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j Paper IF Citations

122 MappingMenvironmentalMsuitabilityMofMéaemagogusMandMSabethesMsppbMmosquitoesMtoMunderstandM
sylvaticMtransmissionMriskMofMyellowMfeverMvirusMinMvrazilbbMPLoSjNeglectedjTropicaljDiseasesZM2022ZMejZMeddeddem4.8 0

121 RapidMepidemicMexpansionMofMtheMSuRSawoVafMOmicronMvariantMinMsouthernMufricabbMNatureZM2022ZM 50.4 205

120 MalariaMeliminationMonMéainanMIslandMdespiteMclimateMchangebMCommunicationsjMedicineZM2022ZMfZM 1

119 TheMrelationshipMbetweenMrisingMtemperaturesMandMmalariaMincidenceMinMéainanZMwhinaZMfromMemlhMtoM
fdednMaMlongitudinalMcohortMstudybbMLancetjPlanetaryjHealthyjTheZM2022ZMjZMegidaegil 9.8 1

118 wontextaspecificMemergenceMandMgrowthMofMtheMSuRSawoVafMxeltaMvariantbM2021ZM 3

117 TrackMOmicronTsMspreadMwithMmolecularMdatabMScienceZM2021ZMgkhZMeabnhihg 33.3 44

116 MonitoringMkeyMepidemiologicalMparametersMofMSuRSawoVafMtransmissionbMNaturejMedicineZM2021ZMfkZMelihaelii50.5 3

115 ProgressMandMchallengesMinMvirusMgenomicMepidemiologybMTrendsjinjParasitologyZM2021ZMgkZMedglaedhm 6.4 4

114 RecommendedMreportingMitemsMforMepidemicMforecastingMandMpredictionMresearchnMTheMyPIzORGyM
fdfdMguidelinesbMPLoSjMedicineZM2021ZMelZMeeddgkmg 11.6 3

113 SharingZMsynthesisMandMsustainabilityMofMdataManalysisMforMepidemicMpreparednessMinMyuropebMLancetj
RegionaljHealthj-jEuropeyjTheZM2021ZMmZMeddfei 2

112 ModellingMdistributionsMofMuedesMaegyptiMandMuedesMalbopictusMusingMclimateZMhostMdensityMandM
interspeciesMcompetitionbMPLoSjNeglectedjTropicaljDiseasesZM2021ZMeiZMedddmdjg 4.8 3

111 MaskawearingMandMcontrolMofMSuRSawoVafMtransmissionMinMtheMUSunMaMcrossasectionalMstudybMThej
LancetjDigitaljHealthZM2021ZMgZMeehlaeeik 14.4 95

110 UsingMdigitalMsurveillanceMtoolsMforMnearMrealatimeMmappingMofMtheMriskMofMinfectiousMdiseaseMspreadbM
NpjjDigitaljMedicineZM2021ZMhZMkg 15.7 6

109 TransmissionMofMSuRSawoVafMbeforeMandMafterMsymptomMonsetnMimpactMofMnonpharmaceuticalM
interventionsMinMwhinabMEuropeanjJournaljofjEpidemiologyZM2021ZMgjZMhfmahgm 12.1 4

108 GenomicsMandMepidemiologyMofMtheMPbeMSuRSawoVafMlineageMinMManausZMvrazilbMScienceZM2021ZMgkfZMleialfe33.3 603

107 ussociationMbetweenMcoronavirusMdiseaseMfdemMUwOVIxaemVMandMlongatermMexposureMtoMairMpollutionnM
yvidenceMfromMtheMfirstMepidemicMwaveMinMwhinabMEnvironmentaljPollutionZM2021ZMfkjZMeejjlf 9.3 17

106 TrackingMtheMinternationalMspreadMofMSuRSawoVafMlineagesMvbebebkMandMvbebgiecideYaVfbMWellcomej
OpenjResearchZM2021ZMjZMefe 4.8 46
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105 GlobalMpatternsMofMaegyptismMwithoutMarbovirusbMPLoSjNeglectedjTropicaljDiseasesZM2021ZMeiZMedddmgmk 4.8 2

104 GenomicMepidemiologyMofMSuRSawoVafMtransmissionMlineagesMinMycuadorbMVirusjEvolutionZM2021ZMkZMveabdie3.7 4

103 SpatiotemporalMinvasionMdynamicsMofMSuRSawoVafMlineageMvbebebkMemergencebMScienceZM2021ZMgkgZMllmalmi33.3 41

102 urboviralMdiseasesMandMpovertyMinMulabamaZMfddkafdekbMPLoSjNeglectedjTropicaljDiseasesZM2021ZMeiZMedddmigi4.8 1

101 yvaluatingMtheMyffectsMofMSuRSawoVafMSpikeMMutationMxjehGMonMTransmissibilityMandMPathogenicitybM
CellZM2021ZMelhZMjhakibeee 56.2 518

100 ThreeaquartersMattackMrateMofMSuRSawoVafMinMtheMvrazilianMumazonMduringMaMlargelyMunmitigatedM
epidemicbMScienceZM2021ZMgkeZMfllafmf 33.3 265

99 usynchronicityMofMendemicMandMemergingMmosquitoaborneMdiseaseMoutbreaksMinMtheMxominicanM
RepublicbMNaturejCommunicationsZM2021ZMefZMeie 17.4 9

98 ystablishmentMandMlineageMdynamicsMofMtheMSuRSawoVafMepidemicMinMtheMUKbMScienceZM2021ZMgkeZMkdlakef 33.3 159

97 yndogenousMsocialMdistancingMandMitsMunderappreciatedMimpactMonMtheMepidemicMcurvebMScientificj
ReportsZM2021ZMeeZMgdmg 4.9 6

96 uMreviewMofMmodelsMappliedMtoMtheMgeographicMspreadMofMZikaMvirusbMTransactionsjofjthejRoyaljSocietyj
ofjTropicaljMedicinejandjHygieneZM2021ZMeeiZMmijamjh 2 0

95 ResurgenceMofMwOVIxaemMinMManausZMvrazilZMdespiteMhighMseroprevalencebMLancetyjTheZM2021ZMgmkZMhifahii40 481

94 éospitalMadmissionMandMemergencyMcareMattendanceMriskMforMSuRSawoVafMdeltaMUvbebjekbfVMcomparedM
withMalphaMUvbebebkVMvariantsMofMconcernnMaMcohortMstudybMLancetjInfectiousjDiseasesyjTheZM2021ZM 25.5 188

93 GlobalMdisparitiesMinMSuRSawoVafMgenomicMsurveillanceM2021ZM 26

92 TrackingMtheMinternationalMspreadMofMSuRSawoVafMlineagesMvbebebkMandMvbebgiecideYaVfMwithMgrinchbM
WellcomejOpenjResearchZM2021ZMjZMefe 4.8 50

91 TradeaoffsMbetweenMindividualMandMensembleMforecastsMofManMemergingMinfectiousMdiseasebMNaturej
CommunicationsZM2021ZMefZMigkm 17.4 3

90
ussessingMtheMimpactMofMwOVIxaemMborderMrestrictionsMonMdengueMtransmissionMinMYunnanMProvinceZM
whinanManMobservationalMepidemiologicalMandMphylogeneticManalysisbMThejLancetjRegionaljHealthj-j
WesternjPacificZM2021ZMehZMeddfim

5 2

89 wontextaspecificMemergenceMandMgrowthMofMtheMSuRSawoVafMxeltaMvariantbM2021ZM 2

88 GenomicMypidemiologyMofMSuRSawoVafMinMGuangdongMProvinceZMwhinabMCellZM2020ZMeleZMmmkaeddgbem 56.2 175

(2020-2021)
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87 MappingMglobalMvariationMinMhumanMmobilitybMNaturejHumanjBehaviourZM2020ZMhZMlddaled 12.8 36

86 GeographicMaccessMtoMUnitedMStatesMSuRSawoVafMtestingMsitesMhighlightsMhealthcareMdisparitiesMandM
mayMbiasMtransmissionMestimatesbMJournaljofjTraveljMedicineZM2020ZMfkZM 12.9 76

85 ModellingMwOVIxaembMNaturejReviewsjPhysicsZM2020ZMeag 23.6 91

84
QuantifyingMtheMlocalizedMrelationshipMbetweenMvectorMcontainmentMactivitiesMandMdengueMincidenceM
inMaMrealaworldMsettingnMuMspatialMandMtimeMseriesMmodellingManalysisMbasedMonMgeoalocatedMdataMfromM
PakistanbMPLoSjNeglectedjTropicaljDiseasesZM2020ZMehZMedddlfkg

4.8

83 UseMofMTwitterMsocialMmediaMactivityMasMaMproxyMforMhumanMmobilityMtoMpredictMtheMspatiotemporalM
spreadMofMwOVIxaemMatMglobalMscalebMGeospatialjHealthZM2020ZMeiZM 2.2 25

82 RoutesMforMwOVIxaemMimportationMinMvrazilbMJournaljofjTraveljMedicineZM2020ZMfkZM 12.9 79

81 ypidemiologicalMdataMfromMtheMwOVIxaemMoutbreakZMrealatimeMcaseMinformationbMScientificjDataZM2020
ZMkZMedj 8.2 194

80 TheMeffectMofMhumanMmobilityMandMcontrolMmeasuresMonMtheMwOVIxaemMepidemicMinMwhinabMScienceZM
2020ZMgjlZMhmgahmk 33.3 1373

79 uggregatedMmobilityMdataMcouldMhelpMfightMwOVIxaembMScienceZM2020ZMgjlZMehiaehj 33.3 183

78 unMinvestigationMofMtransmissionMcontrolMmeasuresMduringMtheMfirstMidMdaysMofMtheMwOVIxaemM
epidemicMinMwhinabMScienceZM2020ZMgjlZMjglajhf 33.3 1025

77 SharingMpatientalevelMrealatimeMwOVIxaemMdatabMThejLancetjDigitaljHealthZM2020ZMfZMeghi 14.4 3

76 PreparednessMandMvulnerabilityMofMufricanMcountriesMagainstMimportationsMofMwOVIxaemnMaMmodellingM
studybMLancetyjTheZM2020ZMgmiZMlkealkk 40 640

75 OpenMaccessMepidemiologicalMdataMfromMtheMwOVIxaemMoutbreakbMLancetjInfectiousjDiseasesyjTheZM
2020ZMfdZMigh 25.5 157

74 GenomicMandMypidemiologicalMSurveillanceMofMZikaMVirusMinMtheMumazonMRegionbMCelljReportsZM2020ZM
gdZMffkiafflgbek 10.6 24

73 PneumoniaMofMunknownMaetiologyMinMWuhanZMwhinanMpotentialMforMinternationalMspreadMviaM
commercialMairMtravelbMJournaljofjTraveljMedicineZM2020ZMfkZM 12.9 408

72 PotentialMforMglobalMspreadMofMaMnovelMcoronavirusMfromMwhinabMJournaljofjTraveljMedicineZM2020ZMfkZM 12.9 200

71 TheMimpactMofManthropogenicMandMenvironmentalMfactorsMonMhumanMrabiesMcasesMinMwhinabM
TransboundaryjandjEmergingjDiseasesZM2020ZMjkZMfihhafiig 4.2 1

70 xynamicsMofMconflictMduringMtheMybolaMoutbreakMinMtheMxemocraticMRepublicMofMtheMwongoM
fdelafdembMBMCjMedicineZM2020ZMelZMeeg 11.4 6
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69 TheMeffectMofMhumanMmobilityMandMcontrolMmeasuresMonMtheMwOVIxaemMepidemicMinMwhinaM2020ZM 26

68 MaskMWearingMandMwontrolMofMSuRSawoVafMTransmissionMinMtheMUnitedMStatesM2020ZM 9

67 wrowdingMandMtheMshapeMofMwOVIxaemMepidemicsbMNaturejMedicineZM2020ZMfjZMelfmaelgh 50.5 97

66 GeolocatedMTwitterMsocialMmediaMdataMtoMdescribeMtheMgeographicMspreadMofMSuRSawoVafbMJournaljofj
TraveljMedicineZM2020ZMfkZM 12.9 10

65 ypidemiologicalMandMclinicalMcharacteristicsMofMtheMwOVIxaemMepidemicMinMvrazilbMNaturejHumanj
BehaviourZM2020ZMhZMlijalji 12.8 151

64 TravelMSurveillanceMandMGenomicsMUncoverMaMéiddenMZikaMOutbreakMduringMtheMWaningMypidemicbM
CellZM2019ZMeklZMedikaedkebeee 56.2 45

63 RealatimeMypidemicMzorecastingnMwhallengesMandMOpportunitiesbMHealthjSecurityZM2019ZMekZMfjlafki 2.1 40

62 uMdynamicMneuralMnetworkMmodelMforMpredictingMriskMofMZikaMinMrealMtimebMBMCjMedicineZM2019ZMekZMeke 11.4 43

61 zactorsMuffectingMPreaTravelMéealthMSeekingMvehaviourMandMudherenceMtoMPreaTravelMéealthMudvicenM
uMSystematicMReviewbMJournaljofjTraveljMedicineZM2019ZMfjZM 12.9 25

60 ymergenceMofMtheMusianMlineageMofMZikaMvirusMinMungolanManMoutbreakMinvestigationbMLancetjInfectiousj
DiseasesyjTheZM2019ZMemZMeeglaeehk 25.5 40

59 IdentifyingMresidualMhotspotsMandMmappingMlowerMrespiratoryMinfectionMmorbidityMandMmortalityMinM
ufricanMchildrenMfromMfdddMtoMfdekbMNaturejMicrobiologyZM2019ZMhZMfgedafgel 26.6 15

58 TheMcurrentMandMfutureMglobalMdistributionMandMpopulationMatMriskMofMdenguebMNaturejMicrobiologyZM
2019ZMhZMeidlaeiei 26.6 275

57 SpatioatemporalMdynamicsMofMdengueMinMvrazilnMSeasonalMtravellingMwavesMandMdeterminantsMofM
regionalMsynchronybMPLoSjNeglectedjTropicaljDiseasesZM2019ZMegZMedddkdef 4.8 19

56 GenomicZMepidemiologicalMandMdigitalMsurveillanceMofMwhikungunyaMvirusMinMtheMvrazilianMumazonbM
PLoSjNeglectedjTropicaljDiseasesZM2019ZMegZMedddkdji 4.8 37

55 PastMandMfutureMspreadMofMtheMarbovirusMvectorsMuedesMaegyptiMandMuedesMalbopictusbMNaturej
MicrobiologyZM2019ZMhZMlihaljg 26.6 319

54 UtilizingMgeneralMhumanMmovementMmodelsMtoMpredictMtheMspreadMofMemergingMinfectiousMdiseasesMinM
resourceMpoorMsettingsbMScientificjReportsZM2019ZMmZMieie 4.9 55

53 wausalMInferenceMinMSpatialMMappingbMTrendsjinjParasitologyZM2019ZMgiZMkhgakhj 6.4 2

52 MappingMefgMmillionMneonatalZMinfantMandMchildMdeathsMbetweenMfdddMandMfdekbMNatureZM2019ZMikhZMgigagil50.4 87

(2019-2020)
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51 PotentialMforMSeasonalMLassaMzeverMwaseMyxportationMfromMNigeriabMAmericanjJournaljofjTropicalj
MedicinejandjHygieneZM2019ZMeddZMjhkajie 3.2 5

50 TravelMtimeMtoMhealthMfacilitiesMinMareasMofMoutbreakMpotentialnMmapsMforMguidingMlocalMpreparednessM
andMresponsebMBMCjMedicineZM2019ZMekZMfgf 11.4 22

49 PotentialMplagueMexportationMfromMMadagascarMviaMinternationalMairMtravelbMLancetjInfectiousj
DiseasesyjTheZM2018ZMelZMfhkafhl 25.5 6

48 SpatiotemporalMincidenceMofMZikaMandMassociatedMenvironmentalMdriversMforMtheMfdeiafdejMepidemicM
inMwolombiabMScientificjDataZM2018ZMiZMelddkg 8.2 14

47 yxistingMandMpotentialMinfectionMriskMzonesMofMyellowMfeverMworldwidenMaMmodellingManalysisbMThej
LancetjGlobaljHealthZM2018ZMjZMefkdaefkl 13.6 74

46 ystimatingMtheMprobabilityMofMdengueMvirusMintroductionMandMsecondaryMautochthonousMcasesMinM
yuropebMScientificjReportsZM2018ZMlZMhjfm 4.9 29

45 GenomicMandMepidemiologicalMmonitoringMofMyellowMfeverMvirusMtransmissionMpotentialbMScienceZM2018
ZMgjeZMlmhalmm 33.3 184

44 InferringMtheMriskMfactorsMbehindMtheMgeographicalMspreadMandMtransmissionMofMZikaMinMtheMumericasbM
PLoSjNeglectedjTropicaljDiseasesZM2018ZMefZMedddjemh 4.8 45

43 ReconstructionMandMpredictionMofMviralMdiseaseMepidemicsbMEpidemiologyjandjInfectionZM2018ZMehkZMegh 4.3 22

42 PotentialMZikaMvirusMspreadMwithinMandMbeyondMIndiabMJournaljofjTraveljMedicineZM2018ZMfiZM 12.9 15

41 GlobalMriskMmappingMforMmajorMdiseasesMtransmittedMbyMuedesMaegyptiMandMuedesMalbopictusbM
InternationaljJournaljofjInfectiousjDiseasesZM2018ZMjkZMfiagi 10.5 173

40
InferencesMaboutMspatiotemporalMvariationMinMdengueMvirusMtransmissionMareMsensitiveMtoM
assumptionsMaboutMhumanMmobilitynMaMcaseMstudyMusingMgeolocatedMtweetsMfromMLahoreZMPakistanbM
EPJjDatajScienceZM2018ZMkZMej

3.4 25

39 SeasonalMandMinterannualMrisksMofMdengueMintroductionMfromMSouthayastMusiaMintoMwhinaZMfddiafdeibM
PLoSjNeglectedjTropicaljDiseasesZM2018ZMefZMedddjkhg 4.8 22

38 ProjectingMtheMendMofMtheMZikaMvirusMepidemicMinMLatinMumericanMaMmodellingManalysisbMBMCjMedicineZM
2018ZMejZMeld 11.4 35

37 VariationMinMwhildhoodMxiarrhealMMorbidityMandMMortalityMinMufricaZMfdddafdeibMNewjEnglandjJournalj
ofjMedicineZM2018ZMgkmZMeeflaeegl 59.2 68

36 GenomicMypidemiologyMReconstructsMtheMIntroductionMandMSpreadMofMZikaMVirusMinMwentralMumericaM
andMMexicobMCelljHostjandjMicrobeZM2018ZMfgZMliialjhbek 23.4 60

35 GenomicMepidemiologyMrevealsMmultipleMintroductionsMofMZikaMvirusMintoMtheMUnitedMStatesbMNatureZM
2017ZMihjZMhdeahdi 50.4 235

34 ystablishmentMandMcrypticMtransmissionMofMZikaMvirusMinMvrazilMandMtheMumericasbMNatureZM2017ZMihjZMhdjahed50.4 366
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33 SpreadMofMyellowMfeverMvirusMoutbreakMinMungolaMandMtheMxemocraticMRepublicMofMtheMwongoM
fdeiaejnMaMmodellingMstudybMLancetjInfectiousjDiseasesyjTheZM2017ZMekZMggdaggl 25.5 140

32 LocalZMnationalZMandMregionalMviralMhaemorrhagicMfeverMpandemicMpotentialMinMufricanMaMmultistageM
analysisbMLancetyjTheZM2017ZMgmdZMfjjfafjkf 40 51

31 GlobalMyellowMfeverMvaccinationMcoverageMfromMemkdMtoMfdejnManMadjustedMretrospectiveManalysisbM
LancetjInfectiousjDiseasesyjTheZM2017ZMekZMefdmaefek 25.5 91

30 GenomicMandMepidemiologicalMcharacterisationMofMaMdengueMvirusMoutbreakMamongMbloodMdonorsMinM
vrazilbMScientificjReportsZM2017ZMkZMeifej 4.9 33

29 ZikaMvirusMtransmissionMinMungolaMandMtheMpotentialMforMfurtherMspreadMtoMotherMufricanMsettingsbM
TransactionsjofjthejRoyaljSocietyjofjTropicaljMedicinejandjHygieneZM2017ZMeeeZMifkaifm 2 19

28 TemperatureMmodulatesMdengueMvirusMepidemicMgrowthMratesMthroughMitsMeffectsMonMreproductionM
numbersMandMgenerationMintervalsbMPLoSjNeglectedjTropicaljDiseasesZM2017ZMeeZMedddikmk 4.8 44

27 ylevationMasMaMproxyMforMmosquitoaborneMZikaMvirusMtransmissionMinMtheMumericasbMPLoSjONEZM2017ZM
efZMedeklfee 3.7 21

26 ypidemiologicalMandMecologicalMdeterminantsMofMZikaMvirusMtransmissionMinManMurbanMsettingbMELifeZM
2017ZMjZM 8.9 55

25 PotentialMforMZikaMvirusMintroductionMandMtransmissionMinMresourcealimitedMcountriesMinMufricaMandMtheM
usiaaPacificMregionnMaMmodellingMstudybMLancetjInfectiousjDiseasesyjTheZM2016ZMejZMefgkaefhi 25.5 132

24 ModelabasedMprojectionsMofMZikaMvirusMinfectionsMinMchildbearingMwomenMinMtheMumericasbMNaturej
MicrobiologyZM2016ZMeZMejefj 26.6 103

23 ussessingMSeasonalMRisksMforMtheMIntroductionMandMMosquitoaborneMSpreadMofMZikaMVirusMinMyuropebM
EBioMedicineZM2016ZMmZMfidafij 8.8 73

22 unticipatingMtheMinternationalMspreadMofMZikaMvirusMfromMvrazilbMLancetyjTheZM2016ZMglkZMggiaggj 40 327

21 ZikaMvirusMinMtheMumericasnMyarlyMepidemiologicalMandMgeneticMfindingsbMScienceZM2016ZMgifZMghiaghm 33.3 703

20 ProgressMandMwhallengesMinMInfectiousMxiseaseMwartographybMTrendsjinjParasitologyZM2016ZMgfZMemafm 6.4 61

19 Pokˆ'monMGoMandMyxposureMtoMMosquitoavorneMxiseasesnMéowMNotMtoMwatchMTymMullbMPLOSjCurrentsZM
2016ZMlZM 5

18 UpdatesMtoMtheMzoonoticMnicheMmapMofMybolaMvirusMdiseaseMinMufricabMELifeZM2016ZMiZM 8.9 46

17 MappingMglobalMenvironmentalMsuitabilityMforMZikaMvirusbMELifeZM2016ZMiZM 8.9 231

16 ymergenceMandMpotentialMforMspreadMofMwhikungunyaMvirusMinMvrazilbMBMCjMedicineZM2015ZMegZMedf 11.4 266

(2015-2017)
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15 TheMmanyMprojectedMfuturesMofMdenguebMNaturejReviewsjMicrobiologyZM2015ZMegZMfgdam 22.2 102

14 TheMglobalMcompendiumMofMuedesMaegyptiMandMuebMalbopictusMoccurrencebMScientificjDataZM2015ZMfZMeiddgi8.2 195

13 TheMglobalMdistributionMofMtheMarbovirusMvectorsMuedesMaegyptiMandMuebMalbopictusbMELifeZM2015ZMhZMedlghk8.9 995

12 MappingMtheMzoonoticMnicheMofMMarburgMvirusMdiseaseMinMufricabMTransactionsjofjthejRoyaljSocietyjofj
TropicaljMedicinejandjHygieneZM2015ZMedmZMgjjakl 2 64

11 vigMcityZMsmallMworldnMdensityZMcontactMratesZMandMtransmissionMofMdengueMacrossMPakistanbMJournaljofj
thejRoyaljSocietyjInterfaceZM2015ZMefZMfdeidhjl 4.1 47

10 GlobalMtemperatureMconstraintsMonMuedesMaegyptiMandMuebMalbopictusMpersistenceMandMcompetenceM
forMdengueMvirusMtransmissionbMParasitesjandjVectorsZM2014ZMkZMggl 4 212

9 uMcomprehensiveMdatabaseMofMtheMgeographicMspreadMofMpastMhumanMybolaMoutbreaksbMScientificjData
ZM2014ZMeZMehddhf 8.2 32

8 MappingMtheMzoonoticMnicheMofMybolaMvirusMdiseaseMinMufricabMELifeZM2014ZMgZMedhgmi 8.9 234

7 RapidMepidemicMexpansionMofMtheMSuRSawoVafMOmicronMvariantMinMsouthernMufricabMNatureZ 50.4 20

6 GenomicMepidemiologyMofMSuRSawoVafMinMGuangdongMProvinceZMwhina 6

5 ypidemiologicalMandMclinicalMcharacteristicsMofMtheMearlyMphaseMofMtheMwOVIxaemMepidemicMinMvrazil 6

4 ystablishmentMSMlineageMdynamicsMofMtheMSuRSawoVafMepidemicMinMtheMUK 9

3 TransmissionMofMSuRSawoVafMbeforeMandMafterMsymptomMonsetnMimpactMofMnonpharmaceuticalM
interventionsMinMwhina 2

2 ymergenceMofMtheMZikaMvirusMusianMlineageMinMungola 1

1 TradeaoffsMbetweenMindividualMandMensembleMforecastsMofManMemergingMinfectiousMdisease 1
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