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125 PyLipIxnNuNPythonNPackageNforNunalysisNofNProtein-LipidNInteractionsNfromNMolecularNxynamicsN
SimulationsaaNJournalloflChemicallTheorylandlComputationZN2022ZN 6.4 10

124 StructureZNsubstrateNrecognitionNandNinitiationNofNhyaluronanNsynthaseaaNNatureZN2022ZN 50.4 5

123 PeptidoglycanNbiosynthesisNisNdrivenNbyNlipidNtransferNalongNenzyme-substrateNaffinityNgradientsaaN
NaturelCommunicationsZN2022ZNdfZNeekl 17.4 1

122 StructuralZNzunctionalNandNwomputationalNStudiesNofNMembraneNRecognitionNbyNPlasmodiumN
Perforin-LikeNProteinsNdNandNeaNJournalloflMolecularlBiologyZN2022ZNgfgZNdikige 6.5

121 High-resolutionNmappingNofNmetalNionsNrevealsNprinciplesNofNsurfaceNlayerNassemblyNinNwaulobacterN
crescentusNcellsaNStructureZN2021ZN 5.2 2

120 MechanismNofNlipidNdropletNformationNbyNtheNyeastNSeidbLdbdiNSeipinNcomplexaNNaturel
CommunicationsZN2021ZNdeZNhlme 17.4 5

119 ulternativeNurchitectureNofNtheNwhemosensoryNurrayaNBiomoleculesZN2021ZNddZN 5.9 2

118 SwitchingNwytolyticNNanoporesNintoNuntimicrobialNzractalNRupturesNbyNaNSingleNSideNwhainNMutationaN
ACSlNanoZN2021ZNdhZNmikm-milm 16.7 9

117 wryo-yMNStructuresNofNwusuNRevealNaNMechanismNofNMetal-IonNyxportaNMBioZN2021ZNdeZN 7.8 4

116 NaViunNuNProgramNforNtheNVisualNunalysisNofNwomplexNMassNSpectraaNBioinformaticsZN2021ZN 7.2 3

115 uNvacterialNInflammationNSensorNRegulatesNc-di-àMPNSignalingZNudhesionZNandNviofilmNzormationaN
MBioZN2021ZNdeZNeccdkfed 7.8 1

114 xynamicsNofNanNLPSNtransloconNinducedNbyNsubstrateNandNanNantimicrobialNpeptideaNNaturelChemicall
BiologyZN2021ZNdkZNdlk-dmh 11.7 18

113 MembraneNvindingNofNuntimicrobialNPeptidesNIsNModulatedNbyNLipidNwhargeNModificationaNJournallofl
ChemicallTheorylandlComputationZN2021ZNdkZNdedl-deel 6.4 2

112 IdentificationNandNassessmentNofNcardiolipinNinteractionsNwithNinnerNmembraneNproteinsaNSciencel
AdvancesZN2021ZNkZN 14.3 7

111 zromNvenchNtoNviomolecularNSimulationnNPhospholipidNModulationNofNPotassiumNwhannelsaNJournall
oflMolecularlBiologyZN2021ZNgffZNdikdch 6.5 1

110 unNouter-poreNgateNmodulatesNtheNpharmacologyNofNtheNTMyMdiuNchannelaNProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2021ZNddlZN 11.5 5

109 xecipheringNionNtransportNandNuTPaseNcouplingNinNtheNintersubunitNtunnelNofNKdpzuvwaNNaturel
CommunicationsZN2021ZNdeZNhcml 17.4 2
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108 RelativeNuffinitiesNofNProtein-wholesterolNInteractionsNfromNyquilibriumNMolecularNxynamicsN
SimulationsaNJournalloflChemicallTheorylandlComputationZN2021ZNdkZNihgl-ihhl 6.4 3

107 wàeuTenNanNynhancedNzragment-vasedNupproachNforNSerialNMulti-scaleNMolecularNxynamicsN
SimulationsaNJournalloflChemicallTheorylandlComputationZN2021ZNdkZNigke-igle 6.4 14

106 StructuralNbasisNofNtrehaloseNrecognitionNbyNtheNmycobacterialNLpqY-SuguvwNtransporteraNJournallofl
BiologicallChemistryZN2021ZNemiZNdccfck 5.4 3

105 IdentificationNandNwharacterizationNofNSpecificNProtein-LipidNInteractionsNUsingNMolecularN
SimulationaNMethodslinlMolecularlBiologyZN2021ZNefdhZNded-dfm 1.4 2

104 NewNinsightsNintoNKNchannelNgeneNmutationsNandNneonatalNdiabetesNmellitusaNNaturelReviewsl
EndocrinologyZN2020ZNdiZNfkl-fmf 15.2 41

103 utomisticNmechanismNofNtransmembraneNhelixNassociationaNPLoSlComputationallBiologyZN2020ZNdiZNedcckmdm5 4

102 wharacterizingNMembraneNussociationNandNPeriplasmicNTransferNofNvacterialNLipoproteinsNthroughN
MolecularNxynamicsNSimulationsaNStructureZN2020ZNelZNgkh-glkaef 5.2 11

101 StructureNandNmechanismNofNbactericidalNmammalianNperforin-eZNanNancientNagentNofNinnateN
immunityaNSciencelAdvancesZN2020ZNiZNeaaxleli 14.3 32

100 MultipleNlipidNbindingNsitesNdetermineNtheNaffinityNofNPHNdomainsNforNphosphoinositide-containingN
membranesaNSciencelAdvancesZN2020ZNiZNeaayhkfi 14.3 17

99 wompleteNstructureNofNtheNchemosensoryNarrayNcoreNsignallingNunitNinNanNyaNcoliNminicellNstrainaN
NaturelCommunicationsZN2020ZNddZNkgf 17.4 19

98 TargetingNofNproteinsNtoNtheNtwin-arginineNtranslocationNpathwayaNMolecularlMicrobiologyZN2020ZN
ddfZNlid-lkd 4.1 22

97 StructuralNbasisNofNproton-coupledNpotassiumNtransportNinNtheNKUPNfamilyaNNaturelCommunicationsZN
2020ZNddZNiei 17.4 35

96 TheNUnconventionalNwytoplasmicNSensingNMechanismNforNythanolNwhemotaxisNinNvacillusNsubtilisaN
MBioZN2020ZNddZN 7.8 10

95 TheNenergeticsNofNprotein-lipidNinteractionsNasNviewedNbyNmolecularNsimulationsaNBiochemicallSocietyl
TransactionsZN2020ZNglZNeh-fk 5.1 22

94 InsightsNintoNbacterialNcellNdivisionNfromNaNstructureNofNynvwNboundNtoNtheNztsXNperiplasmicNdomainaN
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2020ZNddkZNelfhh-elfih11.5 9

93 StructureNandNdynamicsNofNtheNyaNcoliNchemotaxisNcoreNsignalingNcomplexNbyNcryo-electronN
tomographyNandNmolecularNsimulationsaNCommunicationslBiologyZN2020ZNfZNeg 6.7 16

92 InNSituNStructureNofNanNIntactNLipopolysaccharide-voundNvacterialNSurfaceNLayeraNCellZN2020ZNdlcZNfgl-fhlaedh56.2 37

91 uNMass-Spectrometry-vasedNupproachNtoNxistinguishNunnularNandNSpecificNLipidNvindingNtoN
MembraneNProteinsaNAngewandtelChemiel-lInternationallEditionZN2020ZNhmZNfhef-fhel 16.4 18
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90 uNbipartiteNstructuralNorganizationNdefinesNtheNSyRINwNfamilyNofNHIV-dNrestrictionNfactorsaNNaturel
StructurallandlMolecularlBiologyZN2020ZNekZNkl-lf 17.6 34

89 uNMass-Spectrometry-vasedNupproachNtoNxistinguishNunnularNandNSpecificNLipidNvindingNtoN
MembraneNProteinsaNAngewandtelChemieZN2020ZNdfeZNfhhd-fhhi 3.6 1

88 wonformationalNdynamicsNofNaNàNprotein-coupledNreceptorNhelixNlNinNlipidNmembranesaNSciencel
AdvancesZN2020ZNiZNeaavleck 14.3 10

87 àreasingNtheNàearsNofNMechanosensitiveNPiezoNwhannelsNwithNPhosphoinositidesNandNwholesterolaN
BiophysicallJournalZN2020ZNddmZNdgik-dgim 2.9

86 TheNSuRS-wOV-eNSpikeNProteinNvindsNSialicNucidsNandNynablesNRapidNxetectionNinNaNLateralNzlowN
PointNofNwareNxiagnosticNxeviceaNACSlCentrallScienceZN2020ZNiZNecgi-eche 16.8 116

85 StructuresNofNtheNstatorNcomplexNthatNdrivesNrotationNofNtheNbacterialNflagellumaNNaturelMicrobiology
ZN2020ZNhZNdhhf-dhig 26.6 61

84 yvaluatingNinositolNphospholipidNinteractionsNwithNinwardNrectifierNpotassiumNchannelsNandN
characterisingNtheirNroleNinNdiseaseaNCommunicationslChemistryZN2020ZNfZN 6.3 8

83 TheNstructuralNbasisNofNlipidNscramblingNandNinactivationNinNtheNendoplasmicNreticulumNscramblaseN
TMyMdiKaNNaturelCommunicationsZN2019ZNdcZNfmhi 17.4 55

82 InsightsNintoNMembraneNProtein-LipidNInteractionsNfromNzreeNynergyNwalculationsaNJournallofl
ChemicallTheorylandlComputationZN2019ZNdhZNhkek-hkfi 6.4 33

81 SharingNxataNfromNMolecularNSimulationsaNJournalloflChemicallInformationlandlModelingZN2019ZNhmZNgcmf-gcmm6.1 11

80
uNheuristicNderivedNfromNanalysisNofNtheNionNchannelNstructuralNproteomeNpermitsNtheNrapidN
identificationNofNhydrophobicNgatesaNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaZN2019ZNddiZNdfmlm-dfmmh

11.5 23

79 StructuralNbasisNforNsubstrateNspecificityNandNregulationNofNnucleotideNsugarNtransportersNinNtheNlipidN
bilayeraNNaturelCommunicationsZN2019ZNdcZNgihk 17.4 10

78 TheNmolecularNbasisNforNanNallostericNinhibitionNofNK-fluxNgatingNinNKNchannelsaNELifeZN2019ZNlZN 8.9 16

77 uNlipidNgatingNmechanismNforNtheNchannel-formingNONantigenNuvwNtransporteraNNaturel
CommunicationsZN2019ZNdcZNleg 17.4 34

76 TheNMemProtMxNdatabasenNaNresourceNforNmembrane-embeddedNproteinNstructuresNandNtheirNlipidN
interactionsaNNucleiclAcidslResearchZN2019ZNgkZNxfmc-xfmk 20.1 70

75 WaterNandNhydrophobicNgatesNinNionNchannelsNandNnanoporesaNFaradaylDiscussionsZN2018ZNecmZNefd-egk 3.6 28

74 valancingNzorceNzieldNProtein-LipidNInteractionsNToNwaptureNTransmembraneNHelix-HelixN
ussociationaNJournalloflChemicallTheorylandlComputationZN2018ZNdgZNdkci-dkdh 6.4 24

73 wrystalNstructureNofNundecaprenyl-pyrophosphateNphosphataseNandNitsNroleNinNpeptidoglycanN
biosynthesisaNNaturelCommunicationsZN2018ZNmZNdckl 17.4 31
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72 StructuresNofNmonomericNandNoligomericNformsNofNtheNperforin-likeNproteinNdaNSciencelAdvancesZN
2018ZNgZNeaaqckie 14.3 20

71 InteractionsNofNtheNyphueNKinaseNxomainNwithNPIPsNinNMembranesnNImplicationsNforNReceptorN
zunctionaNStructureZN2018ZNeiZNdceh-dcfgaee 5.2 20

70 InteractionsNofNaNvacterialNwuVIW-uTPaseNwithNaNwomplexNLipidNynvironmentaNBiochemistryZN2018ZNhkZNgcif-gckf3.2 3

69 LipidNbindingNattenuatesNchannelNclosureNofNtheNouterNmembraneNproteinNOmpzaNProceedingsloflthel
NationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2018ZNddhZNiimd-iimi 11.5 21

68 TheNroleNofNinterfacialNlipidsNinNstabilizingNmembraneNproteinNoligomersaNNatureZN2017ZNhgdZNged-geg 50.4 238

67 womputationalNstudiesNofNmembraneNproteinsnNfromNsequenceNtoNstructureNtoNsimulationaNCurrentl
OpinionlinlStructurallBiologyZN2017ZNghZNdff-dgd 8.1 15

66 uNvySTNexampleNofNchannelNstructureNannotationNbyNmolecularNsimulationaNChannelsZN2017ZNddZNfgk-fhf 3 19

65 Substrate-triggeredNpositionNswitchingNofNTatuNandNTatvNduringNTatNtransportNinaNOpenlBiologyZN2017
ZNkZN 7 16

64 StructuralNinsightsNintoNtheNmechanismNofNtheNmembraneNintegralNN-acyltransferaseNstepNinN
bacterialNlipoproteinNsynthesisaNNaturelCommunicationsZN2017ZNlZNdhmhe 17.4 40

63 wonvergenceNandNSamplingNinNxeterminingNzreeNynergyNLandscapesNforNMembraneNProteinN
ussociationaNJournalloflPhysicallChemistrylBZN2017ZNdedZNffig-ffkh 3.4 69

62 wouplingNzormNandNzunctionnNHowNtheNOligomerisationNSymmetryNofNtheNSuS-iNProteinNwontributesN
toNtheNurchitectureNofNwentrioleNOrganellesaNSymmetryZN2017ZNmZNkg 2.7

61 StructuralNanalysisNofNPaNfalciparumNKuHRPNandNPfyMPdNcomplexesNwithNhostNerythrocyteNspectrinN
suggestsNaNmodelNforNcytoadherentNknobNprotrusionsaNPLoSlPathogensZN2017ZNdfZNedccihhe 7.6 18

60 InteractionNofNlipidsNwithNtheNneurotensinNreceptorNdaNBiochimicalEtlBiophysicalActal-lBiomembranesZN
2016ZNdlhlZNdekl-lk 3.8 12

59 StructuralNbasisNofNlipoproteinNsignalNpeptidaseNIINactionNandNinhibitionNbyNtheNantibioticNglobomycinaN
ScienceZN2016ZNfhdZNlki-lc 33.3 77

58 StructuralNbasisNofNouterNmembraneNproteinNinsertionNbyNtheNvuMNcomplexaNNatureZN2016ZNhfdZNig-m 50.4 182

57 ussemblingNtheNTatNproteinNtranslocaseaNELifeZN2016ZNhZN 8.9 39

56
walmodulinNRegulatesNHumanNytherNˆ Nào-àoNdNVhyuàdWNPotassiumNwhannelsNthroughNInteractionsNofN
theNyagNxomainNwithNtheNwyclicNNucleotideNvindingNHomologyNxomainaNJournalloflBiologicall
ChemistryZN2016ZNemdZNdkmck-dl

5.4 11

55 MemProtMxnNuutomatedNInsertionNofNMembraneNProteinNStructuresNintoNyxplicitNLipidNMembranesaN
StructureZN2015ZNefZNdfhc-id 5.2 204
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54 LipopolysaccharideNisNinsertedNintoNtheNouterNmembraneNthroughNanNintramembraneNholeZNaNlumenN
gateZNandNtheNlateralNopeningNofNLptxaNStructureZN2015ZNefZNgmi-hcg 5.2 53

53 StructureNandNfunctionNofNtheNyscherichiaNcoliNTol-PalNstatorNproteinNTolRaNJournalloflBiologicall
ChemistryZN2015ZNemcZNeiikh-lk 5.4 16

52 TheNcentriolarNproteinNwPuPNà-boxnNanNamyloidNfibrilNinNaNsingleNdomainaNBiochemicallSocietyl
TransactionsZN2015ZNgfZNlfl-gf 5.1 6

51 uNwoarseNàrainedNModelNforNaNLipidNMembraneNwithNPhysiologicalNwompositionNandNLeafletN
usymmetryaNPLoSlONEZN2015ZNdcZNecdggldg 3.7 38

50 TheNTatwNcomponentNofNtheNtwin-arginineNproteinNtranslocaseNfunctionsNasNanNobligateNoligomeraN
MolecularlMicrobiologyZN2015ZNmlZNddd-em 4.1 20

49 TernaryNstructureNrevealsNmechanismNofNaNmembraneNdiacylglycerolNkinaseaNNaturelCommunicationsZN
2015ZNiZNdcdgc 17.4 27

48 ximerizationNofNtheNyphudNreceptorNtyrosineNkinaseNtransmembraneNdomainnNInsightsNintoNtheN
mechanismNofNreceptorNactivationaNBiochemistryZN2014ZNhfZNiigd-he 3.2 32

47 StructuralNbasisNforNouterNmembraneNlipopolysaccharideNinsertionaNNatureZN2014ZNhddZNhe-i 50.4 181

46 xirectNgatingNofNuTP-activatedNionNchannelsNVPeXeNreceptorsWNbyNlipophilicNattachmentNatNtheNouterN
endNofNtheNsecondNtransmembraneNdomainaNJournalloflBiologicallChemistryZN2014ZNelmZNidl-ei 5.4 14

45 StructuralNbiologyNofNTatNproteinNtransportaNCurrentlOpinionlinlStructurallBiologyZN2014ZNekZNfe-k 8.1 19

44 TheNstructuralNbasisNofNZMPSTyeg-dependentNlaminopathiesaNScienceZN2013ZNffmZNdicg-k 33.3 75

43 Simulation-basedNpredictionNofNphosphatidylinositolNgZh-bisphosphateNbindingNtoNanNionNchannelaN
BiochemistryZN2013ZNheZNekm-ld 3.2 54

42 StructuralNanalysisNofNtheNà-boxNdomainNofNtheNmicrocephalyNproteinNwPuPNsuggestsNaNroleNinN
centrioleNarchitectureaNStructureZN2013ZNedZNecim-kk 5.2 59

41 MultiscaleNsimulationsNrevealNconservedNpatternsNofNlipidNinteractionsNwithNaquaporinsaNStructureZN
2013ZNedZNldc-m 5.2 64

40 SideNpocketsNprovideNtheNbasisNforNaNnewNmechanismNofNKvNchannel-specificNinhibitionaNNaturel
ChemicallBiologyZN2013ZNmZNhck-df 11.7 43

39 StructuresNofNuvwvdcZNaNhumanNuTP-bindingNcassetteNtransporterNinNapo-NandNnucleotide-boundN
statesaNProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericaZN2013ZNddcZNmkdc-h11.5 193

38 StructureNofNtheNTatwNcoreNofNtheNtwin-arginineNproteinNtransportNsystemaNNatureZN2012ZNgmeZNedc-g 50.4 126

37 zunctionalNanalysisNofNmissenseNvariantsNinNtheNTRySKNVKwNKdlWNKNchannelaNScientificlReportsZN2012ZN
eZNefk 4.9 70
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36 MemprotmdnNuddingNtheNàreaseNtoNMembraneNProteinNStructuresaNBiophysicallJournalZN2012ZNdceZNgima 2.9

35 State-independentNintracellularNaccessNofNquaternaryNammoniumNblockersNtoNtheNporeNofNTRyK-daN
ChannelsZN2012ZNiZNgkf-l 3 34

34 uNleucineNzipperNmotifNessentialNforNgatingNofNhyperpolarization-activatedNchannelsaNJournallofl
BiologicallChemistryZN2012ZNelkZNgcdhc-ic 5.4 6

33 zromNwoarseNàrainedNtoNutomisticnNuNSerialNMultiscaleNupproachNtoNMembraneNProteinNSimulationsaN
JournalloflChemicallTheorylandlComputationZN2011ZNkZNddhk-ii 6.4 200

32 TheNporeNstructureNandNgatingNmechanismNofNKePNchannelsaNEMBOlJournalZN2011ZNfcZNfick-dm 13 129

31 uNconservedNtryptophanNatNtheNmembrane-waterNinterfaceNactsNasNaNgatekeeperNforNKiriaebSURdN
channelsNandNcausesNneonatalNdiabetesNwhenNmutatedaNJournalloflPhysiologyZN2011ZNhlmZNfckd-lf 3.9 13

30 viophysicalNandNcomputationalNstudiesNofNmembraneNpenetrationNbyNtheNàRPdNpleckstrinNhomologyN
domainaNStructureZN2011ZNdmZNdffl-gi 5.2 50

29 MolecularNsimulationNapproachesNtoNmembraneNproteinsaNStructureZN2011ZNdmZNdhie-ke 5.2 136

28 uNspecificNtwo-poreNdomainNpotassiumNchannelNblockerNdefinesNtheNstructureNofNtheNTuSK-dNopenN
poreaNJournalloflBiologicallChemistryZN2011ZNeliZNdfmkk-lg 5.4 62

27 MechanisticNinsightNintoNhumanNether-ˆ -go-go-relatedNgeneNVhyRàWNKYNchannelNdeactivationNgatingN
fromNtheNsolutionNstructureNofNtheNyuàNdomainaNJournalloflBiologicallChemistryZN2011ZNeliZNidlg-md 5.4 78

26 TheNporeNstructureNandNgatingNmechanismNofNKePNchannelsaNEMBOlJournalZN2011ZNfcZNghdh-ghdh 13 2

25 LipidbooknNaNpublicNrepositoryNforNforce-fieldNparametersNusedNinNmembraneNsimulationsaNJournallofl
MembranelBiologyZN2010ZNefiZNehh-l 2.3 131

24 TheNresponseNofNtheNtandemNporeNpotassiumNchannelNTuSK-fNVKVePWmadWNtoNvoltagenNgatingNatNtheN
cytoplasmicNmouthaNJournalloflPhysiologyZN2009ZNhlkZNgkim-lf 3.9 22

23 Ion-blockingNsitesNofNtheNKireadNchannelNrevealedNbyNmultiscaleNmodelingaNBiochemistryZN2009ZNglZNlkhl-if3.2 14

22 PIPVeW-bindingNsiteNinNKirNchannelsnNdefinitionNbyNmultiscaleNbiomolecularNsimulationsaNBiochemistryZN
2009ZNglZNdcmei-ff 3.2 108

21 SimulationsNofNtheNvMeNprotonNchannelNtransmembraneNdomainNfromNinfluenzaNvirusNvaN
BiochemistryZN2009ZNglZNmmgm-hd 3.2 12

20 MolecularNmodelingNandNsimulationNstudiesNofNionNchannelNstructuresZNdynamicsNandNmechanismsaN
MethodslinlCelllBiologyZN2008ZNmcZNeff-ih 1.8 22

19 InsightNintoNtheNmechanismNofNinactivationNandNpHNsensitivityNinNpotassiumNchannelsNfromNmolecularN
dynamicsNsimulationsaNBiochemistryZN2008ZNgkZNkgdg-ee 3.2 46

(2008-2012)
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18 StructuralNxeterminantsNforNHigh-uffinityNvlockNofNhyRàNPotassiumNwhannelsaNNovartislFoundationl
SymposiumZN2008ZNdfi-dhg 24

17 xrugNblockNofNtheNhyRàNpotassiumNchannelnNinsightNfromNmodelingaNProteins:lStructureylFunctionlandl
BioinformaticsZN2007ZNilZNhil-lc 4.2 87

16
TheNselectivityZNvoltage-dependenceNandNacidNsensitivityNofNtheNtandemNporeNpotassiumNchannelN
TuSK-dnNcontributionsNofNtheNporeNdomainsaNPflugerslArchivlEuropeanlJournalloflPhysiologyZN2007ZN
ghhZNfff-gl

4.6 25

15 uctivationNgatingNofNhyRàNpotassiumNchannelsnNSiNglycinesNareNnotNrequiredNasNgatingNhingesaN
JournalloflBiologicallChemistryZN2007ZNeleZNfdmke-ld 5.4 34

14 xrugNbindingNinteractionsNinNtheNinnerNcavityNofNHyRàNchannelsnNmolecularNinsightsNfromN
structure-activityNrelationshipsNofNclofiliumNandNibutilideNanalogsaNMolecularlPharmacologyZN2006ZNimZNhcm-dm4.3 72

13 MolecularNmechanismsNforNdrugNinteractionsNwithNhyRàNthatNcauseNlongNQTNsyndromeaNExpertl
OpinionlonlDruglMetabolismlandlToxicologyZN2006ZNeZNld-mg 5.5 38

12
StructuralNfeaturesNofNtheNglutamateNbindingNsiteNinNrecombinantNNRdbNReuNN-methyl-x-aspartateN
receptorsNdeterminedNbyNsite-directedNmutagenesisNandNmolecularNmodelingaNMolecularl
PharmacologyZN2005ZNikZNdgkc-lg

4.3 124

11 HomologyNModelsNuppliedNtoNToxicologygff-gil

10 uNHeuristicNxerivedNfromNunalysisNofNtheNIonNwhannelNStructuralNProteomeNPermitsNtheNRapidN
IdentificationNofNHydrophobicNàates 1

9 Substrate-triggeredNposition-switchingNofNTatuNandNTatvNisNanNessentialNstepNinNtheNyscherichiaNcoliN
TatNproteinNexportNpathway 3

8 StructuresNofNtheNstatorNcomplexNthatNdrivesNrotationNofNtheNbacterialNflagellum 4

7 yvaluatingNInositolNphospholipidNinteractionsNwithNInwardNRectifierNPotassiumNwhannelsNandN
characterisingNtheirNroleNinNxisease 1

6 TheNstructuralNbasisNofNlipidNscramblingNandNinactivationNinNtheNendoplasmicNreticulumNscramblaseNTMyMdiK 9

5 InsightsNintoNMembraneNProtein-LipidNInteractionsNfromNzreeNynergyNwalculations 1

4 IdentificationNandNassessmentNofNcardiolipinNinteractionsNwithNyaNcoliNinnerNmembraneNproteins 3

3 wàeuTenNunNynhancedNzragment-basedNapproachNforNSerialNMulti-scaleNMolecularNxynamicsNsimulations 4

2 TheNdynamicNinterplayNofNPIPeNandNuTPNinNtheNregulationNofNtheNKuTPNchannel 1

1 PyLipIxnNuNPythonNpackageNforNanalysisNofNprotein-lipidNinteractionsNfromNMxNsimulations 3
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