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m Paper IF Citations

214 InsightsMintoMtheMregulationMofMproteinMabundanceMfromMproteomicMandMtranscriptomicManalysesbM
NaturegReviewsgGeneticsYM2012YMegYMffkagf 30.1 2365

213 TheMgenomeMsequenceMofMtheMfilamentousMfungusMNeurosporaMcrassabMNatureYM2003YMhffYMlimajl 50.4 1323

212 ubsoluteMproteinMexpressionMprofilingMestimatesMtheMrelativeMcontributionsMofMtranscriptionalMandM
translationalMregulationbMNaturegBiotechnologyYM2007YMfiYMeekafh 44.5 921

211 uMcombinedMalgorithmMforMgenomeawideMpredictionMofMproteinMfunctionbMNatureYM1999YMhdfYMlgaj 50.4 773

210  lobalMsignaturesMofMproteinMandMmRNuMexpressionMlevelsbMMoleculargBioSystemsYM2009YMiYMeiefafj 614

209 uMcensusMofMhumanMsolubleMproteinMcomplexesbMCellYM2012YMeidYMedjlale 56.2 612

208 ProteinMfunctionMinMtheMpostagenomicMerabMNatureYM2000YMhdiYMlfgaj 50.4 590

207 uMprobabilisticMfunctionalMnetworkMofMyeastMgenesbMScienceYM2004YMgdjYMeiiial 33.3 563

206  enomeMevolutionMinMtheMallotetraploidMfrogMXenopusMlaevisbMNatureYM2016YMiglYMggjaghg 50.4 510

205 PrioritizingMcandidateMdiseaseMgenesMbyMnetworkabasedMboostingMofMgenomeawideMassociationMdatabM
GenomegResearchYM2011YMfeYMeedmafe 9.7 503

204 SyntheticMbiologynMengineeringMyscherichiaMcoliMtoMseeMlightbMNatureYM2005YMhglYMhheaf 50.4 467

203 wharacterisingMandMpredictingMhaploinsufficiencyMinMtheMhumanMgenomebMPLoSgGeneticsYM2010YMjYMeeddeeih6 460

202 SequenceMsignaturesMandMmRNuMconcentrationMcanMexplainMtwoathirdsMofMproteinMabundanceM
variationMinMaMhumanMcellMlinebMMoleculargSystemsgBiologyYM2010YMjYMhdd 12.2 425

201 uMsyntheticMgeneticMedgeMdetectionMprogrambMCellYM2009YMegkYMefkfale 56.2 372

200 PanoramaMofMancientMmetazoanMmacromolecularMcomplexesbMNatureYM2015YMifiYMggmahh 50.4 325

199 uMcensusMofMproteinMrepeatsbMJournalgofgMoleculargBiologyYM1999YMfmgYMeieajd 6.5 313

198 HowMcompleteMareMcurrentMyeastMandMhumanMproteinainteractionMnetworkssbMGenomegBiologyYM2006YM
kYMefd 18.3 302
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197 ProteinMinteractionMnetworksMfromMyeastMtoMhumanbMCurrentgOpiniongingStructuralgBiologyYM2004YMehYMfmfam8.1 278

196 RationalMassociationMofMgenesMwithMtraitsMusingMaMgenomeascaleMgeneMnetworkMforMurabidopsisM
thalianabMNaturegBiotechnologyYM2010YMflYMehmaij 44.5 276

195
WidespreadMreorganizationMofMmetabolicMenzymesMintoMreversibleMassembliesMuponMnutrientM
starvationbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2009YM
edjYMedehkaif

11.5 262

194 uMsingleMgeneMnetworkMaccuratelyMpredictsMphenotypicMeffectsMofMgeneMperturbationMinM
waenorhabditisMelegansbMNaturegGeneticsYM2008YMhdYMeleal 36.3 248

193  enomeMsequenceMofMHaloarculaMmarismortuinMaMhalophilicMarchaeonMfromMtheMxeadMSeabMGenomeg
ResearchYM2004YMehYMfffeagh 9.7 246

192 LongatermMneuralMandMphysiologicalMphenotypingMofMaMsingleMhumanbMNaturegCommunicationsYM2015YM
jYMllli 17.4 237

191 yvolutionbMSystematicMhumanizationMofMyeastMgenesMrevealsMconservedMfunctionsMandMgeneticM
modularitybMScienceYM2015YMghlYMmfeai 33.3 227

190 SystematicMdiscoveryMofMnonobviousMhumanMdiseaseMmodelsMthroughMorthologousMphenotypesbM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2010YMedkYMjihham 11.5 221

189 womparativeMexperimentsMonMlearningMinformationMextractorsMforMproteinsMandMtheirMinteractionsbM
ArtificialgIntelligencegingMedicineYM2005YMggYMegmaii 7.4 203

188 SystematicMcomparisonMofMvariantMcallingMpipelinesMusingMgoldMstandardMpersonalMexomeMvariantsbM
ScientificgReportsYM2015YMiYMeklki 4.9 200

187 uMcriticalMassessmentMofMMusMmusculusMgeneMfunctionMpredictionMusingMintegratedMgenomicMevidencebM
GenomegBiologyYM2008YMmMSupplMeYMSf 18.3 194

186 MolecularalevelManalysisMofMtheMserumMantibodyMrepertoireMinMyoungMadultsMbeforeMandMafterMseasonalM
influenzaMvaccinationbMNaturegMedicineYM2016YMffYMehijaehjh 50.5 186

185 xiscoveryMofMuncharacterizedMcellularMsystemsMbyMgenomeawideManalysisMofMfunctionalMlinkagesbM
NaturegBiotechnologyYM2003YMfeYMediiajf 44.5 184

184
IdentificationMandMcharacterizationMofMtheMconstituentMhumanMserumMantibodiesMelicitedMbyM
vaccinationbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2014YM
eeeYMffimajh

11.5 176

183 whromatographicMalignmentMofMySIaLwaMSMproteomicsMdataMsetsMbyMorderedMbijectiveMinterpolatedM
warpingbMAnalyticalgChemistryYM2006YMklYMjehdaif 7.8 173

182 yxploitingMtheMcoaevolutionMofMinteractingMproteinsMtoMdiscoverMinteractionMspecificitybMJournalgofg
MoleculargBiologyYM2003YMgfkYMfkgalh 6.5 168

181 TheMplanarMcellMpolarityMeffectorMzuzMisMessentialMforMtargetedMmembraneMtraffickingYMciliogenesisMandM
mouseMembryonicMdevelopmentbMNaturegCellgBiologyYM2009YMeeYMeffiagf 23.4 167

180 wonsolidatingMtheMsetMofMknownMhumanMproteinaproteinMinteractionsMinMpreparationMforMlargeascaleM
mappingMofMtheMhumanMinteractomebMGenomegBiologyYM2005YMjYMRhd 18.3 167
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179 unMimprovedYMbiasareducedMprobabilisticMfunctionalMgeneMnetworkMofMbakerTsMyeastYMSaccharomycesM
cerevisiaebMPLoSgONEYM2007YMfYMemll 3.7 152

178 L LnMcreatingMaMmapMofMproteinMfunctionMwithManMalgorithmMforMvisualizingMveryMlargeMbiologicalM
networksbMJournalgofgMoleculargBiologyYM2004YMghdYMekmamd 6.5 143

177 xefiningMtheMpathwayMofMcytoplasmicMmaturationMofMtheMjdSMribosomalMsubunitbMMoleculargCellYM2010YM
gmYMemjafdl 17.6 139

176 TheMneedMforMaMpublicMproteomicsMrepositorybMNaturegBiotechnologyYM2004YMffYMhkeaf 44.5 139

175  eneticMdissectionMofMtheMbioticMstressMresponseMusingMaMgenomeascaleMgeneMnetworkMforMricebM
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2011YMedlYMelihlaig 11.5 132

174 TheMuPyXMQuantitativeMProteomicsMToolnMgeneratingMproteinMquantitationMestimatesMfromMLwaMScMSM
proteomicsMresultsbMBMCgBioinformaticsYM2008YMmYMifm 3.6 131

173 RationalMextensionMofMtheMribosomeMbiogenesisMpathwayMusingMnetworkaguidedMgeneticsbMPLoSg
BiologyYM2009YMkYMeedddfeg 9.7 130

172 whitinasesYMchitosanasesYMandMlysozymesMcanMbeMdividedMintoMprocaryoticMandMeucaryoticMfamiliesM
sharingMaMconservedMcorebMNaturegStructuralgBiologyYM1996YMgYMeggahd 129

171 womputationalMgeneticsnMfindingMproteinMfunctionMbyMnonhomologyMmethodsbMCurrentgOpinionging
StructuralgBiologyYM2000YMedYMgimaji 8.1 113

170 IntegrationMofMoverMmYdddMmassMspectrometryMexperimentsMbuildsMaMglobalMmapMofMhumanM
protein´ complexesbMMoleculargSystemsgBiologyYM2017YMegYMmgf 12.2 111

169 XarayMstructureMofManMantiafungalMchitosanaseMfromMstreptomycesMNekhbMNaturegStructuralgBiologyYM
1996YMgYMeiiajf 111

168 zlawsMinMevaluationMschemesMforMpairainputMcomputationalMpredictionsbMNaturegMethodsYM2012YMmYMeeghaj 21.6 107

167
MolecularMdeconvolutionMofMtheMmonoclonalMantibodiesMthatMcompriseMtheMpolyclonalMserumM
responsebMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM2013YM
eedYMfmmgal

11.5 107

166 xynamicMreorganizationMofMmetabolicMenzymesMintoMintracellularMbodiesbMAnnualgReviewgofgCellgandg
DevelopmentalgBiologyYM2012YMflYMlmaeee 12.6 105

165
yxpressionMdeconvolutionnMaMreinterpretationMofMxNuMmicroarrayMdataMrevealsMdynamicMchangesMinM
cellMpopulationsbMProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaYM
2003YMeddYMedgkdai

11.5 104

164 ItTsMtheMmachineMthatMmattersnMPredictingMgeneMfunctionMandMphenotypeMfromMproteinMnetworksbM
JournalgofgProteomicsYM2010YMkgYMffkkalm 3.9 101

163 ProteinMabundancesMareMmoreMconservedMthanMmRNuMabundancesMacrossMdiverseMtaxabMProteomicsYM
2010YMedYMhfdmaef 4.8 100

162 uMprobabilisticMviewMofMgeneMfunctionbMNaturegGeneticsYM2004YMgjYMiimajh 36.3 99
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161 ParallelMevolutionMinMPseudomonasMaeruginosaMoverMgmYdddMgenerationsMinMvivobMMBioYM2010YMeYM 7.8 93

160 ProteinMexpressionMregulationMunderMoxidativeMstressbMMoleculargandgCellulargProteomicsYM2011YMedYMMeeebddmfek7.6 93

159 woordinatedMgenomicMcontrolMofMciliogenesisMandMcellMmovementMbyMRzXfbMELifeYM2014YMgYMedehgm 8.9 88

158 RibosomeMstalkMassemblyMrequiresMtheMdualaspecificityMphosphataseMYvheMforMtheMexchangeMofMMrthM
withMPdbMJournalgofgCellgBiologyYM2009YMeljYMlhmajf 7.3 85

157 PredictionMandMvalidationMofMgeneadiseaseMassociationsMusingMmethodsMinspiredMbyMsocialMnetworkM
analysesbMPLoSgONEYM2013YMlYMeilmkk 3.7 84

156 SpermMisMepigeneticallyMprogrammedMtoMregulateMgeneMtranscriptionMinMembryosbMGenomegResearchYM
2016YMfjYMedghahj 9.7 84

155 HighlyMparallelMsingleamoleculeMidentificationMofMproteinsMinMzeptomoleascaleMmixturesbMNatureg
BiotechnologyYM2018YM 44.5 82

154 vudfgMmethylatesM eikiMofMelSMrRNuMandMisMrequiredMforMefficientMnuclearMexportMofMpreahdSM
subunitsbMMoleculargandgCellulargBiologyYM2008YMflYMgeieaje 4.8 79

153 RzXfMisMbroadlyMrequiredMforMciliogenesisMduringMvertebrateMdevelopmentbMDevelopmentalgBiologyYM
2012YMgjgYMeiiaji 3.1 78

152 TheMciliopathyaassociatedMwPLuNyMproteinsMdirectMbasalMbodyMrecruitmentMofMintraflagellarMtransportM
machinerybMNaturegGeneticsYM2016YMhlYMjhlaij 36.3 78

151 HumanNetMvfnMhumanMgeneMnetworksMforMdiseaseMresearchbMNucleicgAcidsgResearchYM2019YMhkYMxikgaxild 20.1 77

150 RoleMofMPseudomonasMaeruginosaMpeptidoglycanaassociatedMouterMmembraneMproteinsMinMvesicleM
formationbMJournalgofgBacteriologyYM2013YMemiYMfegam 3.5 76

149 vroadMnetworkabasedMpredictabilityMofMSaccharomycesMcerevisiaeMgeneMlossaofafunctionMphenotypesbM
GenomegBiologyYM2007YMlYMRfil 18.3 71

148 MSblendernMuMprobabilisticMapproachMforMintegratingMpeptideMidentificationsMfromMmultipleMdatabaseM
searchMenginesbMJournalgofgProteomegResearchYM2011YMedYMfmhmail 5.6 70

147 uMmapMofMhumanMproteinMinteractionsMderivedMfromMcoaexpressionMofMhumanMmRNusMandMtheirM
orthologsbMMoleculargSystemsgBiologyYM2008YMhYMeld 12.2 68

146 HowMdoMshotgunMproteomicsMalgorithmsMidentifyMproteinssbMNaturegBiotechnologyYM2007YMfiYMkiiak 44.5 68

145 MetabolicMcrosstalkMregulatesMPorphyromonasMgingivalisMcolonizationMandMvirulenceMduringMoralM
polymicrobialMinfectionbMNaturegMicrobiologyYM2017YMfYMehmgaehmm 26.6 67

144 KineticManalysisMofMbarleyMchitinasebMArchivesgofgBiochemistrygandgBiophysicsYM1997YMghhYMggiahf 4.1 66

(1997-2010)

5



143 xiametricalMclusteringMforMidentifyingMantiacorrelatedMgeneMclustersbMBioinformaticsYM2003YMemYMejefam 7.2 66

142 PredictingMgeneticMmodifierMlociMusingMfunctionalMgeneMnetworksbMGenomegResearchYM2010YMfdYMeehgaig 9.7 63

141 ugeadependentMevolutionMofMtheMyeastMproteinMinteractionMnetworkMsuggestsMaMlimitedMroleMofMgeneM
duplicationMandMdivergencebMPLoSgComputationalgBiologyYM2008YMhYMeedddfgf 5 61

140 MassMspectrometryMofMtheMMbMsmegmatisMproteomenMproteinMexpressionMlevelsMcorrelateMwithM
functionYMoperonsYMandMcodonMbiasbMGenomegResearchYM2005YMeiYMeeelafj 9.7 61

139 InferringMmouseMgeneMfunctionsMfromMgenomicascaleMdataMusingMaMcombinedMfunctionalM
networkcclassificationMstrategybMGenomegBiologyYM2008YMmMSupplMeYMSi 18.3 60

138 TheMemergingMlandscapeMofMsingleamoleculeMproteinMsequencingMtechnologiesbMNaturegMethodsYM
2021YMelYMjdhajek 21.6 60

137 uMPanaplantMProteinMwomplexMMapMRevealsMxeepMwonservationMandMNovelMussembliesbMCellYM2020YM
eleYMhjdahkhbeeh 56.2 59

136 uMfastMalgorithmMforMgenomeawideManalysisMofMproteinsMwithMrepeatedMsequencesbMProteins:gStructureug
FunctiongandgBioinformaticsYM1999YMgiYMhhdahhj 4.2 59

135 wharacterizationMofMaMthermostableMxNuMglycosylaseMspecificMforMUc MandMTc MmismatchesMfromMtheM
hyperthermophilicMarchaeonMPyrobaculumMaerophilumbMJournalgofgBacteriologyYM2000YMelfYMefkfam 3.5 58

134 IntrinsicMuntimicrobialMResistanceMxeterminantsMinMtheMSuperbugMPseudomonasMaeruginosabMMBioYM
2015YMjYMedejdgaei 7.8 53

133 IntegratingMshotgunMproteomicsMandMmRNuMexpressionMdataMtoMimproveMproteinMidentificationbM
BioinformaticsYM2009YMfiYMegmkahdg 7.2 52

132 MechanismsMofMcellMcycleMcontrolMrevealedMbyMaMsystematicMandMquantitativeMoverexpressionMscreenM
inMSbMcerevisiaebMPLoSgGeneticsYM2008YMhYMeedddefd 6 50

131 TowardsMwonsensusM eneMugesbMGenomegBiologygandgEvolutionYM2016YMlYMelefafg 3.9 50

130 TheMxyuHaboxMhelicaseMxhreMdissociatesMUgMfromMtheMprearRNuMtoMpromoteMformationMofMtheMcentralM
pseudoknotbMPLoSgBiologyYM2015YMegYMeeddfdlg 9.7 49

129 yffortsMtoMmakeMandMapplyMhumanizedMyeastbMBriefingsgingFunctionalgGenomicsYM2016YMeiYMeiiajg 4.9 48

128 ProteomicMidentificationMofMmonoclonalMantibodiesMfromMserumbMAnalyticalgChemistryYM2014YMljYMhkilajj 7.8 48

127 RevisitingMtheMnegativeMexampleMsamplingMproblemMforMpredictingMproteinaproteinMinteractionsbM
BioinformaticsYM2011YMfkYMgdfhal 7.2 47

126 SystematicMbromodomainMproteinMscreensMidentifyMhomologousMrecombinationMandMRaloopM
suppressionMpathwaysMinvolvedMinMgenomeMintegritybMGenesgandgDevelopmentYM2019YMggYMekieaekkh 12.6 47
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125 TwoatieredMapproachMidentifiesMaMnetworkMofMcancerMandMliverMdiseasearelatedMgenesMregulatedMbyM
miRaeffbMJournalgofgBiologicalgChemistryYM2011YMfljYMeldjjakl 5.4 44

124 walculatingMabsoluteMandMrelativeMproteinMabundanceMfromMmassMspectrometryabasedMproteinM
expressionMdatabMNaturegProtocolsYM2008YMgYMehhhaie 18.8 44

123 ProteinMfunctionMpredictionMusingMtheMProteinMLinkMyXplorerMUPLyXVbMBioinformaticsYM2005YMfeYMfiilam 7.2 41

122 PredictingMfunctionalMlinkagesMfromMgeneMfusionsMwithMconfidencebMAppliedgBioinformaticsYM2002YMeYMmgaedd 41

121 uMproteomicMsurveyMofMwidespreadMproteinMaggregationMinMyeastbMMoleculargBioSystemsYM2014YMedYMliealje 40

120 vacteriophagesMuseManMexpandedMgeneticMcodeMonMevolutionaryMpathsMtoMhigherMfitnessbMNatureg
ChemicalgBiologyYM2014YMedYMeklald 11.7 39

119 uMtheoreticalMjustificationMforMsingleMmoleculeMpeptideMsequencingbMPLoSgComputationalgBiologyYM
2015YMeeYMeeddhdld 5 38

118 uMvacteriophageMtailspikeMdomainMpromotesMselfacleavageMofMaMhumanMmembraneaboundM
transcriptionMfactorYMtheMmyelinMregulatoryMfactorMMYRzbMPLoSgBiologyYM2013YMeeYMeeddejfh 9.7 38

117 SystematicMpredictionMofMgeneMfunctionMinMurabidopsisMthalianaMusingMaMprobabilisticMfunctionalMgeneM
networkbMNaturegProtocolsYM2011YMjYMehfmahf 18.8 38

116 yvolutionarilyMrepurposedMnetworksMrevealMtheMwellaknownMantifungalMdrugMthiabendazoleMtoMbeMaM
novelMvascularMdisruptingMagentbMPLoSgBiologyYM2012YMedYMeeddegkm 9.7 38

115 uMliquidalikeMorganelleMatMtheMrootMofMmotileMciliopathybMELifeYM2018YMkYM 8.9 36

114 PaternalMchromosomeMlossMandMmetabolicMcrisisMcontributeMtoMhybridMinviabilityMinMXenopusbMNatureYM
2018YMiigYMggkaghe 50.4 35

113 SystematicMprofilingMofMcellularMphenotypesMwithMspottedMcellMmicroarraysMrevealsM
matingapheromoneMresponseMgenesbMGenomegBiologyYM2006YMkYMRj 18.3 35

112 MiningMgeneMfunctionalMnetworksMtoMimproveMmassaspectrometryabasedMproteinMidentificationbM
BioinformaticsYM2009YMfiYMfmiiaje 7.2 31

111 TheMproteomicMresponseMofMMycobacteriumMsmegmatisMtoMantiatuberculosisMdrugsMsuggestsMtargetedM
pathwaysbMJournalgofgProteomegResearchYM2008YMkYMliiaji 5.6 31

110 MouseNetMvfnMaMdatabaseMofMgeneMnetworksMforMstudyingMtheMlaboratoryMmouseMandMeightMotherM
modelMvertebratesbMNucleicgAcidsgResearchYM2016YMhhYMxlhlaih 20.1 31

109 uMfastMcoarseMfilteringMmethodMforMpeptideMidentificationMbyMmassMspectrometrybMBioinformaticsYM
2006YMffYMeifhage 7.2 29

108 PredictionMofMgeneaphenotypeMassociationsMinMhumansYMmiceYMandMplantsMusingMphenologsbMBMCg
BioinformaticsYM2013YMehYMfdg 3.6 27

(2013-2011)

7



107 uMroleMforMcentralMspindleMproteinsMinMciliaMstructureMandMfunctionbMCytoskeletonYM2011YMjlYMeefafh 2.4 27

106 yxploitingMbigMbiologynMintegratingMlargeascaleMbiologicalMdataMforMfunctionMinferencebMBriefingsging
BioinformaticsYM2001YMfYMgjgakh 13.4 27

105 wontrolledMMeasurementMandMwomparativeMunalysisMofMwellularMwomponentsMinMybMcoliMRevealsMvroadM
RegulatoryMwhangesMinMResponseMtoM lucoseMStarvationbMPLoSgComputationalgBiologyYM2015YMeeYMeeddhhdd5 27

104 PseudomonasMaeruginosaMenhancesMproductionMofMaMnonaalginateMexopolysaccharideMduringM
longatermMcolonizationMofMtheMcysticMfibrosisMlungbMPLoSgONEYM2013YMlYMelfjfe 3.7 27

103 LargeascaleManalysisMofMpostatranslationalMmodificationsMinMybMcoliMunderMglucosealimitingMconditionsbM
BMCgGenomicsYM2017YMelYMgde 4.5 26

102
SystematicMdefinitionMofMproteinMconstituentsMalongMtheMmajorMpolarizationMaxisMrevealsManMadaptiveM
reuseMofMtheMpolarizationMmachineryMinMpheromoneatreatedMbuddingMyeastbMJournalgofgProteomeg
ResearchYM2009YMlYMjaem

5.6 25

101
UVnovonMuMdeMNovoMSequencingMulgorithmMUsingMSingleMSeriesMofMzragmentMIonsMviaMwhromophoreM
TaggingMandMgieMnmMUltravioletMPhotodissociationMMassMSpectrometrybMAnalyticalgChemistryYM2016YM
llYMgmmdak

7.8 24

100 SystematicMxiscoveryMofMyndogenousMHumanMRibonucleoproteinMwomplexesbMCellgReportsYM2019YMfmYMegieaegjlbei10.6 24

99 SystemsawideMStudiesMUncoverMwommanderYMaMMultiproteinMwomplexMyssentialMtoMHumanM
xevelopmentbMCellgSystemsYM2017YMhYMhlgahmh 10.6 23

98 StatisticalMapproachMtoMproteinMquantificationbMMoleculargandgCellulargProteomicsYM2014YMegYMjjjakk 7.6 23

97 xisorderYMpromiscuityYMandMtoxicMpartnershipsbMCellYM2009YMeglYMejal 56.2 23

96 wlassificationMofMSingleMParticlesMfromMHumanMwellMyxtractMRevealsMxistinctMStructuresbMCellgReportsYM
2018YMfhYMfimafjlbeg 10.6 22

95 HumanMcellMchipsnMadaptingMxNuMmicroarrayMspottingMtechnologyMtoMcellabasedMimagingMassaysbMPLoSg
ONEYM2009YMhYMekdll 3.7 22

94 LabelafreeMproteinMquantitationMusingMweightedMspectralMcountingbMMethodsgingMoleculargBiologyYM
2012YMlmgYMgfeahe 1.4 21

93  roupMIIMintronMproteinMlocalizationMandMinsertionMsitesMareMaffectedMbyMpolyphosphatebMPLoSgBiologyYM
2008YMjYMeeid 9.7 21

92 PhotographyMwoupledMwithMSelfaPropagatingMwhemicalMwascadesnMxifferentiationMandMQuantitationM
ofM aMandMVaNerveMugentMMimicsMviaMwhromaticitybMACSgCentralgScienceYM2018YMhYMlihalje 16.8 20

91  WuvnMaMwebMserverMforMtheMnetworkabasedMboostingMofMhumanMgenomeawideMassociationMdatabM
NucleicgAcidsgResearchYM2017YMhiYMWeihaWeje 20.1 19

90 TheMybMcoliMmolecularMphenotypeMunderMdifferentMgrowthMconditionsbMScientificgReportsYM2017YMkYMhigdg 4.9 18
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89 StructuralManalysisMshowsMfiveMglycohydrolaseMfamiliesMdivergedMfromMaMcommonMancestorbMTheg
JournalgofgExperimentalgZoologyYM1998YMflfYMefkaegf 18

88 ProteinatoamRNuMratiosMareMconservedMbetweenMPseudomonasMaeruginosaMstrainsbMJournalgofg
ProteomegResearchYM2014YMegYMfgkdald 5.6 17

87
IdfaMfunctionsMtoMlimitMNotchMpathwayMactivityMandMtherebyMinfluenceMtheMtransitionMfromM
proliferationMtoMdifferentiationMofMretinoblastsMduringMzebrafishMretinogenesisbMDevelopmentalg
BiologyYM2012YMgkeYMfldamf

3.1 17

86 SingleastepMPrecisionM enomeMyditingMinMYeastMUsingMwRISPRawasmbMBiovprotocolYM2018YMlYM 0.9 17

85 RevisitingMandMrevisingMtheMpurinosomebMMoleculargBioSystemsYM2014YMedYMgjmakh 16

84 ProteomicMandMproteinMinteractionMnetworkManalysisMofMhumanMTMlymphocytesMduringMcellacycleMentrybM
MoleculargSystemsgBiologyYM2012YMlYMikg 12.2 16

83 vufferingMbyMgeneMduplicatesnManManalysisMofMmolecularMcorrelatesMandMevolutionaryMconservationbM
BMCgGenomicsYM2008YMmYMjdm 4.5 16

82  lobalMmetabolicMchangesMfollowingMlossMofMaMfeedbackMloopMrevealMdynamicMsteadyMstatesMofMtheM
yeastMmetabolomebMMetabolicgEngineeringYM2007YMmYMlafd 9.7 16

81 ProteinMlocalizationMscreeningMrevealsMnovelMregulatorsMofMmulticiliatedMcellMdevelopmentMandM
functionbMJournalgofgCellgScienceYM2018YMegeYM 5.3 15

80 RIxxLynMreflectiveMdiffusionMandMlocalMextensionMrevealMfunctionalMassociationsMforMunannotatedM
geneMsetsMviaMproximityMinMaMgeneMnetworkbMGenomegBiologyYM2012YMegYMRefi 18.3 15

79 IdentifyingMdirectMcontactsMbetweenMproteinMcomplexMsubunitsMfromMtheirMconditionalMdependenceMinM
proteomicsMdatasetsbMPLoSgComputationalgBiologyYM2017YMegYMeeddijfi 5 15

78
womplexQuantnMhighathroughputMcomputationalMpipelineMforMtheMglobalMquantitativeManalysisMofM
endogenousMsolubleMproteinMcomplexesMusingMhighMresolutionMproteinMHPLwMandMprecisionMlabelafreeM
LwcMScMSbMJournalgofgProteomicsYM2013YMleYMedfaee

3.9 14

77 wrystallizationMofMaMchitosanaseMfromMStreptomycesMNekhbMJournalgofgMoleculargBiologyYM1993YMfgfYMmmiaj 6.5 14

76 SystematicMbacterializationMofMyeastMgenesMidentifiesMaMnearauniversallyMswappableMpathwaybMELifeYM
2017YMjYM 8.9 14

75 YeastMcellsMexpressingMtheMhumanMmitochondrialMxNuMpolymeraseMrevealMcorrelationsMbetweenM
polymeraseMfidelityMandMhumanMdiseaseMprogressionbMJournalgofgBiologicalgChemistryYM2014YMflmYMimkdali 5.4 13

74 MORPHINnMaMwebMtoolMforMhumanMdiseaseMresearchMbyMprojectingMmodelMorganismMbiologyMontoMaM
humanMintegratedMgeneMnetworkbMNucleicgAcidsgResearchYM2014YMhfYMWehkaig 20.1 13

73 TheMManyMNuancedMyvolutionaryMwonsequencesMofMxuplicatedM enesbMMoleculargBiologygandg
EvolutionYM2019YMgjYMgdhageh 8.3 13

72 WheatNetnMaM enomeaScaleMzunctionalMNetworkMforMHexaploidMvreadMWheatYMTriticumMaestivumbM
MoleculargPlantYM2017YMedYMeeggaeegj 14.4 12

(2017-1998)
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71 xevelopmentMthroughMtheMeyesMofMfunctionalMgenomicsbMCurrentgOpiniongingGeneticsgandg
DevelopmentYM2004YMehYMggjahf 4.9 12

70 MurineMwytomegalovirusMxeubiquitinaseMRegulatesMViralMwhemokineMLevelsMToMwontrolM
InflammationMandMPathogenesisbMMBioYM2017YMlYM 7.8 11

69
womprehensiveMdeMNovoMPeptideMSequencingMfromMMScMSMPairsM eneratedMthroughM
womplementaryMwollisionMInducedMxissociationMandMgieMnmMUltravioletMPhotodissociationbMAnalyticalg
ChemistryYM2017YMlmYMgkhkagkig

7.8 11

68
SolutionaphaseMandMsolidaphaseMsequentialYMselectiveMmodificationMofMsideMchainsMinMKxYWywMandM
KxYWyMasMmodelsMforMusageMinMsingleamoleculeMproteinMsequencingbMNewgJournalgofgChemistryYM2017YM
heYMhjfahjm

3.6 11

67 uMsystematicYMlabelafreeMmethodMforMidentifyingMRNuaassociatedMproteinsMinMvivoMprovidesMinsightsM
intoMvertebrateMciliaryMbeatingMmachinerybMDevelopmentalgBiologyYM2020YMhjkYMedlaeek 3.1 11

66 zunctionalMpartitioningMofMaMliquidalikeMorganelleMduringMassemblyMofMaxonemalMdyneinsbMELifeYM2020YM
mYM 8.9 11

65 hubMuPMfbdnMintegrationMofMoverMeiYdddMproteomicMexperimentsMbuildsMaMglobalMcompendiumMofM
humanMmultiproteinMassembliesbMMoleculargSystemsgBiologyYM2021YMekYMeeddej 12.2 11

64 HumanizationMofMyeastMgenesMwithMmultipleMhumanMorthologsMrevealsMfunctionalMdivergenceM
betweenMparalogsbMPLoSgBiologyYM2020YMelYMegdddjfk 9.7 10

63 ubundancesMofMtranscriptsYMproteinsYMandMmetabolitesMinMtheMcellMcycleMofMbuddingMyeastMrevealM
coordinateMcontrolMofMlipidMmetabolismbMMoleculargBiologygofgthegCellYM2020YMgeYMedjmaedlh 3.5 10

62 IdentifyingMdirectMtargetsMofMtranscriptionMfactorMRfxfMthatMcoordinateMciliogenesisMandMcellM
movementbMGenomicsgDataYM2014YMfYMemfaemh 10

61 TransientlyMtransfectedMpurineMbiosyntheticMenzymesMformMstressMbodiesbMPLoSgONEYM2013YMlYMeijfdg 3.7 10

60 SeparatingMdistinctMstructuresMofMmultipleMmacromolecularMassembliesMfromMcryoayMMprojectionsbM
JournalgofgStructuralgBiologyYM2020YMfdmYMedkhej 3.4 10

59 TemporalMstabilityMandMmolecularMpersistenceMofMtheMboneMmarrowMplasmaMcellMantibodyMrepertoirebM
NaturegCommunicationsYM2016YMkYMeglgl 17.4 9

58 womputationalMdiscoveryMofMpathwayalevelMgeneticMvulnerabilitiesMinMnonasmallacellMlungMcancerbM
BioinformaticsYM2016YMgfYMegkgam 7.2 9

57 StructuralMviologyMinMtheMMultiaOmicsMyrabMJournalgofgChemicalgInformationgandgModelingYM2020YMjdYMfhfhafhfm6.1 8

56 TheMproteomicMresponseMtoMmutantsMofMtheMyscherichiaMcoliMRNuMdegradosomebMMolecularg
BioSystemsYM2013YMmYMkidak 8

55 IntegratingMfunctionalMgenomicsMdatabMMethodsgingMoleculargBiologyYM2008YMhigYMfjkakl 1.4 8

54 MeasuringMtheMdynamicsMofMtheMproteomebMGenomegResearchYM2001YMeeYMemeag 9.7 8
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53 PredictabilityMofM eneticMInteractionsMfromMzunctionalM eneMModulesbMG3:gGenesugGenomesugGeneticsYM
2017YMkYMjekajfh 3.2 7

52 uncestralMreconstructionMofMproteinMinteractionMnetworksbMPLoSgComputationalgBiologyYM2019YMeiYMeeddkgmj5 7

51 TheMstructureMofMchitinasesMandMprospectsMforMstructureabasedMdrugMdesignbMCanadiangJournalgofg
BotanyYM1995YMkgYMeehfaeehj 7

50 yffectsMofMfunctionalMbiasMonMsupervisedMlearningMofMaMgeneMnetworkMmodelbMMethodsgingMolecularg
BiologyYM2009YMiheYMhjgaki 1.4 7

49 uMhighlyMparallelMstrategyMforMstorageMofMdigitalMinformationMinMlivingMcellsbMBMCgBiotechnologyYM2018YM
elYMjh 3.5 7

48 upplicationsMofMcomparativeMevolutionMtoMhumanMdiseaseMgeneticsbMCurrentgOpiniongingGeneticsgandg
DevelopmentYM2015YMgiYMejafh 4.9 6

47 SolidaPhaseMPeptideMwaptureMandMReleaseMforMvulkMandMSingleaMoleculeMProteomicsbMACSgChemicalg
BiologyYM2020YMeiYMehdeaehdk 4.9 6

46 UnderstudiedMproteinsnMopportunitiesMandMchallengesMforMfunctionalMproteomicsbbMNaturegMethodsYM
2022YM 21.6 6

45 LanthanideMnanoadrumsnMaMnewMclassMofMmolecularMnanoparticlesMforMpotentialMbiomedicalM
applicationsbMFaradaygDiscussionsYM2014YMekiYMfheaii 3.6 5

44 ProteomeawideMdatasetMsupportingMtheMstudyMofMancientMmetazoanMmacromolecularMcomplexesbM
DatagingBriefYM2016YMjYMkeiafe 1.2 5

43 SimplifiedMgeometricMrepresentationsMofMproteinMstructuresMidentifyMcomplementaryMinteractionM
interfacesbMProteins:gStructureugFunctiongandgBioinformaticsYM2021YMlmYMghlagjd 4.2 5

42 SystematicMIdentificationMofMProteinMPhosphorylationaMediatedMInteractionsbMJournalgofgProteomeg
ResearchYM2021YMfdYMegimaegkd 5.6 5

41 Nexta enerationMTLwnMuMQuantitativeMPlatformMforMParallelMSpottingMandMImagingbMJournalgofgOrganicg
ChemistryYM2020YMliYMmhhkamhig 4.2 4

40 HumanizationMofMyeastMgenesMwithMmultipleMhumanMorthologsMrevealsMprinciplesMofMfunctionalM
divergenceMbetweenMparalogs 4

39 SyntheticMrepertoiresMderivedMfromMconvalescentMwOVIxaemMpatientsMenableMdiscoveryMofM
SuRSawoVafMneutralizingMantibodiesMandMaMnovelMquaternaryMbindingMmodalityM2021YM 4

38 ModesMofMinteractionMbetweenMindividualsMdominateMtheMtopologiesMofMrealMworldMnetworksbMPLoSg
ONEYM2015YMedYMedefefhl 3.7 3

37 fhMvioinformaticMPredictionMofMYeastM eneMzunctionbMMethodsgingMicrobiologyYM2007YMimkajfl 2.8 3

36 ResponseMtoMMcxermottMandMSamudralanMynhancedMfunctionalMinformationMfromMpredictedMproteinM
networksbMTrendsgingBiotechnologyYM2004YMffYMjfajg 15.1 3

(2004-2017)
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35 HighacontentMproteinMlocalizationMscreeningMinMvivoMrevealsMnovelMregulatorsMofMmulticiliatedMcellM
developmentMandMfunction 3

34 SystematicMHumanizationMofMtheMYeastMwytoskeletonMxiscernsMzunctionallyMReplaceableMfromM
xivergentMHumanM enesbMGeneticsYM2020YMfeiYMeeigaeejm 4 3

33 TwinfilineMcontrolsMlamellipodialMprotrusiveMactivityMandMactinMturnoverMduringMvertebrateM
gastrulationbMJournalgofgCellgScienceYM2021YMeghYM 5.3 3

32 uMsystematicYMlabelafreeMmethodMforMidentifyingMRNuaassociatedMproteinsMinMvivoMprovidesMinsightsM
intoMvertebrateMciliaryMbeating 2

31 SimplifiedMgeometricMrepresentationsMofMproteinMstructuresMidentifyMcomplementaryMinteractionMinterfaces 2

30 zunctionalMpartitioningMofMaMliquidalikeMorganelleMduringMassemblyMofMaxonemalMdyneins 2

29 uMphaseMseparatedMorganelleMatMtheMrootMofMmotileMciliopathy 2

28 zromMSpaceMtoMSequenceMandMvackMugainnMIterativeMxNuMProximityMLigationMandMitsMupplicationsMtoM
xNuavasedMImaging 2

27 SystematicMdiscoveryMofMendogenousMhumanMribonucleoproteinMcomplexes 2

26 uMsynthesisMofMoverMmYdddMmassMspectrometryMexperimentsMrevealsMtheMcoreMsetMofMhumanMproteinMcomplexes 2

25 SynthesisMofMwarboxyMuTTOMjhkNMUsingMRedoxMwyclingMforMXanthoneMuccessbMOrganicgLettersYM2020YM
ffYMgleagli 6.2 2

24 vringingMMicroscopyavyaSequencingMintoMViewbMTrendsgingBiotechnologyYM2020YMglYMeihaejf 15.1 2

23 woafractionationcmassMspectrometryMtoMidentifyMproteinMcomplexesbMSTARgProtocolsYM2021YMfYMeddgkd 1.4 2

22 unMopenMinvitationMtoMtheMUnderstudiedMProteinsMInitiativebbMNaturegBiotechnologyYM2022YM 44.5 2

21 MappingMzunctionalMProteinMNeighborhoodsMinMtheMMouseMvrain 1

20 SystematicMprofilingMofMcellularMphenotypesMwithMspottedMcellMmicroarraysMrevealsMnewMmatingM
pheromoneMresponseMgenesbMFASEBgJournalYM2006YMfdYMumfl 0.9 1

19 uMpanaplantMproteinMcomplexMmapMrevealsMdeepMconservationMandMnovelMassemblies 1

18 SystematicMhumanizationMofMtheMyeastMcytoskeletonMdiscernsMfunctionallyMreplaceableMfromM
divergentMhumanMgenes 1
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17 ubundancesMofMtranscriptsYMproteinsYMandMmetabolitesMinMtheMcellMcycleMofMbuddingMyeastMrevealsM
coordinateMcontrolMofMlipidMmetabolism 1

16 hubMuPMfbdnMIntegrationMofMoverMeiYdddMproteomicMexperimentsMbuildsMaMglobalMcompendiumMofM
humanMmultiproteinMassemblies 1

15 ImprovingMintegrativeMgxMmodelingMintoMlowaMtoMmediumaresolutionMelectronMmicroscopyMstructuresM
withMevolutionaryMcouplingsbMProteingScienceYM2021YMgdYMeddjaedfe 6.3 1

14 wellMadhesionsMlinkMsubcellularMactomyosinMdynamicsMtoMtissueMscaleMforceMproductionMduringM
vertebrateMconvergentMextension 1

13 ImprovingMintegrativeMgxMmodelingMintoMlowaMtoMmediumaMresolutionMyMMstructuresMwithM
evolutionaryMcouplings 1

12 WithdrawnMasMxuplicatenMTheMmanyMnuancedMevolutionaryMconsequencesMofMduplicatedMgenesbM
MoleculargBiologygandgEvolutionYM2018YMgiYMee 8.3 1

11 xiscoveryMofMnewMvascularMdisruptingMagentsMbasedMonMevolutionarilyMconservedMdrugMactionYM
pesticideMresistanceMmutationsYMandMhumanizedMyeastbMGeneticsYM2021YMfemYM 4 1

10 StructuralManalysisMshowsMfiveMglycohydrolaseMfamiliesMdivergedMfromMaMcommonMancestorM1998YMflfYMefk 1

9 uRVwzMcateninMcontrolsMforceMproductionMduringMvertebrateMconvergentMextensionbbMDevelopmentalg
CellYM2022YM 10.2 1

8 PhotoredoxawatalyzedMxecarboxylativeMaTerminalMxifferentiationMforMvulkaMandMSingleaMoleculeM
ProteomicsbMACSgChemicalgBiologyYM2021YMejYMfimiafjdg 4.9 0

7 SpatiotemporalMtranscriptionalMdynamicsMofMtheMcyclingMmouseMoviductbMDevelopmentalgBiologyYM2021
YMhkjYMfhdafhl 3.1 0

6 SuperbwomplexnMuMsupervisedMmachineMlearningMpipelineMforMmolecularMcomplexMdetectionMinM
proteinainteractionMnetworksbbMPLoSgONEYM2021YMejYMedfjfdij 3.7 0

5 StudiesMofMSurfaceMPreparationMforMtheMzluorosequencingMofMPeptidesbbMLangmuirYM2021YMgkYMehlijaehlji 4 0

4 PracticalMcomputationalMapproachesMtoMinferringMproteinMfunctionbMDruggDiscoverygTodaygBiosilicoYM
2004YMfYMfhafm

3 SystematicMprofilingMofMcellularMphenotypesMandMgeneMfunctionMusingMspottedMcellularMmicroarraysbM
FASEBgJournalYM2006YMfdYMLvje 0.9

2 SystemsMviologyMunalysisMofMHumanMPrimaryMTMwellsMIdentifiesMSuPehiMasMRateMLimitingMforMtheM earSM
PhaseMTransitionbbMBloodYM2007YMeedYMggidaggid 2.2

1 ReducingMMwMMLoadingMwausesMwhromosomalMuneuploidybbMBloodYM2007YMeedYMgghmagghm 2.2
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