
ReductasesM2008bMjlcko 15

28 NovelMtaxaMofMwcidobacteriotaMimplicatedMinMseafloorMsulfurMcyclingdMISMElJournalbM2021bMgkbMigkocignf 11.9 12

27 MolecularMstrategiesMforMstudiesMofMnaturalMpopulationsMofMsulphatecreducingMmicroorganismsiocggl 11

26 HairMeruptionMinitiatesMandMcommensalMskinMmicrobiotaMaggravateMadverseMeventsMofManticEGFRM
therapydMSciencelTranslationallMedicinebM2019bMggbM 17.5 11

25 ModelingMformamideMdenaturationMofMprobectargetMhybridsMforMimprovedMmicroarrayMprobeMdesignM
inMmicrobialMdiagnosticsdMPLoSlONEbM2012bMmbMejinlh 3.7 10

24 GlacialMRunoffMPromotesMzeepMxurialMofMSulfurMyyclingcwssociatedMMicroorganismsMinMMarineM
SedimentsdMFrontierslinlMicrobiologybM2019bMgfbMhkkn 5.7 10

23 StableMIsotopeMTechniquesMforMtheMwssessmentMofMHostMandMMicrobiotaMResponseMzuringM
GastrointestinalMzysfunctiondMJournalloflPediatriclGastroenterologylandlNutritionbM2017bMljbMncgj 2.8 7

22 wnMEconomicalMandMFlexibleMzualMxarcodingbMTwocStepMPyRMwpproachMforMHighlyMMultiplexedM
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21 zraftMGenomeMSequenceMofMhlcjbgbManMwcidotolerantMPeatlandMwlphaproteobacteriumMPotentiallyM
InvolvedMinMSulfurMyyclingdMGenomelAnnouncementsbM2018bMlbM 6

20 WoeseialesMtranscriptionalMresponseMtoMshallowMburialMinMwrcticMfjordMsurfaceMsedimentdMPLoSlONEbM
2020bMgkbMefhijnio 3.7 6

19 HistoricalMFactorsMwssociatedMWithMPastMEnvironmentsMInfluenceMtheMxiogeographyMofMThermophilicM
EndosporesMinMwrcticMMarineMSedimentsdMFrontierslinlMicrobiologybM2019bMgfbMhjk 5.7 5

18 GeomicrobiologypMMolecularMandMEnvironmentalMPerspectiveM2010bM 5

17 PhylogeneticMmicroarraysMforMcultivationcindependentMidentificationMandMmetabolicMcharacterizationM
ofMmicroorganismsMinMcomplexMsamplesdMMethodslinlMolecularlBiologybM2011bMlnnbMgnmchfl 1.4 5

16 EcogenomicsMandMbiogeochemicalMimpactsMofMuncultivatedMgloballyMabundantMoceanMviruses 5

15 NovelMtaxaMofMwcidobacteriotaMinvolvedMinMseafloorMsulfurMcycling 5

14 SulfoquinovoseMisMaMselectMnutrientMofMprominentMbacteriaMandMaMsourceMofMhydrogenMsulfideMinMtheM
humanMgutdMISMElJournalbM2021bMgkbMhmmochmog 11.9 5

13 wnaerobicMbacterialMdegradationMofMproteinMandMlipidMmacromoleculesMinMsubarcticMmarineMsedimentdM
ISMElJournalbM2021bMgkbMniicnjm 11.9 5

12 ProbingMIdentityMandMPhysiologyMofMUnculturedMMicroorganismsMwithMIsotopeMLabelingMTechniquesM
2010bMghmcgjk 4

11 zNwcforagingMbacteriaMinMtheMseafloor 4

10 ziversityMdecoupledMfromMsulfurMisotopeMfractionationMinMaMsulfatecreducingMmicrobialMcommunitydM
GeobiologybM2019bMgmbMllfclmk 4.3 3
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6 zraftMGenomeMSequenceMofMzesulfosporosinusMfructosivoransMStrainMlidlFbMIsolatedMfromMMarineM
SedimentMinMtheMxalticMSeadMMicrobiologylResourcelAnnouncementsbM2019bMnbM 1.3 1

5 GenomicMinsightsMintoMdiverseMbacterialMtaxaMthatMdegradeMextracellularMzNwMinMmarineMsedimentsdM
NaturelMicrobiologybM2021bMlbMnnkcnon 26.6 1

4 WoeseialesMtranscriptionalMresponseMtoMshallowMburialMinMwrcticMfjordMsurfaceMsedimentM2020bMgkbMefhijnio
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