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h Paper IF Citations

154 MappingJenvironmentalJsuitabilityJofJyaemagogusJandJSabethesJsppZJmosquitoesJtoJunderstandJ
sylvaticJtransmissionJriskJofJyellowJfeverJvirusJinJsrazilZZJPLoShNeglectedhTropicalhDiseasesWJ2022WJbgWJeaabaabj4.8 0

153 ReinfectionJbyJtheJSrRSYtoVYcJxammaJvariantJinJbloodJdonorsJinJManausWJsrazilZZJBMChInfectioush
DiseasesWJ2022WJccWJbch 4 5

152 rssociationJbetweenJinflammatoryJcytokinesJandJantiYSrRSYtoVYcJantibodiesJinJhospitalizedJ
patientsJwithJtãVzuYbjZZJImmunityhandhAgeingWJ2022WJbjWJbc 9.7 2

151 UnderstandingJSabiˆ¡JvirusJinfectionsJSsrazilianJmammarenavirusTZZJTravelhMedicinehandhInfectioush
DiseaseWJ2022WJeiWJbacdfb 8.4 1

150 tlearanceJofJíersistentJSrRSYtoVYcJRárJuetectionJinJaJáw˛”sYueficientJíatientJinJrssociationJwithJ
theJzngestionJofJyumanJsreastJMilkkJrJtaseJReportZJVirusesWJ2022WJbeWJbaec 6.2 0

149 MolecularJandJgenomicJinvestigationJofJanJurbanJoutbreakJofJdengueJvirusJserotypeJcJinJrngolaWJ
cabhYcabjZZJPLoShNeglectedhTropicalhDiseasesWJ2022WJbgWJeaabacff 4.8 1

148 tontextYspecificJemergenceJandJgrowthJofJtheJSrRSYtoVYcJueltaJvariantZJ2021WJ 3

147 κrackJãmicronRsJspreadJwithJmolecularJdataZJScienceWJ2021WJdheWJeabnefed 33.3 44

146 ReportJegkJwactorsJdrivingJextensiveJspatialJandJtemporalJfluctuationsJinJtãVzuYbjJfatalityJratesJinJ
srazilianJhospitalsJ2021WJ 3

145 tlustersJofJSrRSYtoVYcJLineageJsZbZbZhJznfectionJafterJVaccinationJwithJrdenovirusYVectoredJandJ
znactivatedJVaccinesZJVirusesWJ2021WJbdWJ 6.2 1

144 watalJãutcomeJofJthikungunyaJVirusJznfectionJinJsrazilZJClinicalhInfectioushDiseasesWJ2021WJhdWJecedgYeceed11.6 10

143 xenomicsJandJepidemiologyJofJaJnovelJSrRSYtoVYcJlineageJinJManausWJsrazilJ2021WJ 53

142 uatasetJonJSrRSYtoVYcJnonYpharmaceuticalJinterventionsJinJsrazilianJmunicipalitiesZJScientifichDataWJ
2021WJiWJhd 8.2 16

141 LocalJκransmissionJofJSrRSYtoVYcJLineageJsZbZbZhWJsrazilWJuecemberJcacaZJEmerginghInfectioush
DiseasesWJ2021WJchWJjhaYjhc 10.2 39

140 yigherJriskJofJdeathJfromJtãVzuYbjJinJlowYincomeJandJnonYWhiteJpopulationsJofJSˆ£oJíauloWJsrazilZJ
BMJhGlobalhHealthWJ2021WJgWJ 6.6 15

139 xenomicsJandJepidemiologyJofJtheJíZbJSrRSYtoVYcJlineageJinJManausWJsrazilZJScienceWJ2021WJdhcWJibfYicb33.3 603

138
znteractingJvpidemicsJinJrmazonianJsrazilkJíriorJuengueJznfectionJrssociatedJWithJzncreasedJ
toronavirusJuiseaseJcabjJStãVzuYbjTJRiskJinJaJíopulationYsasedJtohortJStudyZJClinicalhInfectioush
DiseasesWJ2021WJhdWJcaefYcafe

11.6 6
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137 κrackingJtheJinternationalJspreadJofJSrRSYtoVYcJlineagesJsZbZbZhJandJsZbZdfb_fabYYVcZJWellcomeh
OpenhResearchWJ2021WJgWJbcb 4.8 46

136 MultiplexJqítRJdiscriminatesJvariantsJofJconcernJtoJenhanceJglobalJsurveillanceJofJSrRSYtoVYcZJ
PLoShBiologyWJ2021WJbjWJedaabcdg 9.7 85

135 xenomicJepidemiologyJofJSrRSYtoVYcJtransmissionJlineagesJinJvcuadorZJVirushEvolutionWJ2021WJhWJveabafb3.7 4

134 vpidemiologyJandJevolutionJofJZikaJvirusJinJMinasJxeraisWJSoutheastJsrazilZJInfectionwhGeneticshandh
EvolutionWJ2021WJjbWJbaehif 4.5 4

133 SpatiotemporalJinvasionJdynamicsJofJSrRSYtoVYcJlineageJsZbZbZhJemergenceZJScienceWJ2021WJdhdWJiijYijf33.3 41

132 κhreeYquartersJattackJrateJofJSrRSYtoVYcJinJtheJsrazilianJrmazonJduringJaJlargelyJunmitigatedJ
epidemicZJScienceWJ2021WJdhbWJciiYcjc 33.3 265

131 rJíhylodynamicJWorkflowJtoJRapidlyJxainJznsightsJintoJtheJuispersalJyistoryJandJuynamicsJofJ
SrRSYtoVYcJLineagesZJMolecularhBiologyhandhEvolutionWJ2021WJdiWJbgaiYbgbd 8.3 36

130 vstablishmentJandJlineageJdynamicsJofJtheJSrRSYtoVYcJepidemicJinJtheJUKZJScienceWJ2021WJdhbWJhaiYhbc 33.3 159

129 ítRJassayJtoJenhanceJglobalJsurveillanceJforJSrRSYtoVYcJvariantsJofJconcernJ2021WJ 15

128 RelaxWJKeepJWalkingJYJrJíracticalJxuideJtoJtontinuousJíhylogeographicJznferenceJwithJsvrSκZJ
MolecularhBiologyhandhEvolutionWJ2021WJdiWJdeigYdejd 8.3 4

127 ResurgenceJofJtãVzuYbjJinJManausWJsrazilWJdespiteJhighJseroprevalenceZJLancetwhTheWJ2021WJdjhWJefcYeff40 481

126 varlyJκransmissionJuynamicsWJSpreadWJandJxenomicJtharacterizationJofJSrRSYtoVYcJinJíanamaZJ
EmerginghInfectioushDiseasesWJ2021WJchWJgbcYgbf 10.2 13

125 xlobalJdisparitiesJinJSrRSYtoVYcJgenomicJsurveillanceJ2021WJ 26

124 κrackingJtheJinternationalJspreadJofJSrRSYtoVYcJlineagesJsZbZbZhJandJsZbZdfb_fabYYVcJwithJgrinchZJ
WellcomehOpenhResearchWJ2021WJgWJbcb 4.8 50

123 UnderstandingJtheJíotentialJzmpactJofJuifferentJurugJíropertiesJãnJSrRSYtoVYcJκransmissionJandJ
uiseaseJsurdenkJrJModellingJrnalysisZJClinicalhInfectioushDiseasesWJ2021WJ 11.6 6

122 rlteredJdemographicJprofileJofJhospitalizationsJduringJtheJsecondJtãVzuYbjJwaveJinJrmazonasWJ
srazilZJThehLancethRegionalhHealthhAmericasWJ2021WJcWJbaaage

121
áeutralisationJofJSrRSYtoVYcJlineageJíZbJbyJantibodiesJelicitedJthroughJnaturalJSrRSYtoVYcJ
infectionJorJvaccinationJwithJanJinactivatedJSrRSYtoVYcJvaccinekJanJimmunologicalJstudyZJLanceth
MicrobewhTheWJ2021WJcWJefchYefdf

22.2 38

120 íaramyxovirusesJfromJneotropicalJbatsJsuggestJaJnovelJgenusJandJnephrotropismZJInfectionwh
GeneticshandhEvolutionWJ2021WJjfWJbafaeb 4.5 0

(2021-2021)
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119 SrRSYtoVYcJreinfectionJcausedJbyJtheJíZbJlineageJinJrraraquaraJcityWJSaoJíauloJStateWJsrazilZJRevistah
DohInstitutohDehMedicinahTropicalhDehSaohPauloWJ2021WJgdWJedg 2.2 18

118 RespiratoryJViralJSheddingJinJyealthcareJWorkersJReinfectedJwithJSrRSYtoVYcWJsrazilWJcacaZJ
EmerginghInfectioushDiseasesWJ2021WJchWJbhdhYbhea 10.2 10

117 xenomicJvpidemiologyJofJSrRSYtoVYcJinJxuangdongJírovinceWJthinaZJCellWJ2020WJbibWJjjhYbaadZej 56.2 175

116
SamplingJbiasJandJincorrectJrootingJmakeJphylogeneticJnetworkJtracingJofJSrRSYtãVYcJinfectionsJ
unreliableZJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWJ2020WJ
bbhWJbcfccYbcfcd

11.5 46

115 xenomicJsurveillanceJrevealsJmultipleJintroductionsJofJSrRSYtoVYcJintoJáorthernJtaliforniaZJ
ScienceWJ2020WJdgjWJficYfih 33.3 162

114 RoutesJforJtãVzuYbjJimportationJinJsrazilZJJournalhofhTravelhMedicineWJ2020WJchWJ 12.9 79

113 κheJeffectJofJhumanJmobilityJandJcontrolJmeasuresJonJtheJtãVzuYbjJepidemicJinJthinaZJScienceWJ
2020WJdgiWJejdYejh 33.3 1373

112 wirstJreportJofJredesJalbopictusJinfectedJbyJuengueJandJZikaJvirusJinJaJruralJoutbreakJinJsrazilZJPLoSh
ONEWJ2020WJbfWJeaccjieh 3.7 12

111 xenomicJevidenceJofJyellowJfeverJvirusJinJredesJscapularisWJsoutheasternJsrazilWJcabgZJActahTropicaWJ
2020WJcafWJbafdja 3.2 6

110 tharacterisationJofJyzVYbJMolecularJvpidemiologyJinJáigeriakJãriginWJuiversityWJuemographyJandJ
xeographicJSpreadZJScientifichReportsWJ2020WJbaWJdegi 4.9 7

109 xenomicJandJvpidemiologicalJSurveillanceJofJZikaJVirusJinJtheJrmazonJRegionZJCellhReportsWJ2020WJ
daWJcchfYccidZeh 10.6 24

108 MetagenomicJsequencingJwithJspikedJprimerJenrichmentJforJviralJdiagnosticsJandJgenomicJ
surveillanceZJNaturehMicrobiologyWJ2020WJfWJeedYefe 26.6 64

107 íersistenceJofJchikungunyaJvtSrJgenotypeJandJlocalJoutbreakJinJanJupperJmediumJclassJ
neighborhoodJinJáortheastJsrazilZJPLoShONEWJ2020WJbfWJeaccgaji 3.7 3

106 vvolutionaryJuynamicsJofJãropoucheJVirusJinJSouthJrmericaZJJournalhofhVirologyWJ2020WJjeWJ 6.6 5

105 íanYgenomicsJofJvirusJandJitsJapplicationsJ2020WJcdhYcfa

104 xenomicJdetectionJofJaJvirusJlineageJreplacementJeventJofJdengueJvirusJserotypeJcJinJsrazilWJcabjZJ
MemoriashDohInstitutohOswaldohCruzWJ2020WJbbfWJebjaecd 2.6 10

103 zmportationJandJearlyJlocalJtransmissionJofJtãVzuYbjJinJsrazilWJcacaZJRevistahDohInstitutohDeh
MedicinahTropicalhDehSaohPauloWJ2020WJgcWJeda 2.2 50

102 MortalityJriskJofJtãVzuYbjJinJelderlyJmalesJwithJcomorbiditieskJaJmultiYcountryJstudyZJAgingWJ2020WJ
bdWJchYga 5.6 24

Nuno Rodrigues Faria

4



101 κheJeffectJofJhumanJmobilityJandJcontrolJmeasuresJonJtheJtãVzuYbjJepidemicJinJthinaJ2020WJ 26

100 ReturnJofJtheJfounderJthikungunyaJvirusJtoJitsJplaceJofJintroductionJintoJsrazilJisJrevealedJbyJ
genomicJcharacterizationJofJexanthematicJdiseaseJcasesZJEmerginghMicrobeshandhInfectionsWJ2020WJjWJfdYfh18.9 7

99 rntibodyJseroconversionJinJasymptomaticJandJsymptomaticJpatientsJinfectedJwithJsevereJacuteJ
respiratoryJsyndromeJcoronavirusJcJSSrRSYtoVYcTZJClinicalhandhTranslationalhImmunologyWJ2020WJjWJebbic 6.8 42

98 xenomicJSurveillanceJofJYellowJweverJVirusJvpizooticJinJSˆ£oJíauloWJsrazilWJcabgJYJcabiZJPLoSh
PathogensWJ2020WJbgWJebaaigjj 7.6 18

97 vvolutionJandJepidemicJspreadJofJSrRSYtoVYcJinJsrazilZJScienceWJ2020WJdgjWJbcffYbcga 33.3 277

96 vpidemiologicalJandJclinicalJcharacteristicsJofJtheJtãVzuYbjJepidemicJinJsrazilZJNaturehHumanh
BehaviourWJ2020WJeWJifgYigf 12.8 151

95 YellowJfeverJtransmissionJinJnonYhumanJprimatesWJsahiaWJáortheasternJsrazilZJPLoShNeglectedh
TropicalhDiseasesWJ2020WJbeWJeaaaieaf 4.8 6

94 íersistenceJofJchikungunyaJvtSrJgenotypeJandJlocalJoutbreakJinJanJupperJmediumJclassJ
neighborhoodJinJáortheastJsrazilJ2020WJbfWJeaccgaji

93 íersistenceJofJchikungunyaJvtSrJgenotypeJandJlocalJoutbreakJinJanJupperJmediumJclassJ
neighborhoodJinJáortheastJsrazilJ2020WJbfWJeaccgaji

92 íersistenceJofJchikungunyaJvtSrJgenotypeJandJlocalJoutbreakJinJanJupperJmediumJclassJ
neighborhoodJinJáortheastJsrazilJ2020WJbfWJeaccgaji

91 íersistenceJofJchikungunyaJvtSrJgenotypeJandJlocalJoutbreakJinJanJupperJmediumJclassJ
neighborhoodJinJáortheastJsrazilJ2020WJbfWJeaccgaji

90 vmergenceJofJtheJrsianJlineageJofJZikaJvirusJinJrngolakJanJoutbreakJinvestigationZJLancethInfectioush
DiseaseswhTheWJ2019WJbjWJbbdiYbbeh 25.5 40

89 tirculationJofJchikungunyaJvirusJvast_tentral_SouthJrfricanJlineageJinJRioJdeJ–aneiroWJsrazilZJPLoSh
ONEWJ2019WJbeWJeacbhihb 3.7 16

88 rJcomputationalJmethodJforJtheJidentificationJofJuengueWJZikaJandJthikungunyaJvirusJspeciesJandJ
genotypesZJPLoShNeglectedhTropicalhDiseasesWJ2019WJbdWJeaaahcdb 4.8 17

87 MVSvkJrnJRYpackageJthatJestimatesJaJclimateYdrivenJmosquitoYborneJviralJsuitabilityJindexZJMethodsh
inhEcologyhandhEvolutionWJ2019WJbaWJbdfhYbdha 7.7 16

86 varlyJxenomicJuetectionJofJtosmopolitanJxenotypeJofJuengueJVirusJSerotypeJcWJrngolaWJcabiZJ
EmerginghInfectioushDiseasesWJ2019WJcfWJhieYhih 10.2 17

85 xenomicWJepidemiologicalJandJdigitalJsurveillanceJofJthikungunyaJvirusJinJtheJsrazilianJrmazonZJ
PLoShNeglectedhTropicalhDiseasesWJ2019WJbdWJeaaahagf 4.8 37

84 íastJandJfutureJspreadJofJtheJarbovirusJvectorsJredesJaegyptiJandJredesJalbopictusZJNatureh
MicrobiologyWJ2019WJeWJifeYigd 26.6 319

(2019-2020)
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83 UtilizingJgeneralJhumanJmovementJmodelsJtoJpredictJtheJspreadJofJemergingJinfectiousJdiseasesJinJ
resourceJpoorJsettingsZJScientifichReportsWJ2019WJjWJfbfb 4.9 55

82 ReconstructionJofJtheJxeneticJyistoryJandJtheJturrentJSpreadJofJyzVYbJSubtypeJrJinJxermanyZJ
JournalhofhVirologyWJ2019WJjdWJ 6.6 6

81 κracingJtheJzmpactJofJíublicJyealthJznterventionsJonJyzVYbJκransmissionJinJíortugalJUsingJ
MolecularJvpidemiologyZJJournalhofhInfectioushDiseasesWJ2019WJccaWJcddYced 7 11

80 rcuteJVectorYsorneJViralJznfectionkJZikaJandJMinzãáJSurveillanceZJMicrobiologyhSpectrumWJ2019WJhWJ 8.9 9

79 YellowJweverJVirusJReemergenceJandJSpreadJinJSoutheastJsrazilWJcabgYcabjZJJournalhofhVirologyWJ
2019WJjeWJ 6.6 29

78 rdcJxenomicJsurveillanceJofJZikaJvirusJtransmissionJinJtheJrmazonasJStateWJsrazilZJVirushEvolutionWJ
2019WJfWJ 3.7 78

77 rdiJxenomicJepidemiologyJquantifiesJgapsJinJredesYborneJvirusJtransmissionJinJtheJrmericasZJVirush
EvolutionWJ2019WJfWJ 3.7 78

76 uistinctJratesJandJpatternsJofJspreadJofJtheJmajorJyzVYbJsubtypesJinJtentralJandJvastJrfricaZJPLoSh
PathogensWJ2019WJbfWJebaahjhg 7.6 25

75 κheJthangingJvpidemiologicalJírofileJofJyzVYbJSubtypeJsJvpidemicJinJUkraineZJAIDShResearchhandh
HumanhRetrovirusesWJ2019WJdfWJbffYbgd 1.6 0

74 xenomicJznsightsJintoJZikaJVirusJvmergenceJandJSpreadZJCellWJ2018WJbhcWJbbgaYbbgc 56.2 39

73 MolecularJepidemiologyJrevealsJtheJroleJofJwarJinJtheJspreadJofJyzVJinJUkraineZJProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaWJ2018WJbbfWJbafbYbafg 11.5 32

72 thallengesJinJdengueJresearchkJrJcomputationalJperspectiveZJEvolutionaryhApplicationsWJ2018WJbbWJfbgYfdd4.8 15

71 ãpsoclonusYmyoclonusYataxiaJsyndromeJassociatedJwithJchikungunyaJandJdengueJvirusJ
coYinfectionZJInternationalhJournalhofhInfectioushDiseasesWJ2018WJhfWJbbYbe 10.5 5

70 xenomicJandJepidemiologicalJmonitoringJofJyellowJfeverJvirusJtransmissionJpotentialZJScienceWJ2018
WJdgbWJijeYijj 33.3 184

69 íhylodynamicJassessmentJofJinterventionJstrategiesJforJtheJWestJrfricanJvbolaJvirusJoutbreakZJ
NaturehCommunicationsWJ2018WJjWJcccc 17.4 39

68 vpidemiologyJofJtheJZikaJVirusJãutbreakJinJtheJtaboJVerdeJzslandsWJWestJrfricaZJPLOShCurrentsWJ
2018WJbaWJ 29

67 ReconstructionJandJpredictionJofJviralJdiseaseJepidemicsZJEpidemiologyhandhInfectionWJ2018WJbehWJede 4.3 22

66 MolecularJarchaeoparasitologyJidentifiesJculturalJchangesJinJtheJMedievalJyanseaticJtradingJcentreJ
ofJLˆ…beckZJProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesWJ2018WJcifWJ 4.4 13
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65 xenomicJvpidemiologyJReconstructsJtheJzntroductionJandJSpreadJofJZikaJVirusJinJtentralJrmericaJ
andJMexicoZJCellhHosthandhMicrobeWJ2018WJcdWJiffYigeZeh 23.4 60

64 VirusJgenomesJrevealJfactorsJthatJspreadJandJsustainedJtheJvbolaJepidemicZJNatureWJ2017WJfeeWJdajYdbf 50.4 238

63 xenomicJepidemiologyJrevealsJmultipleJintroductionsJofJZikaJvirusJintoJtheJUnitedJStatesZJNatureWJ
2017WJfegWJeabYeaf 50.4 235

62 vstablishmentJandJcrypticJtransmissionJofJZikaJvirusJinJsrazilJandJtheJrmericasZJNatureWJ2017WJfegWJeagYeba50.4 366

61 MultiplexJítRJmethodJforJMinzãáJandJzlluminaJsequencingJofJZikaJandJotherJvirusJgenomesJ
directlyJfromJclinicalJsamplesZJNaturehProtocolsWJ2017WJbcWJbcgbYbchg 18.8 529

60 SpreadJofJyellowJfeverJvirusJoutbreakJinJrngolaJandJtheJuemocraticJRepublicJofJtheJtongoJ
cabfYbgkJaJmodellingJstudyZJLancethInfectioushDiseaseswhTheWJ2017WJbhWJddaYddi 25.5 140

59 xenomicJandJepidemiologicalJcharacterisationJofJaJdengueJvirusJoutbreakJamongJbloodJdonorsJinJ
srazilZJScientifichReportsWJ2017WJhWJbfcbg 4.9 33

58 UsingJViralJxeneJSequencesJtoJtompareJandJvxplainJtheJyeterogeneousJSpatialJuynamicsJofJVirusJ
vpidemicsZJMolecularhBiologyhandhEvolutionWJ2017WJdeWJcfgdYcfhb 8.3 39

57 SpreadJofJthikungunyaJVirusJvast_tentral_SouthJrfricanJxenotypeJinJáortheastJsrazilZJEmergingh
InfectioushDiseasesWJ2017WJcdWJbhecYbhee 10.2 51

56 zncreasingJairlineJtravelJmayJfacilitateJcoYcirculationJofJmultipleJdengueJvirusJserotypesJinJrsiaZJ
PLoShNeglectedhTropicalhDiseasesWJ2017WJbbWJeaaafgje 4.8 57

55 vpidemiologicalJandJecologicalJdeterminantsJofJZikaJvirusJtransmissionJinJanJurbanJsettingZJELifeWJ
2017WJgWJ 8.9 55

54 RapidJoutbreakJsequencingJofJvbolaJvirusJinJSierraJLeoneJidentifiesJtransmissionJchainsJlinkedJtoJ
sporadicJcasesZJVirushEvolutionWJ2016WJcWJvewabg 3.7 89

53 κheJvvolutionJandJκransmissionJofJvpidemicJxzzZbhJáorovirusesZJJournalhofhInfectioushDiseasesWJ2016WJ
cbeWJffgYge 7 50

52 íhylodynamicsJofJinfluenzaJrSydácTJinJSouthJrmericaWJbjjjYcabcZJInfectionwhGeneticshandhEvolutionWJ
2016WJedWJdbcYca 4.5 3

51 SvRríyzMkJstudyingJenvironmentalJrastersJandJphylogeneticallyJinformedJmovementsZJ
BioinformaticsWJ2016WJdcWJdcaeYdcag 7.2 73

50 ZikaJvirusJinJtheJrmericaskJvarlyJepidemiologicalJandJgeneticJfindingsZJScienceWJ2016WJdfcWJdefYdej 33.3 703

49 vpidemiologyJofJthikungunyaJVirusJinJsahiaWJsrazilWJcabeYcabfZJPLOShCurrentsWJ2016WJiWJ 48

48 uistinctJZikaJVirusJLineageJinJSalvadorWJsahiaWJsrazilZJEmerginghInfectioushDiseasesWJ2016WJccWJbhiiYjc 10.2 35

(2016-2018)
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47 vffectJofJLiveJíoultryJMarketJznterventionsJonJznfluenzaJrSyhájTJVirusWJxuangdongWJthinaZJ
EmerginghInfectioushDiseasesWJ2016WJccWJcbaeYcbbc 10.2 22

46 MobileJrealYtimeJsurveillanceJofJZikaJvirusJinJsrazilZJGenomehMedicineWJ2016WJiWJjh 14.4 130

45 ZikaJvirusJcompleteJgenomeJfromJSalvadorWJsahiaWJsrazilZJInfectionwhGeneticshandhEvolutionWJ2016WJebWJbecYbef4.5 20

44 yzVJMaintainsJanJvvolvingJandJuispersedJíopulationJinJMultipleJκissuesJduringJSuppressiveJ
tombinedJrntiretroviralJκherapyJinJzndividualsJwithJtancerZJJournalhofhVirologyWJ2016WJjaWJijieYjd 6.6 32

43 LongitudinalJxeneticJtharacterizationJRevealsJκhatJtellJíroliferationJMaintainsJaJíersistentJyzVJ
κypeJbJuárJíoolJuuringJvffectiveJyzVJκherapyZJJournalhofhInfectioushDiseasesWJ2015WJcbcWJfjgYgah 7 107

42 rnJintegratedJmapJofJyzVJgenomeYwideJvariationJfromJaJpopulationJperspectiveZJRetrovirologyWJ
2015WJbcWJbi 3.6 67

41 vmergenceJandJpotentialJforJspreadJofJthikungunyaJvirusJinJsrazilZJBMChMedicineWJ2015WJbdWJbac 11.4 266

40 vpidemiologicalJhistoryJandJgenomicJcharacterizationJofJnonYubJysVJstrainsJidentifiedJinJzranZJ
JournalhofhClinicalhVirologyWJ2015WJgdWJdiYeb 14.5 4

39 uispersionJofJtheJyzVYbJvpidemicJinJMenJWhoJyaveJSexJwithJMenJinJtheJáetherlandskJrJtombinedJ
MathematicalJModelJandJíhylogeneticJrnalysisZJPLoShMedicineWJ2015WJbcWJebaabijilJdiscussionJebaabiji11.6 45

38 yzVJepidemiologyZJκheJearlyJspreadJandJepidemicJignitionJofJyzVYbJinJhumanJpopulationsZJScienceWJ
2014WJdegWJfgYgb 33.3 370

37 rirJtravelJisJassociatedJwithJintracontinentalJspreadJofJdengueJvirusJserotypesJbYdJinJsrazilZJPLoSh
NeglectedhTropicalhDiseasesWJ2014WJiWJechgj 4.8 67

36 UnifyingJviralJgeneticsJandJhumanJtransportationJdataJtoJpredictJtheJglobalJtransmissionJdynamicsJ
ofJhumanJinfluenzaJydácZJPLoShPathogensWJ2014WJbaWJebaadjdc 7.6 230

35 yzVJκypeJbJtransmissionJnetworksJamongJmenJhavingJsexJwithJmenJandJheterosexualsJinJKenyaZJ
AIDShResearchhandhHumanhRetrovirusesWJ2014WJdaWJbbiYcg 1.6 31

34 íhylogeographyJofJfootYandYmouthJdiseaseJvirusJserotypeJãJinJvcuadorZJInfectionwhGeneticshandh
EvolutionWJ2013WJbdWJhgYii 4.5 9

33
κheJyzVYbJreservoirJinJeightJpatientsJonJlongYtermJsuppressiveJantiretroviralJtherapyJisJstableJwithJ
fewJgeneticJchangesJoverJtimeZJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaWJ2013WJbbaWJvejihYjg

11.5 198

32 zmprovingJsayesianJpopulationJdynamicsJinferencekJaJcoalescentYbasedJmodelJforJmultipleJlociZJ
MolecularhBiologyhandhEvolutionWJ2013WJdaWJhbdYce 8.3 312

31
rutomatedJsubtypingJofJyzVYbJgeneticJsequencesJforJclinicalJandJsurveillanceJpurposeskJ
performanceJevaluationJofJtheJnewJRvxrJversionJdJandJsevenJotherJtoolsZJInfectionwhGeneticshandh
EvolutionWJ2013WJbjWJddhYei

4.5 229

30 SingleJcellJanalysisJofJlymphJnodeJtissueJfromJyzVYbJinfectedJpatientsJrevealsJthatJtheJmajorityJofJ
tueVJκYcellsJcontainJoneJyzVYbJuárJmoleculeZJPLoShPathogensWJ2013WJjWJebaadedc 7.6 84
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29
SimultaneouslyJreconstructingJviralJcrossYspeciesJtransmissionJhistoryJandJidentifyingJtheJ
underlyingJconstraintsZJPhilosophicalhTransactionshofhthehRoyalhSocietyhB:hBiologicalhSciencesWJ2013WJ
dgiWJcabcabjg

5.8 101

28 íhylodynamicsJofJtheJyzVYbJtRwac_rxJcladeJinJtameroonZJInfectionwhGeneticshandhEvolutionWJ2012WJ
bcWJefdYga 4.5 45

27 íhylogeographicalJfootprintJofJcolonialJhistoryJinJtheJglobalJdispersalJofJhumanJimmunodeficiencyJ
virusJtypeJcJgroupJrZJJournalhofhGeneralhVirologyWJ2012WJjdWJiijYijj 4.9 46

26 íhylogeographyJofJdengueJvirusJserotypeJeWJsrazilWJcabaYcabbZJEmerginghInfectioushDiseasesWJ2012WJ
biWJbifiYge 10.2 60

25 κowardJaJquantitativeJunderstandingJofJviralJphylogeographyZJCurrenthOpinionhinhVirologyWJ2011WJbWJecdYj7.5 56

24 rJsensitiveJassayJforJvirusJdiscoveryJinJrespiratoryJclinicalJsamplesZJPLoShONEWJ2011WJgWJebgbbi 3.7 72

23 RootingJhumanJparechovirusJevolutionJinJtimeZJBMChEvolutionaryhBiologyWJ2009WJjWJbge 3 29

22 MVSvkJanJRYpackageJthatJestimatesJaJclimateYdrivenJmosquitoYborneJviralJsuitabilityJindex 1

21 xenomicJepidemiologyJofJSrRSYtoVYcJinJxuangdongJírovinceWJthina 6

20 RoutesJforJtãVzuYbjJimportationJinJsrazil 5

19 vpidemiologicalJandJclinicalJcharacteristicsJofJtheJearlyJphaseJofJtheJtãVzuYbjJepidemicJinJsrazil 6

18 MonitoringJsocialJdistancingJandJSrRSYtoVYcJtransmissionJinJsrazilJusingJcellJphoneJmobilityJdata 8

17 rJphylodynamicJworkflowJtoJrapidlyJgainJinsightsJintoJtheJdispersalJhistoryJandJdynamicsJofJ
SrRSYtoVYcJlineages 16

16 SubnationalJanalysisJofJtheJtãVzuYbjJepidemicJinJsrazil 12

15 vvolutionJandJepidemicJspreadJofJSrRSYtoVYcJinJsrazil 6

14 varlyJtransmissionJdynamicsWJspreadWJandJgenomicJcharacterizationJofJSrRSYtoVYcJinJíanama 3

13 tãVzuYbjJherdJimmunityJinJtheJsrazilianJrmazon 15

12 vstablishmentJPJlineageJdynamicsJofJtheJSrRSYtoVYcJepidemicJinJtheJUK 9
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11 SocialJandJracialJinequalitiesJinJtãVzuYbjJriskJofJhospitalisationJandJdeathJacrossJSˆ£oJíauloJstateWJsrazil 1

10 xenomicJandJepidemiologicalJmonitoringJofJyellowJfeverJvirusJtransmissionJpotential 3

9 vmergenceJofJtheJZikaJvirusJrsianJlineageJinJrngola 1

8 xenomicJSurveillanceJofJYellowJweverJVirusJvpizooticJinJSˆ£oJíauloWJsrazilWJcabgJâ��Jcabi 4

7 κheJevolutionaryJdynamicsJofJãropoucheJVirusJSãRãVTJinJSouthJrmerica 1

6 YellowJfeverJvirusJspreadJinJRioJdeJ–aneiroJandJvspˆ›ritoJSantoWJcabgYcabjkJíhylodynamicJ
assessmentJtoJimproveJinterventionJstrategies 1

5 íhylodynamicJassessmentJofJinterventionJstrategiesJforJtheJWestJrfricanJvbolaJvirusJoutbreak 1

4 ReinfectionJbyJtheJSrRSYtoVYcJxammaJvariantJinJbloodJdonorsJinJManausWJsrazil 5

3 SrRSYtoVYcJsheddingWJinfectivityJandJevolutionJinJanJimmunocompromisedJadultJpatient 2

2 UnderstandingJtheJíotentialJzmpactJofJuifferentJurugJíropertiesJãnJSrRSYtoVYcJκransmissionJandJ
uiseaseJsurdenkJrJModellingJrnalysis 2

1 RapidJviralJmetagenomicsJusingJSMrRκYjáJamplificationJandJnanoporeJsequencingZJWellcomehOpenh
ResearchWgWJceb 4.8 2
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