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44 EchocardiographyQandQreninfaldosteroneQinterplayQasQpredictorsQofQdeathQinQβOVIDfjrggQArchivesoofo
CardiovascularoDiseaseseQ2022eQjjneQrofro 2.7

43 MicrobiomeQandQmetabolomeQfeaturesQofQtheQcardiometabolicQdiseaseQspectrumggQNatureoMedicineeQ
2022eQ 50.5 4

42 βombinatorialeQadditiveQandQdosefdependentQdrugfmicrobiomeQassociationsgQNatureeQ2021eQ 50.4 11

41 zlteredQsubcutaneousQadiposeQtissueQparametersQafterQswitchingQzRTfcontrolledQHIVdQpatientsQtoQ
raltegravirhmaravirocgQAidseQ2021eQlneQjoknfjoli 3.5 1

40 GutQmicrobiotaQchangesQafterQmetabolicQsurgeryQinQadultQdiabeticQpatientsQwithQmildQobesitysQaQ
randomisedQcontrolledQtrialgQDiabetologyoandoMetabolicoSyndromeeQ2021eQjleQno 5.6 3

39 ProteinQsupplementationQduringQanQenergyfrestrictedQdietQinducesQvisceralQfatQlossQandQgutQ
microbiotaQaminoQacidQmetabolismQactivationsQaQrandomizedQtrialgQScientificoReportseQ2021eQjjeQjnoki 4.9 1

38 ExploringQSemifQuantitativeQMetagenomicQStudiesQUsingQOxfordQNanoporeQSequencingsQzQ
βomputationalQandQExperimentalQProtocolgQGeneseQ2021eQjkeQ 4.2 1

37 DeepQlearningQanalysisQofQelectrocardiogramQforQriskQpredictionQofQdrugfinducedQarrhythmiasQandQ
diagnosisQofQlongQQTQsyndromegQEuropeanoHeartoJournaleQ2021eQmkeQlrmqflroj 9.5 3

36
IntestinalQalterationQofQ˛–fgustducinQandQsweetQtasteQsignalingQpathwayQinQmetabolicQdiseasesQisQ
partlyQrescuedQafterQweightQlossQandQdiabetesQremissiongQAmericanoJournaloofoPhysiologyo-o
EndocrinologyoandoMetabolismeQ2021eQlkjeQEmjpfEmlk

6 2

35 StatinQtherapyQisQassociatedQwithQlowerQprevalenceQofQgutQmicrobiotaQdysbiosisgQNatureeQ2020eQnqjeQljifljn50.4 100

34 EffectQofQcongenitalQadrenalQhyperplasiaQtreatedQbyQglucocorticoidsQonQplasmaQmetabolomesQaQ
machineflearningfbasedQanalysisgQScientificoReportseQ2020eQjieQqqnr 4.9 0

33 InterpretableQandQaccurateQpredictionQmodelsQforQmetagenomicsQdatagQGigaScienceeQ2020eQreQ 7.6 16

32 GutQMicrobiotaQProfileQofQObeseQDiabeticQWomenQSubmittedQtoQRouxfenfYQGastricQαypassQandQItsQ
zssociationQwithQFoodQIntakeQandQPostoperativeQDiabetesQRemissiongQNutrientseQ2020eQjkeQ 6.7 27

31 FromQcorrelationQtoQcausalitysQtheQcaseQofgQGutoMicrobeseQ2020eQjkeQjfjl 8.8 33

30 ImidazoleQpropionateQisQincreasedQinQdiabetesQandQassociatedQwithQdietaryQpatternsQandQalteredQ
microbialQecologygQNatureoCommunicationseQ2020eQjjeQnqqj 17.4 29

29 DiseaseQPredictionQUsingQSyntheticQImageQRepresentationsQofQMetagenomicQDataQandQβonvolutionalQ
NeuralQNetworksQ2019eQ 1

28 MajorQmicrobiotaQdysbiosisQinQsevereQobesitysQfateQafterQbariatricQsurgerygQGuteQ2019eQoqeQpifqk 19.2 197
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27
abundanceQisQlowerQinQsevereQobesityeQbutQitsQincreasedQlevelQafterQbariatricQsurgeryQisQnotQassociatedQ
withQmetabolicQhealthQimprovementgQAmericanoJournaloofoPhysiologyo-oEndocrinologyoandoMetabolism
eQ2019eQljpeQEmmofEmnr

6 40

26 ElevatedQserumQceramidesQareQlinkedQwithQobesityfassociatedQgutQdysbiosisQandQimpairedQglucoseQ
metabolismgQMetabolomicseQ2019eQjneQjmi 4.7 9

25 PhosphatidylglycerolsQareQinducedQbyQgutQdysbiosisQandQinflammationeQandQfavorablyQmodulateQ
adiposeQtissueQremodelingQinQobesitygQFASEBoJournaleQ2019eQlleQmpmjfmpnm 0.9 13

24 zQDataQIntegrationQMultifOmicsQzpproachQtoQStudyQβalorieQRestrictionfInducedQβhangesQinQInsulinQ
SensitivitygQFrontiersoinoPhysiologyeQ2018eQreQjrnq 4.6 24

23
SerumQlipidomicsQrevealsQearlyQdifferentialQeffectsQofQgastricQbypassQcomparedQwithQbandingQonQ
phospholipidsQandQsphingolipidsQindependentQofQdifferencesQinQweightQlossgQInternationaloJournaloofo
ObesityeQ2017eQmjeQrjpfrkn

5.5 26

22 zkkermansiaQmuciniphilaQandQimprovedQmetabolicQhealthQduringQaQdietaryQinterventionQinQobesitysQ
relationshipQwithQgutQmicrobiomeQrichnessQandQecologygQGuteQ2016eQoneQmkoflo 19.2 938

21 HumanQgutQmicrobesQimpactQhostQserumQmetabolomeQandQinsulinQsensitivitygQNatureeQ2016eQnlneQlpofqj 50.4 977

20 zQreferenceQgeneQcatalogueQofQtheQpigQgutQmicrobiomegQNatureoMicrobiologyeQ2016eQjeQjojoj 26.6 233

19 IncreasedQαasementQMembraneQβomponentsQinQzdiposeQTissueQDuringQObesitysQLinksQWithQTGF˛†Q
andQMetabolicQPhenotypesgQJournaloofoClinicaloEndocrinologyoandoMetabolismeQ2016eQjijeQknpqfqp 5.6 43

18 βapturingQtheQmostQwantedQtaxaQthroughQcrossfsampleQcorrelationsgQISMEoJournaleQ2016eQjieQkmnrfop 11.9 7

17 SpectralQconsensusQstrategyQforQaccurateQreconstructionQofQlargeQbiologicalQnetworksgQBMCo
BioinformaticseQ2016eQjpeQmrl 3.6 5

16 SpecificQgutQmicrobiotaQfeaturesQandQmetabolicQmarkersQinQpostmenopausalQwomenQwithQobesitygQ
NutritionoandoDiabeteseQ2015eQneQejnr 4.7 134

15 TheQNewQScienceQofQMetagenomicsQandQtheQβhallengesQofQItsQUseQinQαothQDevelopedQandQ
DevelopingQβountriesQ2015eQjrjfkjo 4

14 QinQetQalgQreplygQNatureeQ2015eQnkneQEkfl 50.4 3

13 DisentanglingQtypeQkQdiabetesQandQmetforminQtreatmentQsignaturesQinQtheQhumanQgutQmicrobiotagQ
NatureeQ2015eQnkqeQkokfkoo 50.4 1107

12 DietaryQmodulationQofQtheQgutQmicrobiotaffaQrandomisedQcontrolledQtrialQinQobeseQpostmenopausalQ
womengQBritishoJournaloofoNutritioneQ2015eQjjmeQmiofjp 3.6 102

11 EffectQofQgenomeQandQenvironmentQonQmetabolicQandQinflammatoryQprofilesgQPLoSoONEeQ2015eQjieQeijkiqrq3.7 11

10 zlterationsQofQtheQhumanQgutQmicrobiomeQinQliverQcirrhosisgQNatureeQ2014eQnjleQnrfom 50.4 1155
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9 IdentificationQandQassemblyQofQgenomesQandQgeneticQelementsQinQcomplexQmetagenomicQsamplesQ
withoutQusingQreferenceQgenomesgQNatureoBiotechnologyeQ2014eQlkeQqkkfq 44.5 624

8 znQintegratedQcatalogQofQreferenceQgenesQinQtheQhumanQgutQmicrobiomegQNatureoBiotechnologyeQ
2014eQlkeQqlmfmj 44.5 1088

7 RichnessQofQhumanQgutQmicrobiomeQcorrelatesQwithQmetabolicQmarkersgQNatureeQ2013eQniieQnmjfo 50.4 2584

6 DietaryQinterventionQimpactQonQgutQmicrobialQgeneQrichnessgQNatureeQ2013eQniieQnqnfq 50.4 1135

5 MacrophageQgeneQexpressionQinQadiposeQtissueQisQassociatedQwithQinsulinQsensitivityQandQserumQlipidQ
levelsQindependentQofQobesitygQObesityeQ2013eQkjeQEnpjfo 8 14

4 StructuralQandQinflammatoryQheterogeneityQinQsubcutaneousQadiposeQtissuesQrelationQwithQliverQ
histopathologyQinQmorbidQobesitygQJournaloofoHepatologyeQ2012eQnoeQjjnkfjjnq 13.4 61

3
DifferentialQeffectsQofQmacronutrientQcontentQinQkQenergyfrestrictedQdietsQonQcardiovascularQriskQ
factorsQandQadiposeQtissueQcellQsizeQinQmoderatelyQobeseQindividualssQaQrandomizedQcontrolledQtrialgQ
AmericanoJournaloofoClinicaloNutritioneQ2012eQrneQmrfol

7 46

2 InteractionalQandQfunctionalQcentralityQinQtranscriptionalQcofexpressionQnetworksgQBioinformaticseQ
2010eQkoeQliqlfr 7.2 25

1 FunNetsQanQintegrativeQtoolQforQexploringQtranscriptionalQinteractionsgQBioinformaticseQ2008eQkmeQkolofq 7.2 72
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