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j Paper IF Citations

72 StructureaLfunctionLandLdiversityLofLtheLhealthyLhumanLmicrobiomecLNatureaL2012aLimkaLgelbfi 50.4 6938

71 vLframeworkLforLhumanLmicrobiomeLresearchcLNatureaL2012aLimkaLgfjbgf 50.4 1722

70 vnalysisLofLtheLmouseLtranscriptomeLbasedLonLfunctionalLannotationLofLkealleLfullblengthLcyNvscL
NatureaL2002aLigeaLjkhblh 50.4 1350

69 yatabaseLresourcesLofLtheLNationalLxenterLforLwiotechnologycLNucleiciAcidsiResearchaL2003aLhfaLgmbhh 20.1 682

68 MinimumLinformationLaboutLaLsingleLamplifiedLgenomeLUMISv VLandLaLmetagenomebassembledL
genomeLUMIMv VLofLbacteriaLandLarchaeacLNatureiBiotechnologyaL2017aLhjaLlgjblhf 44.5 648

67 yiseaseLOntologyoLaLbackboneLforLdiseaseLsemanticLintegrationcLNucleiciAcidsiResearchaL2012aLieaLyniebk20.1 562

66 –unctionalLannotationLofLaLfullblengthLmouseLcyNvLcollectioncLNatureaL2001aLienaLkmjbne 50.4 560

65 MinimumLinformationLaboutLaLmarkerLgeneLsequenceLUMIMvRKSVLandLminimumLinformationLaboutL
anyLUxVLsequenceLUMIxSVLspecificationscLNatureiBiotechnologyaL2011aLgnaLifjbge 44.5 445

64 MutationalLspectraLofLPTzNdMMvxfLgeneoLaLtumorLsuppressorLwithLlipidLphosphataseLactivitycL
JournaliofitheiNationaliCanceriInstituteaL1999aLnfaLfnggbhg 9.7 433

63 yatingLtheLoriginLofLtheLxxRjbyeltahgLvIySbresistanceLalleleLbyLtheLcoalescenceLofLhaplotypescL
AmericaniJournaliofiHumaniGeneticsaL1998aLkgaLfjelbfj 11 428

62 yiseaseLOntologyLgefjLupdateoLanLexpandedLandLupdatedLdatabaseLofLhumanLdiseasesLforLlinkingL
biomedicalLknowledgeLthroughLdiseaseLdatacLNucleiciAcidsiResearchaL2015aLihaLyfelfbm 20.1 403

61 yatabaseLresourcesLofLtheLNationalLxenterLforLwiotechnologyLInformationcLNucleiciAcidsiResearchaL
2005aLhhaLyhnbij 20.1 343

60 MinimumLInformationLaboutLanLUncultivatedLVirusL enomeLUMIUVi VcLNatureiBiotechnologyaL2019aL
hlaLgnbhl 44.5 180

59 HumanLyiseaseLOntologyLgefmLupdateoLclassificationaLcontentLandLworkflowLexpansioncLNucleici
AcidsiResearchaL2019aLilaLynjjbynkg 20.1 177

58 yatabaseLresourcesLofLtheLNationalLxenterLforLwiotechnologyLInformationoLgeegLupdatecLNucleici
AcidsiResearchaL2002aLheaLfhbk 20.1 167

57 TheLHumanLPhenotypeLOntologyoLSemanticLUnificationLofLxommonLandLRareLyiseasecLAmericani
JournaliofiHumaniGeneticsaL2015aLnlaLfffbgi 11 147

56 TheL enomicLStandardsLxonsortiumcLPLoSiBiologyaL2011aLnaLefeefemm 9.7 143
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55 MIxSbwzoLaLMIxSLextensionLdefiningLaLminimumLinformationLstandardLforLsequenceLdataLfromLtheL
builtLenvironmentcLISMEiJournalaL2014aLmaLfbh 11.9 109

54 –oodOnoLaLharmonizedLfoodLontologyLtoLincreaseLglobalLfoodLtraceabilityaLqualityLcontrolLandLdataL
integrationcLNpjiScienceiofiFoodaL2018aLgaLgh 6.3 83

53 IntegratedL enomicLvnalysisLofLyiverseLInducedLPluripotentLStemLxellsLfromLtheLProgenitorLxellL
wiologyLxonsortiumcLStemiCelliReportsaL2016aLlaLffebgj 8 72

52 vLradiationLhybridLmapLofLmouseLgenescLNatureiGeneticsaL2001aLgnaLgefbj 36.3 61

51 vLharmonizedLmetabknowledgebaseLofLclinicalLinterpretationsLofLsomaticLgenomicLvariantsLinL
cancercLNatureiGeneticsaL2020aLjgaLiimbijl 36.3 58

50 TheLTranslationalLMedicineLOntologyLandLKnowledgeLwaseoLdrivingLpersonalizedLmedicineLbyL
bridgingLtheLgapLbetweenLbenchLandLbedsidecLJournaliofiBiomedicaliSemanticsaL2011aLgLSupplLgaLSf 2.2 55

49 TheLyiseaseLOntologyoLfosteringLinteroperabilityLbetweenLbiologicalLandLclinicalLhumanL
diseasebrelatedLdatacLMammalianiGenomeaL2015aLgkaLjmibn 3.2 50

48 vLglobalLmetagenomicLmapLofLurbanLmicrobiomesLandLantimicrobialLresistancecLCellaL2021aLfmiaLhhlkbhhnhcefl56.2 42

47 zxOaLtheLzvidenceLSLxonclusionLOntologyoLcommunityLstandardLforLevidenceLinformationcLNucleici
AcidsiResearchaL2019aLilaLyffmkbyffni 20.1 42

46 yiseaseLOntologyoLimprovingLandLunifyingLdiseaseLannotationsLacrossLspeciescLDMMiDiseaseiModelsi
andiMechanismsaL2018aLffaL 4.1 42

45 WikidataLasLaLsemanticLframeworkLforLtheL eneLWikiLinitiativecLDatabase:itheiJournaliofiBiologicali
DatabasesiandiCurationaL2016aLgefkaL 5 37

44 HabitatbLiteoLaL SxLcaseLstudyLbasedLonLfreeLtextLtermsLforLenvironmentalLmetadatacLOMICSiAi
JournaliofiIntegrativeiBiologyaL2008aLfgaLfgnbhk 3.8 34

43  eneratingLaLfocusedLviewLofLdiseaseLontologyLcancerLtermsLforLpanbcancerLdataLintegrationLandL
analysiscLDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationaL2015aLgefjaLbavehg 5 32

42 MolecularaLphenotypicaLandLsamplebassociatedLdataLtoLdescribeLpluripotentLstemLcellLlinesLandL
derivativescLScientificiDataaL2017aLiaLfleehe 8.2 31

41  enomicLMethodsLandLMicrobiologicalLTechnologiesLforLProfilingLNovelLandLzxtremeLznvironmentsL
forLtheLzxtremeLMicrobiomeLProjectLUXMPVcLJournaliofiBiomoleculariTechniquesaL2017aLgmaLhfbhn 1.1 31

40 xOVIybfnLpandemicLrevealsLtheLperilLofLignoringLmetadataLstandardscLScientificiDataaL2020aLlaLfmm 8.2 30

39 vnLvTPbbindingLcassetteLgeneLUvwx hVLcloselyLrelatedLtoLtheLmultidrugLtransporterLvwx gL
UMXRdvwxPVLhasLanLunusualLvTPbbindingLdomaincLMammalianiGenomeaL2001aLfgaLmkbm 3.2 27

38 TowardLunrestrictedLuseLofLpublicLgenomicLdatacLScienceaL2019aLhkhaLhjebhjg 33.3 25

(2019-2014)
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37 StandardizedLmetadataLforLhumanLpathogendvectorLgenomicLsequencescLPLoSiONEaL2014aLnaLennnln 3.7 25

36 IdentificationLofLfmLmouseLvwxLgenesLandLcharacterizationLofLtheLvwxLsuperfamilyLinLMusL
musculuscLGenomicsaL2000aLkiaLgibhf 4.3 25

35 yevelopmentLandLevaluationLofLanLautomatedLannotationLpipelineLandLcyNvLannotationLsystemcL
GenomeiResearchaL2003aLfhaLfjigbjf 9.7 24

34 WikidataLasLaLknowledgeLgraphLforLtheLlifeLsciencescLELifeaL2020aLnaL 8.9 24

33  enomicLStandardsLxonsortiumLProjectscLStandardsiiniGenomiciSciencesaL2014aLnaLjnnbkef 23

32 ParasiteLmicrobiomeLprojectoL randLchallengescLPLoSiPathogensaL2019aLfjaLefeemegm 7.6 22

31 MetagenomesLandLmetatranscriptomesLfromLtheLLiLlongbtermLcoastalLmonitoringLstationLinLtheL
WesternLznglishLxhannelcLStandardsiiniGenomiciSciencesaL2010aLhaLfmhbnh 22

30  enomicLstandardsLconsortiumLprojectscLStandardsiiniGenomiciSciencesaL2014aLnaLjnnbkef 21

29  eMInvaL enomicLMetadataLforLInfectiousLvgentsaLaLgeospatialLsurveillanceLpathogenLdatabasecL
NucleiciAcidsiResearchaL2010aLhmaLyljibki 20.1 20

28 ReportingLguidelinesLforLhumanLmicrobiomeLresearchoLtheLSTORMSLchecklistcLNatureiMedicineaL2021
aLglaLfmmjbfmng 50.5 19

27 UseLofLdenaturingLHPLxLtoLmapLhumanLandLmurineLgenesLandLtoLvalidateLsinglebnucleotideL
polymorphismscLBioTechniquesaL2000aLgmaLliebj 2.5 18

26 IdentifyingLandLcharacterizingLaLfivebgeneLclusterLofLvTPbbindingLcassetteLtransportersLmappingLtoL
humanLchromosomeLflqgioLaLnewLsubgroupLwithinLtheLvwxvLsubfamilycLGeneScreenaL2001aLfaLfjlbfki 15

25 xonnectingLsequenceLandLbiologyLinLtheLlaboratoryLmousecLGenomeiResearchaL2003aLfhaLfjejbfn 9.7 14

24
vnnotatingLpublicLfungalLITSLsequencesLfromLtheLbuiltLenvironmentLaccordingLtoLtheLMIxSbwuiltL
znvironmentLstandardLâ��LaLreportLfromLaLMayLghbgiaLgefkLworkshopLU othenburgaLSwedenVcL
MycoKeysafkaLfbfj

2.4 13

23 LayingLtheLfoundationLforLaL enomicLRosettaLStoneoLcreatingLinformationLhubsLthroughLtheLuseLofL
consensusLidentifierscLOMICSiAiJournaliofiIntegrativeiBiologyaL2008aLfgaLfghbl 3.8 11

22 TheLHumanLyiseaseLOntologyLgeggLupdatecLNucleiciAcidsiResearchaL2021aL 20.1 11

21 MeetingLReportLfromLtheL enomicLStandardsLxonsortiumLU SxVLWorkshopLfecLStandardsiiniGenomici
SciencesaL2010aLhaLggjbhf 7

20 OwOL–oundryLinLgegfoLoperationalizingLopenLdataLprinciplesLtoLevaluateLontologiescLDatabase:ithei
JournaliofiBiologicaliDatabasesiandiCurationaL2021aLgegfaL 5 7
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19 MicrobiomeLMetadataLStandardsoLReportLofLtheLNationalLMicrobiomeLyataLxollaborativeTsL
WorkshopLandL–ollowbOnLvctivitiescLMSystemsaL2021aLkaL 7.6 7

18 TheLMetadataLxoverageLIndexLUMxIVoLvLstandardizedLmetricLforLquantifyingLdatabaseLmetadataL
richnesscLStandardsiiniGenomiciSciencesaL2012aLkaLihmbil 6

17 HumanLdiseaseLgenesLandLtheirLclonedLmouseLorthologsoLexplorationLofLtheL–vNTOMgLcyNvL
sequenceLdataLsetcLGenomeiResearchaL2003aLfhaLfinkbjee 9.7 6

16 RxNi SxLWorkshopLReportoLManagingLyataLatLtheLInterfaceLofLwiodiversityLandLUMetaV enomicsaL
MarchLgeffcLStandardsiiniGenomiciSciencesaL2012aLlaLfjnbkj 5

15 vLharmonizedLmetabknowledgebaseLofLclinicalLinterpretationsLofLcancerLgenomicLvariants 5

14 xonsentLinsufficientLforLdataLreleasebResponsecLScienceaL2019aLhkiaLiik 33.3 4

13 WikidataLasLaLlinkedbdataLhubLforLwiodiversityLdata´ cLBiodiversityiInformationiScienceiandiStandards
ahaL 4

12 MeetingLReportLfromLtheL enomicLStandardsLxonsortiumLU SxVLWorkshopLncLStandardsiiniGenomici
SciencesaL2010aLhaLgfkbgi 2

11 MeetingLReportoLNMetagenomicsaLMetadataLandLMetabanalysisNLUMhVLWorkshopLatLtheLPacificL
SymposiumLonLwiocomputingLgefecLStandardsiiniGenomiciSciencesaL2010aLgaLhjlbke 2

10 yarwinianLgenomicsLandLdiversityLinLtheLtreeLofLlifeccLProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaaL2022aLffnaL 11.5 2

9 xOVIybfnLbiomarkersLandLtheirLoverlapLwithLcomorbiditiesLinLaLdiseaseLbiomarkerLdataLmodelcL
BriefingsiiniBioinformaticsaL2021aLggaL 13.4 2

8 ReportLofLtheLfithL enomicLStandardsLxonsortiumLMeetingaLOxfordaLUKaLSeptemberLflbgfaLgefgccL
StandardsiiniGenomiciSciencesaL2014aLnaLfghkbfgje 1

7 ReportLofLtheLfhUthVL enomicLStandardsLxonsortiumLMeetingaLShenzhenaLxhinaaLMarchLiblaLgefgcL
StandardsiiniGenomiciSciencesaL2012aLkaLglkbmk 1

6 MIxSbSvoLaLMIxSLextensionLdefiningLtheLminimumLinformationLstandardLforLsequenceLdataLfromL
symbiontbassociatedLmicroborganismscLISMEiCommunicationsaL2022aLgaL 1

5 WikidataLasLaL–vIRLknowledgeLgraphLforLtheLlifeLsciences 1

4 vnnotatingLunknownLspeciesLofLurbanLmicroorganismsLonLaLglobalLscaleLunveilsLnovelLfunctionalL
diversityLandLlocalLenvironmentLassociationcLEnvironmentaliResearchaL2021aLgelaLffgfmh 7.9 0

3 ResponseLtoLwieseckerLet´ alcLAmericaniJournaliofiHumaniGeneticsaL2021aLfemaLfmelbfmem 11 0

2 vLcommunityLapproachLtoLtheLcancerbvariantbinterpretationLbottleneckcLNatureiCanceraL2022aLhaLjggbjgj15.4 0

(2022-2021)
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1 MetagenomicsoLvLfoundlingLfindsLitsLfeetcLStandardsiiniGenomiciSciencesaL2010aLhaLgfgbh
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