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ARTICLE

Fine-Mapping of Sorghum Stay-Green QTL on Chromosomel0 Revealed Genes Associated with Delayed
Senescence. Genes, 2020, 11, 1026.

An Integrated SNP Mining and Utilization (ISMU) Pipeline for Next Generation Sequencing Data. PLoS
ONE, 2014, 9,e101754.

Coveraged€based consensus calling (CbCC) of short sequence reads and comparison of CbCC results to

identify SNPs in chickpea (<i>Cicer arietinum</i>; Fabaceae), a crop species without a reference genome.
American Journal of Botany, 2012, 99, 186-192.
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