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k Paper IF Citations

446 qompositionJandJ otentialJtunctionsJofJRhizobacterialJqommunitiesJinJaJ ioneerJ lantJfromJ
ondeanJoltiplanoXJDiversityVJ2022VJ[bVJ[b 2.5 2

445 srosionJandJdepositionJdivergentlyJaffectJtheJstructureJofJsoilJbacterialJcommunitiesJandJ
functionalityXJCatenaVJ2022VJ]ZgVJ[ZcfZc 5.8 0

444 ’inimizingJerrorsJinJR₂W qRJdetectionJandJquantificationJofJSoRSWqoαW]JR–oJforJwastewaterJ
surveillanceXJSciencebofbthebTotalbEnvironmentVJ2022VJfZcVJ[bgfee 10.2 36

443 rifferentialJhydrogenJsulfideJproductionJbyJaJhumanJcohortJinJresponseJtoJanimalWJandJplantWbasedJ
dietJinterventionsXXJClinicalbNutritionVJ2022VJb[VJ[[caW[[d] 5.9 0

442 valophytesJincreaseJrhizosphereJmicrobialJdiversityVJnetworkJcomplexityJandJfunctionJinJinlandJ
salineJecosystemXXJSciencebofbthebTotalbEnvironmentVJ2022VJ[cbgbb 10.2 2

441  robableJroleJofJqutibacteriumJacnesJinJtheJgutJofJtheJpolychaeteJqapitellaJteletaXJSciencebofbtheb
TotalbEnvironmentVJ2021VJfZgVJ[c[[]e 10.2

440 ’ethanogenJobundanceJ₂hresholdsJqapableJofJrifferentiatingJwnJαitroJ’ethaneJ roductionJinJ
vumanJStoolJSamplesXJDigestivebDiseasesbandbSciencesVJ2021VJddVJaf]]WafaZ 4 2

439 srosionJreducesJsoilJmicrobialJdiversityVJnetworkJcomplexityJandJmultifunctionalityXJISMEbJournalVJ
2021VJ[cVJ]bebW]bfg 11.9 38

438 qomparativeJgenomicJanalysisJofJdiverseJrhizobiaJandJeffectiveJnitrogenWfixingJcloverWnodulatingJ
RhizobiumJstrainsJadaptedJtoJsgyptianJdryJecosystemsXJSymbiosisVJ2021VJfbVJagWbe 3 1

437 wmpactsJofJcoverJcropsJandJnitrogenJfertilizationJonJagriculturalJsoilJfungalJandJbacterialJ
communitiesXJPlantbandbSoilVJ2021VJbddVJ[agW[cZ 4.2 3

436 RhizobacteriaJfromJQfloweringJdesertQJeventsJcontributeJtoJtheJmitigationJofJwaterJscarcityJstressJ
duringJtomatoJseedlingJgerminationJandJgrowthXJScientificbReportsVJ2021VJ[[VJ[aebc 4.9 5

435
qomparativeJdecayJofJculturableJfaecalJindicatorJbacteriaVJmicrobialJsourceJtrackingJmarkerJgenesVJ
andJentericJpathogensJinJlaboratoryJmicrocosmsJthatJmimicJaJsubWtropicalJenvironmentXJSciencebofb
thebTotalbEnvironmentVJ2021VJec[VJ[b[bec

10.2 6

434 wnfluenceJofJsnvironmentalJStressorsJonJtheJ’icrobiotaJofJZebraJ’usselsJRrreissenaJpolymorphaSXJ
MicrobialbEcologyVJ2021VJf[VJ[Zb]W[Zca 4.4 3

433 wnfluenceJofJseasonalityJonJtheJaerosolJmicrobiomeJofJtheJomazonJrainforestXJSciencebofbthebTotalb
EnvironmentVJ2021VJedZVJ[bbZg] 10.2 1

432 pioturbationJbyJtheJmarineJpolychaeteJqapitellaJteletaJaltersJtheJsedimentJmicrobialJcommunityJbyJ
ingestionJandJdefecationJofJsedimentJparticlesXJSciencebofbthebTotalbEnvironmentVJ2021VJec]VJ[b]]ag 10.2 2

431 qompositionJandJpredictedJfunctionsJofJtheJbacterialJcommunityJinJspoutingJpoolJsedimentsJfromJ
theJslJ₂atioJueyserJfieldJinJqhileXJArchivesbofbMicrobiologyVJ2021VJ]ZaVJafgWage 3 1

430 taecalJmicrobiotaJtransplantationJforJqlostridioidesJdifficilehJmechanismsJandJpharmacologyXJ
NaturebReviewsbGastroenterologybandbHepatologyVJ2021VJ[fVJdeWfZ 24.2 31
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429 StructuralJmodificationsJthatJincreaseJgutJrestrictionJofJbileJacidJderivativesXJRSCbMedicinalb
ChemistryVJ2021VJ[]VJagbWbZc 3.5 1

428 zowerJendoscopicJdeliveryJofJfreezeWdriedJintestinalJmicrobiotaJresultsJinJmoreJrapidJandJefficientJ
engraftmentJthanJoralJadministrationXJScientificbReportsVJ2021VJ[[VJbc[g 4.9 3

427 ’icrobialJsourceJtrackingJusingJmetagenomicsJandJotherJnewJtechnologiesXJJournalbofbMicrobiologyVJ
2021VJcgVJ]cgW]dg 3 1

426 pioaugmentationJwithJosWtransformingJbacteriaJimprovesJarsenicJavailabilityJandJuptakeJbyJtheJ
hyperaccumulatorJplantJRzSXJInternationalbJournalbofbPhytoremediationVJ2021VJ[Wg 3.9 2

425
oJqombinedJrigitalJ qRJandJ–extJuenerationJr–oWSequencingJpasedJopproachJforJ₂rackingJ
–earshoreJ ollutantJrynamicsJolongJtheJSouthwestJ₃nitedJStatesY’exicoJporderXJFrontiersbinb
MicrobiologyVJ2021VJ[]VJdeb][b

5.7 3

424 piodegradationJofJazoJdyesJbyJbacterialJorJfungalJconsortiumJandJidentificationJofJtheJ
biodegradationJproductsXJEgyptianbJournalbofbAquaticbResearchVJ2021VJbeVJ]dgW]ed 3.1 5

423 uutJ’icrobiotaJossociatedJβithJrifferentJSeaJzampreyJRSJzifeJStagesXJFrontiersbinbMicrobiologyVJ
2021VJ[]VJeZddfa 5.7 0

422 sngineeringJ’ultigenerationalJvostW’odulatedJ’icrobiotaJagainstJSoilborneJ athogensJinJ
ResponseJtoJulobalJqlimateJqhangeXJBiologyVJ2021VJ[ZVJ 4.9 4

421 ₂emperatureJaltersJdicyandiamideJRrqrSJefficacyJforJmultipleJreactiveJnitrogenJspeciesJinJ
ureaWamendedJsoilshJsxperimentsJandJmodelingXJSoilbBiologybandbBiochemistryVJ2021VJ[dZVJ[Zfab[ 7.5 1

420 oJhybridJr–oJsequencingJapproachJisJneededJtoJproperlyJlinkJgenotypeJtoJphenotypeJinJmultiWdrugJ
resistantJbacteriaXJEnvironmentalbPollutionVJ2021VJ]fgVJ[[efcd 9.3

419 wnoculationJofJ’imosaJ udicaJwithJ araburkholderiaJphymatumJResultsJinJqhangesJtoJtheJ
RhizoplaneJ’icrobialJqommunityJStructureXJMicrobesbandbEnvironmentsVJ2021VJadVJ 2.6 2

418
–icheJrifferentiationJinJtheJqompositionVJ redictedJtunctionVJandJqoWoccurrenceJ–etworksJinJ
pacterialJqommunitiesJossociatedJβithJontarcticJαascularJ lantsXJFrontiersbinbMicrobiologyVJ2020VJ
[[VJ[Zad

5.7 10

417 wndigenousJsoilJbacteriaJandJtheJhyperaccumulatorJ terisJvittataJmediateJphytoremediationJofJsoilJ
contaminatedJwithJarsenicJspeciesXJEcotoxicologybandbEnvironmentalbSafetyVJ2020VJ[gcVJ[[Zbcf 7 14

416 snvironmentalJandJodaptiveJqhangesJ–ecessitateJaJ aradigmJShiftJforJwndicatorsJofJtecalJ
qontaminationXJMicrobiologybSpectrumVJ2020VJfVJ 8.9 5

415 zackJofJevidenceJforJtheJroleJofJgutJmicrobiotaJinJ ovJbiodegradationJbyJtheJpolychaeteJqapitellaJ
teletaXJSciencebofbthebTotalbEnvironmentVJ2020VJe]cVJ[afacd 10.2 2

414 qompositionVJ redictedJtunctionsJandJqoWoccurrenceJ–etworksJofJRhizobacterialJqommunitiesJ
wmpactingJtloweringJresertJsventsJinJtheJotacamaJresertVJqhileXJFrontiersbinbMicrobiologyVJ2020VJ[[VJce[5.7 12

413 roJsharedJtraitsJcreateJtheJsameJfatesmJsxaminingJtheJlinkJbetweenJmorphologicalJtypeJandJtheJ
biogeographyJofJfungalJandJbacterialJcommunitiesXJFungalbEcologyVJ2020VJbdVJ[ZZgbf 4.1 10

412 StructuringJbiofilmJcommunitiesJlivingJinJpesticideJcontaminatedJwaterXJHeliyonVJ2020VJdVJeZaggd 3.6 7

(2020-2021)
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411 verbicideJbioremediationhJfromJstrainsJtoJbacterialJcommunitiesXJHeliyonVJ2020VJdVJeZcede 3.6 18

410 SourceWossociatedJuastroenteritisJRiskJfromJSwimmingJsxposureJtoJogingJtecalJ athogensXJ
EnvironmentalbSciencebhamp;bTechnologyVJ2020VJcbVJg][Wg]g 10.3 7

409 βaterJandJsedimentJactJasJreservoirsJforJmicrobialJtaxaJassociatedJwithJinvasiveJdreissenidJ
musselsXJSciencebofbthebTotalbEnvironmentVJ2020VJeZaVJ[abg[c 10.2 6

408 qonvenientJ rotocolJforJ roductionJandJ urificationJofJSporesJforJuerminationJStudiesXJSTARb
ProtocolsVJ2020VJ[VJ[ZZZe[ 1.4 1

407 SequenceWenabledJcommunityWbasedJmicrobialJsourceJtrackingJinJsurfaceJwatersJusingJmachineJ
learningJclassificationhJoJreviewXJJournalbofbMicrobiologicalbMethodsVJ2020VJ[eeVJ[ZdZcZ 2.8 7

406 pacterialJcommunityJcompositionJinJagriculturalJsoilsJunderJlongWtermJorganicJandJ
conventional´ managementJ2020VJaVJe]ZZda 3

405  eriWoperativeJantibioticsJacutelyJandJsignificantlyJimpactJintestinalJmicrobiotaJfollowingJbariatricJ
surgeryXJScientificbReportsVJ2020VJ[ZVJ]ZabZ 4.9 3

404
RandomisedJclinicalJstudyhJoralJaspirinJa]c´ mgJdailyJvsJplaceboJaltersJgutJmicrobialJcompositionJandJ
bacterialJtaxaJassociatedJwithJcolorectalJcancerJriskXJAlimentarybPharmacologybandbTherapeuticsVJ
2020VJc]VJgedWgfe

6.1 13

403 wmpactJofJotrazineJsxposureJonJtheJ’icrobialJqommunityJStructureJinJaJprazilianJ₂ropicalJzatosolJ
SoilXJMicrobesbandbEnvironmentsVJ2020VJacVJ 2.6 11

402 zetterJtoJtheJsditorXJClinicalbInfectiousbDiseasesVJ2019VJdgVJ]]a]W]]aa 11.6 1

401 rietaryJtactorsJinJSulfurJ’etabolismJandJ athogenesisJofJ₃lcerativeJqolitisXJNutrientsVJ2019VJ[[VJ 6.7 19

400 sndophyticJpacterialJqommunitiesJossociatedJwithJRootsJandJzeavesJofJ lantsJurowingJinJqhileanJ
sxtremeJsnvironmentsXJScientificbReportsVJ2019VJgVJbgcZ 4.9 44

399 preastmilkJandJ–wq₃JsurfacesJareJpotentialJsourcesJofJfungiJforJinfantJmycobiomesXJFungalbGeneticsb
andbBiologyVJ2019VJ[]fVJ]gWac 3.9 20

398 wmpactsJofJSamplingJresignJonJsstimatesJofJ’icrobialJqommunityJriversityJandJqompositionJinJ
ogriculturalJSoilsXJMicrobialbEcologyVJ2019VJefVJecaWeda 4.4 8

397 ResponseJofJdryJbeanJR haseolusJvulgarisJzXSJtoJinoculationJwithJindigenousJandJcommercialJ
RhizobiumJstrainsJunderJorganicJfarmingJsystemsJinJ’innesotaXJSymbiosisVJ2019VJefVJ[]cW[ab 3 4

396 wnfluenceJofJshortWtermJchangesJinJdietaryJsulfurJonJtheJrelativeJabundancesJofJintestinalJ
sulfateWreducingJbacteriaXJGutbMicrobesVJ2019VJ[ZVJbbeWbce 8.8 15

395 ₂heJdepositJfeederJqapitellaJteletaJhasJaJuniqueJandJrelativelyJcomplexJmicrobiomeJlikelyJ
supportingJitsJabilityJtoJdegradeJpollutantsXJSciencebofbthebTotalbEnvironmentVJ2019VJdeZVJcbeWccb 10.2 10

394 oJmicrofluidicJplatformJforJtheJsimultaneousJquantificationJofJmethanogenJpopulationsJinJ
anaerobicJdigestionJprocessesXJEnvironmentalbMicrobiologyVJ2019VJ][VJ[egfW[fZf 5.2 7
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393 SignalJrisruptionJzeadsJtoJqhangesJinJpacterialJqommunityJ opulationXJFrontiersbinbMicrobiologyVJ
2019VJ[ZVJd[[ 5.7 13

392 renitrifyingJpacteriaJoctiveJinJβoodchipJpioreactorsJatJzowW₂emperatureJqonditionsXJFrontiersbinb
MicrobiologyVJ2019VJ[ZVJdac 5.7 18

391 wntermittentJfloodingJofJorganicWrichJsoilJpromotesJtheJformationJofJdenitrificationJhotJmomentsJ
andJhotJspotsXJEcosphereVJ2019VJ[ZVJeZ]cbg 3.1 17

390 oJpilotJstudyJofJfecalJbileJacidJandJmicrobiotaJprofilesJinJinflammatoryJbowelJdiseaseJandJprimaryJ
sclerosingJcholangitisXJClinicalbandbExperimentalbGastroenterologyVJ2019VJ[]VJgW[g 3.1 33

389 RoleJofJRhizobacteriaJinJ hytoremediationJofJ’etalWwmpactedJSitesJ2019VJ]ggWa]f 7

388 SynergyJbetweenJquantitativeJmicrobialJsourceJtrackingJRq’S₂SJandJquantitativeJmicrobialJriskJ
assessmentJR®’RoShJoJreviewJandJprospectusXJEnvironmentbInternationalVJ2019VJ[aZVJ[ZbeZa 12.9 36

387 wmpactsJofJaJchangingJearthJonJmicrobialJdynamicsJandJhumanJhealthJrisksJinJtheJcontinuumJ
betweenJbeachJwaterJandJsandXJWaterbResearchVJ2019VJ[d]VJbcdWbeZ 12.5 28

386 rurableJzongW₂ermJpacterialJsngraftmentJfollowingJsncapsulatedJtecalJ’icrobiotaJ
₂ransplantationJ₂oJ₂reatJqlostridiumJdifficileJwnfectionXJMBioVJ2019VJ[ZVJ 7.8 36

385 eW’ethylationJofJqhenodeoxycholicJocidJrerivativesJYieldsJaJSubstantialJwncreaseJinJ₂uRcJReceptorJ
 otencyXJJournalbofbMedicinalbChemistryVJ2019VJd]VJdf]bWdfaZ 8.3 8

384 ’icrobiotaJtransplantJtherapyJandJautismhJlessonsJforJtheJclinicXJExpertbReviewbofbGastroenterologyb
andbHepatologyVJ2019VJ[aVJ[ZaaW[Zae 4.2 12

383 onJolkaneJSulfonateJ’onooxygenaseJwsJRequiredJforJSymbioticJ–itrogenJtixationJbyJRsynXJ
pradyrhizobiumJjaponicumSJ₃Sro[[ZXJAppliedbandbEnvironmentalbMicrobiologyVJ2019VJfcVJ 4.8 4

382 qompositionalJandJtemporalJstabilityJofJfecalJtaxonJlibrariesJforJuseJwithJSource₂rackerJinJ
subWtropicalJcatchmentsXJWaterbResearchVJ2019VJ[dcVJ[[bgde 12.5 8

381 wnfluenceJofJzibraryJqompositionJonJSource₂rackerJ redictionsJforJqommunityWpasedJ’icrobialJ
SourceJ₂rackingXJEnvironmentalbSciencebhamp;bTechnologyVJ2019VJcaVJdZWdf 10.3 20

380 wmpactJofJlongWtermJgrazingJexclusionJonJsoilJmicrobialJcommunityJcompositionJandJnutrientJ
availabilityXJBiologybandbFertilitybofbSoilsVJ2019VJccVJ[][W[ab 6.1 32

379 qomparativeJdecayJofJsewageWassociatedJmarkerJgenesJinJbeachJwaterJandJsedimentJinJaJ
subtropicalJregionXJWaterbResearchVJ2019VJ[bgVJc[[Wc][ 12.5 39

378 qultivarJandJphosphorusJeffectsJonJswitchgrassJyieldJandJrhizosphereJmicrobialJdiversityXJAppliedb
MicrobiologybandbBiotechnologyVJ2019VJ[ZaVJ[geaW[gfe 5.7 9

377 ossociationJbetweenJsubmergedJaquaticJvegetationJandJelevatedJlevelsJofJsscherichiaJcoliJandJ
potentialJbacterialJpathogensJinJfreshwaterJlakesXJSciencebofbthebTotalbEnvironmentVJ2019VJdceVJa[gWa]b 10.2 13

376 ontibioticWinducedJrisruptionJofJwntestinalJ’icrobiotaJqontributesJtoJtailureJofJαerticalJSleeveJ
uastrectomyXJAnnalsbofbSurgeryVJ2019VJ]dgVJ[Zg]W[[ZZ 7.8 19

(2019-2019)
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375 opplicationJofJSource₂rackerJforJoccurateJwdentificationJofJtecalJ ollutionJinJRecreationalJ
treshwaterhJoJroubleWplindedJStudyXJEnvironmentalbSciencebhamp;bTechnologyVJ2018VJc]VJb]ZeWb][e 10.3 42

374 qurrentJunderstandingJofJmicrobiotaWJandJdietaryWtherapiesJforJtreatingJinflammatoryJbowelJ
diseaseXJJournalbofbMicrobiologyVJ2018VJcdVJ[fgW[gf 3 63

373 qomparisonsJofJbacterialJandJarchaealJcommunitiesJinJtheJrumenJandJaJdualWflowJcontinuousJ
cultureJfermentationJsystemJusingJampliconJsequencingXJJournalbofbAnimalbScienceVJ2018VJgdVJ[ZcgW[Ze]0.7 8

372 tecalJmicrobiotaJtransplantationJreversesJantibioticJandJchemotherapyWinducedJgutJdysbiosisJinJ
miceXJScientificbReportsVJ2018VJfVJd][g 4.9 61

371 ₂heJsffectsJofJ₂urbulenceJandJqarbonJomendmentsJonJ–itrateJ₃ptakeJandJ’icrobialJueneJ
obundancesJinJStreamJSedimentXJJournalbofbGeophysicalbResearchbG:bBiogeosciencesVJ2018VJ[]aVJ[]fgW[aZ[3.7 11

370
SeasonalJmetabolicJanalysisJofJmarineJsedimentsJcollectedJfromJ’oretonJpayJinJSouthJsastJ
®ueenslandVJoustraliaVJusingJaJmultiWomicsWbasedJapproachXJSciencebofbthebTotalbEnvironmentVJ2018VJ
da[Wda]VJ[a]fW[ab[

10.2 18

369 SelectJandJresequenceJrevealsJrelativeJfitnessJofJbacteriaJinJsymbioticJandJfreeWlivingJenvironmentsXJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2018VJ[[cVJ]b]cW]baZ 11.5 45

368 StrainJ₂rackingJRevealsJtheJreterminantsJofJpacterialJsngraftmentJinJtheJvumanJuutJtollowingJ
tecalJ’icrobiotaJ₂ransplantationXJCellbHostbandbMicrobeVJ2018VJ]aVJ]]gW]bZXec 23.4 177

367 βidespreadJoccurrenceJofJSinorhizobiumJmelilotiJstrainsJwithJaJtypeJwαJsecretionJsystemXJSymbiosisVJ
2018VJecVJf[Wg[ 3 2

366 pacillusJmegateriumJstrainsJderivedJfromJwaterJandJsoilJexhibitJdifferentialJresponsesJtoJtheJ
herbicideJmesotrioneXJPLoSbONEVJ2018VJ[aVJeZ[gd[dd 3.7 11

365 ₃reaJomendmentJrecreasesJ’icrobialJriversityJandJSelectsJforJSpecificJ–itrifyingJStrainsJinJsightJ
qontrastingJogriculturalJSoilsXJFrontiersbinbMicrobiologyVJ2018VJgVJdab 5.7 23

364 qz—₃rhJaJnonWparametricJdetectionJtestJforJmicrobiomeJoutliersXJMicrobiomeVJ2018VJdVJ[ae 16.6 3

363 recayJofJsewageWassociatedJbacterialJcommunitiesJinJfreshJandJmarineJenvironmentalJwatersJandJ
sedimentXJAppliedbMicrobiologybandbBiotechnologyVJ2018VJ[Z]VJe[cgWe[eZ 5.7 9

362 ₂heJcompleteJrepliconsJofJ[dJsnsiferJmelilotiJstrainsJofferJinsightsJintoJintraWJandJinterWrepliconJ
geneJtransferVJtransposonWassociatedJlociVJandJrepeatJelementsXJMicrobialbGenomicsVJ2018VJbVJ 4.4 8

361 uenomeWβideJossociationJonalysesJinJtheJ’odelJRhizobiumXJMSphereVJ2018VJaVJ 5 17

360 qompleteJuenomeJSequenceJofJSinorhizobiumJmelilotiJpacteriophageJv’S [WSusanXJGenomeb
AnnouncementsVJ2018VJdVJ 1

359  racticalJconsiderationsJforJsamplingJandJdataJanalysisJinJcontemporaryJmetagenomicsWbasedJ
environmentalJstudiesXJJournalbofbMicrobiologicalbMethodsVJ2018VJ[cbVJ[bW[f 2.8 6

358 qomprehensiveJtunctionalJonalysisJofJtheJsnterococcusJfaecalisJqoreJuenomeJ₃singJanJ—rderedVJ
SequenceWrefinedJqollectionJofJwnsertionalJ’utationsJinJStrainJ—u[RtXJMSystemsVJ2018VJaVJ 7.6 28
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357  utativeJ–itrogenWtixingJpacteriaJossociatedJβithJtheJRhizosphereJandJRootJsndosphereJofJβheatJ
 lantsJurownJinJanJondisolJtromJSouthernJqhileXJFrontiersbinbMicrobiologyVJ2018VJgVJ]e[Z 5.7 36

356 wnfluenceJofJ hysicochemicalJtactorsJonJpacterialJqommunitiesJolongJtheJzowerJ’ekongJRiverJ
ossessedJbyJwlluminaJ–extWuenerationJSequencingXJWaterobAirobandbSoilbPollutionVJ2018VJ]]gVJ[ 2.6 5

355  redictingJrecurrenceJofJqlostridiumJdifficileJinfectionJfollowingJencapsulatedJfecalJmicrobiotaJ
transplantationXJMicrobiomeVJ2018VJdVJ[dd 16.6 49

354 SpatialJandJtemporalJcharacterizationJofJepiphyticJmicrobialJcommunitiesJassociatedJwithJsurasianJ
watermilfoilhJaJhighlyJinvasiveJmacrophyteJinJ–orthJomericaXJFEMSbMicrobiologybEcologyVJ2018VJgbVJ 4.3 3

353 tecalJpollutionhJnewJtrendsJandJchallengesJinJmicrobialJsourceJtrackingJusingJnextWgenerationJ
sequencingXJEnvironmentalbMicrobiologyVJ2018VJ]ZVJa[a]Wa[bZ 5.2 30

352
®uantitativeJmicrobialJriskJassessmentJofJmicrobialJsourceJtrackingJmarkersJinJrecreationalJwaterJ
contaminatedJwithJfreshJuntreatedJandJsecondaryJtreatedJsewageXJEnvironmentbInternationalVJ2018
VJ[[eVJ]baW]bg

12.9 57

351  recipitationJinfluencesJpathogenicJbacteriaJandJantibioticJresistanceJgeneJabundanceJinJstormJ
drainJoutfallsJinJcoastalJsubWtropicalJwatersXJEnvironmentbInternationalVJ2018VJ[[dVJaZfWa[f 12.9 61

350 SleeveJgastrectomyJdrivesJpersistentJshiftsJinJtheJgutJmicrobiomeXJSurgerybforbObesitybandbRelatedb
DiseasesVJ2017VJ[aVJg[dWg]b 3 32

349 ’icrobiotaJ₂ransferJ₂herapyJaltersJgutJecosystemJandJimprovesJgastrointestinalJandJautismJ
symptomshJanJopenWlabelJstudyXJMicrobiomeVJ2017VJcVJ[Z 16.6 595

348 qompleteJuenomeJSequenceJofJtheJ₂riclosanWJandJ’ultidrugWResistantJ seudomonasJaeruginosaJ
StrainJp[ZβJwsolatedJfromJ’unicipalJβastewaterXJGenomebAnnouncementsVJ2017VJcVJ 1

347 qommunityJdynamicsJdriveJpunctuatedJengraftmentJofJtheJfecalJmicrobiomeJfollowingJ
transplantationJusingJfreezeWdriedVJencapsulatedJfecalJmicrobiotaXJGutbMicrobesVJ2017VJfVJ]edW]ff 8.8 25

346 ’etabolicJwnterferenceJofJsodJgeneJmutationsJonJcatalaseJactivityJinJsscherichiaJcoliJexposedJtoJ
uramoxone´fiJRparaquatSJherbicideXJEcotoxicologybandbEnvironmentalbSafetyVJ2017VJ[agVJfgWgd 7 10

345 SuccessfulJResolutionJofJRecurrentJqlostridiumJdifficileJwnfectionJusingJtreezeWrriedVJsncapsulatedJ
tecalJ’icrobiotaiJ ragmaticJqohortJStudyXJAmericanbJournalbofbGastroenterologyVJ2017VJ[[]VJgbZWgbe 0.7 109

344 SynthesisJandJpiologicalJsvaluationJofJpileJocidJonaloguesJwnhibitoryJtoJqlostridiumJdifficileJSporeJ
uerminationXJJournalbofbMedicinalbChemistryVJ2017VJdZVJabc[Wabe[ 8.3 25

343 –itrificationJgeneJratioJandJfreeJammoniaJexplainJnitriteJandJnitrousJoxideJproductionJinJ
ureaWamendedJsoilsXJSoilbBiologybandbBiochemistryVJ2017VJ[[[VJ[baW[ca 7.5 51

342 ₂heJrietJandJuutJ’icrobialJqommunitiesJofJ₂woJqloselyJRelatedJqombtoothJplenniesVqhasmodesJ
saburraeandScartellaJcristataXJCopeiaVJ2017VJ[ZcVJ]bgW]cd 1.1 5

341 tactorsJinfluencingJtheJSalmonellaJinternalizationJintoJseedpodsJandJwholeJplantsJofJorachisJ
hypogaeaJRzXSXJFoodbMicrobiologyVJ2017VJddVJ[fbW[fg 6 3

340 –ovelJ’icrobialJossemblagesJrominateJβeatheredJSulfideWpearingJRockJfromJqopperW–ickelJ
repositsJinJtheJruluthJqomplexVJ’innesotaVJ₃SoXJAppliedbandbEnvironmentalbMicrobiologyVJ2017VJfaVJ 4.8 23

(2017-2018)
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339 snvironmentalJsscherichiaJcolihJecologyJandJpublicJhealthJimplicationsWaJreviewXJJournalbofbAppliedb
MicrobiologyVJ2017VJ[]aVJceZWcf[ 4.7 230

338 rifferentialJwmpactsJofJzandWpasedJSourcesJofJ ollutionJonJtheJ’icrobiotaJofJSoutheastJtloridaJ
qoralJReefsXJAppliedbandbEnvironmentalbMicrobiologyVJ2017VJfaVJ 4.8 31

337 uutWsparingJtreatmentJofJurinaryJtractJinfectionJinJpatientsJatJhighJriskJofJqlostridiumJdifficileJ
infectionXJJournalbofbAntimicrobialbChemotherapyVJ2017VJe]VJc]]Wc]f 5.1 6

336 ₂ypeJwαJsffectorJ roteinsJwnvolvedJinJtheJ’edicagoWSinorhizobiumJSymbiosisXJMolecularb
PlantpMicrobebInteractionsVJ2017VJaZVJ]fWab 3.6 14

335 onalysisJofJgutJmicrobiotaJWJonJeverJchangingJlandscapeXJGutbMicrobesVJ2017VJfVJ]dfW]ec 8.8 18

334
 hylogeneticJpackgroundsJandJαirulenceWossociatedJ₂raitsJofJsscherichiaJcoliJwsolatesJfromJSurfaceJ
βatersJandJriverseJonimalsJinJ’innesotaJandJβisconsinXJAppliedbandbEnvironmentalbMicrobiologyVJ
2017VJfaVJ

4.8 10

333 StableJengraftmentJofJhumanJmicrobiotaJintoJmiceJwithJaJsingleJoralJgavageJfollowingJantibioticJ
conditioningXJMicrobiomeVJ2017VJcVJfe 16.6 77

332 —ptimizationJofJconditionsJforJdecolorizationJofJazoWbasedJtextileJdyesJbyJmultipleJfungalJspeciesXJ
JournalbofbBiotechnologyVJ2017VJ]dZVJ[[W[e 3.7 36

331
wnfluenceJofJheavyJmetalsJonJrhizosphereJmicrobialJcommunitiesJofJSiamJweedJRJqhromolaenaJ
odorataJRzXSSJusingJaJ[dSJrR–oJgeneJampliconJsequencingJapproachXJAgriculturebandbNaturalb
ResourcesVJ2017VJc[VJ[aeW[b[

1.3 3

330 snvironmentalJdriversJofJdenitrificationJratesJandJdenitrifyingJgeneJabundancesJinJchannelsJandJ
riparianJareasXJWaterbResourcesbResearchVJ2017VJcaVJdc]aWdcaf 5.4 26

329
oJmultiWomicsJbasedJecologicalJanalysisJofJcoastalJmarineJsedimentsJfromJuladstoneVJinJoustraliaQsJ
qentralJ®ueenslandVJandJveronJwslandVJaJnearbyJfringingJplatformJreefXJSciencebofbthebTotalb
EnvironmentVJ2017VJdZgVJfb]Wfca

10.2 19

328 ₂ranscriptomicJbasisJofJgenomeJbyJgenomeJvariationJinJaJlegumeWrhizobiaJmutualismXJMolecularb
EcologyVJ2017VJ]dVJd[]]Wd[ac 5.7 23

327 qompetitionJbetweenJintroducedJpradyrhizobiumJjaponicumJstrainsJandJindigenousJbradyrhizobiaJ
inJ’innesotaJorganicJfarmingJsystemsXJSymbiosisVJ2017VJeaVJ[ccW[da 3 11

326 qontemporaryJopplicationsJofJtecalJ’icrobiotaJ₂ransplantationJtoJ₂reatJwntestinalJriseasesJinJ
vumansXJArchivesbofbMedicalbResearchVJ2017VJbfVJeddWeea 6.6 20

325
sffectJofJrifferentJ₂reatmentJ₂echnologiesJonJtheJtateJofJontibioticJResistanceJuenesJandJqlassJ[J
wntegronsJwhenJResidualJ’unicipalJβastewaterJSolidsJareJoppliedJtoJSoilXJEnvironmentalbScienceb
hamp;bTechnologyVJ2017VJc[VJ[b]]cW[b]a]

10.3 45

324 oJvighW₂hroughputJr–oWSequencingJopproachJforJreterminingJSourcesJofJtecalJpacteriaJinJaJzakeJ
SuperiorJsstuaryXJEnvironmentalbSciencebhamp;bTechnologyVJ2017VJc[VJf]daWf]e[ 10.3 40

323 riurnalJcyclingJofJrhizosphereJbacterialJcommunitiesJisJassociatedJwithJshiftsJinJcarbonJmetabolismXJ
MicrobiomeVJ2017VJcVJdc 16.6 30

322 αirulenceJandJbiodegradationJpotentialJofJdynamicJmicrobialJcommunitiesJassociatedJwithJ
decayingJqladophoraJinJureatJzakesXJSciencebofbthebTotalbEnvironmentVJ2017VJcebVJfe]WffZ 10.2 11
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321 ompliconWbasedJtaxonomicJcharacterizationJofJbacteriaJinJurbanJandJperiWurbanJroofWharvestedJ
rainwaterJstoredJinJtanksXJSciencebofbthebTotalbEnvironmentVJ2017VJcedVJa]dWaab 10.2 29

320 RecentJchangesJtoJtheJclassificationJofJsymbioticVJnitrogenWfixingVJlegumeWassociatingJbacteriahJaJ
reviewXJSymbiosisVJ2017VJe[VJg[W[Zg 3 42

319 wnteractionJofJgutJmicrobiotaJwithJbileJacidJmetabolismJandJitsJinfluenceJonJdiseaseJstatesXJAppliedb
MicrobiologybandbBiotechnologyVJ2017VJ[Z[VJbeWdb 5.7 235

318 StrategiesJforJoptimizingJpio–anoJandJrovetailJexploredJthroughJaJsecondJreferenceJqualityJ
assemblyJforJtheJlegumeJmodelVJ’edicagoJtruncatulaXJBMCbGenomicsVJ2017VJ[fVJcef 4.5 41

317 uenesJandJuutJpacteriaJwnvolvedJinJzuminalJputyrateJReductionJqausedJbyJrietJandJzoperamideXJ
GenesVJ2017VJfVJ 4.2 29

316 oJqommunityJ’ultiW—micsJopproachJtowardsJtheJossessmentJofJSurfaceJβaterJ®ualityJinJanJ₃rbanJ
RiverJSystemXJInternationalbJournalbofbEnvironmentalbResearchbandbPublicbHealthVJ2017VJ[bVJ 4.6 36

315 wncreasedJrenitrificationJRatesJossociatedJwithJShiftsJinJ rokaryoticJqommunityJqompositionJ
qausedJbyJαaryingJvydrologicJqonnectivityXJFrontiersbinbMicrobiologyVJ2017VJfVJ]aZb 5.7 16

314 sffectJofJtecalJ’icrobiotaJ₂ransplantationJonJRecurrenceJinJ’ultiplyJRecurrentJqlostridiumJdifficileJ
wnfectionhJoJRandomizedJ₂rialXJAnnalsbofbInternalbMedicineVJ2016VJ[dcVJdZgWd[d 8 344

313 snvironmentJshapesJtheJfecalJmicrobiomeJofJinvasiveJcarpJspeciesXJMicrobiomeVJ2016VJbVJbb 16.6 90

312 taecalJmicrobiotaJtransplantationJisJpromisingJbutJnotJaJpanaceaXJNaturebMicrobiologyVJ2016VJ[VJ[dZ[c 26.6 20

311 uS₂JactivityJandJmembraneJlipidJsaturationJpreventsJmesotrioneWinducedJcellularJdamageJinJ
 antoeaJananatisXJAMBbExpressVJ2016VJdVJeZ 4.1 12

310
₃rsodeoxycholicJocidJwnhibitsJqlostridiumJdifficileJSporeJuerminationJandJαegetativeJurowthVJandJ
 reventsJtheJRecurrenceJofJwlealJ ouchitisJossociatedJβithJtheJwnfectionXJJournalbofbClinicalb
GastroenterologyVJ2016VJcZVJd]bWaZ

3 69

309 ₃nderstandingJtheJmechanismsJofJfaecalJmicrobiotaJtransplantationXJNaturebReviewsb
GastroenterologybandbHepatologyVJ2016VJ[aVJcZfW[d 24.2 245

308 ₂heJsymbiovarJtrifoliiJofJRhizobiumJbangladeshenseJandJRhizobiumJaegyptiacumJspXJnovXJnodulateJ
₂rifoliumJalexandrinumJinJsgyptXJSystematicbandbAppliedbMicrobiologyVJ2016VJagVJ]ecW]eg 4.2 29

307
ossociationsJbetweenJsoilJbacterialJcommunityJstructureJandJnutrientJcyclingJfunctionsJinJ
longWtermJorganicJfarmJsoilsJfollowingJcoverJcropJandJorganicJfertilizerJamendmentXJSciencebofbtheb
TotalbEnvironmentVJ2016VJcddWcdeVJgbgWgcg

10.2 69

306
’odelingJtheJfateJofJantibioticJresistanceJgenesJandJclassJ[JintegronsJduringJthermophilicJ
anaerobicJdigestionJofJmunicipalJwastewaterJsolidsXJAppliedbMicrobiologybandbBiotechnologyVJ2016VJ
[ZZVJ[baeW[bbb

5.7 31

305 SedimentsJandJSoilsJoctJasJReservoirsJforJ₂axonomicJandJtunctionalJpacterialJriversityJinJtheJ₃pperJ
’ississippiJRiverXJMicrobialbEcologyVJ2016VJe[VJf[bW]b 4.4 20

304 wnflammatoryJpowelJriseaseJoffectsJtheJ—utcomeJofJtecalJ’icrobiotaJ₂ransplantationJforJ
RecurrentJqlostridiumJdifficileJwnfectionXJClinicalbGastroenterologybandbHepatologyVJ2016VJ[bVJ[baaWf 6.9 149

(2016-2017)
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303
RegionalJSimilaritiesJandJqonsistentJ atternsJofJzocalJαariationJinJpeachJSandJpacterialJ
qommunitiesJthroughoutJtheJ–orthernJvemisphereXJAppliedbandbEnvironmentalbMicrobiologyVJ2016VJ
f]VJ]ec[W]ed]

4.8 20

302 qhangesJinJqolonicJpileJocidJqompositionJfollowingJtecalJ’icrobiotaJ₂ransplantationJoreJSufficientJ
toJqontrolJqlostridiumJdifficileJuerminationJandJurowthXJPLoSbONEVJ2016VJ[[VJeZ[be][Z 3.7 90

301 pacterialJbiogeographyJinfluencedJbyJshelfWbasinJexchangeJinJtheJorcticJsurfaceJsedimentJatJtheJ
qhukchiJporderlandXJEnvironmentalbMicrobiologyVJ2016VJ[fVJddfWef 5.2 1

300 qompleteJ’icrobiotaJsngraftmentJwsJ–otJsssentialJforJRecoveryJfromJRecurrentJqlostridiumJ
difficileJwnfectionJfollowingJtecalJ’icrobiotaJ₂ransplantationXJMBioVJ2016VJeVJ 7.8 66

299 opplicationJofJmetagenomicsJtoJassessJmicrobialJcommunitiesJinJwaterJandJotherJenvironmentalJ
matricesXJJournalbofbthebMarinebBiologicalbAssociationbofbthebUnitedbKingdomVJ2016VJgdVJ[][W[]g 1.1 19

298 rraftJuenomeJSequencesJofJtourJ–ovelJ₂hermalWJandJolkalineW₂olerantJsgyptianJRhizobiumJStrainsJ
–odulatingJperseemJqloverXJGenomebAnnouncementsVJ2016VJbVJ 2

297 peachJsandJandJtheJpotentialJforJinfectiousJdiseaseJtransmissionhJobservationsJandJ
recommendationsXJJournalbofbthebMarinebBiologicalbAssociationbofbthebUnitedbKingdomVJ2016VJgdVJ[Z[W[]Z 1.1 53

296 snvironmentalJqontaminationJinJvouseholdsJofJ atientsJwithJRecurrentJqlostridiumJdifficileJ
wnfectionXJAppliedbandbEnvironmentalbMicrobiologyVJ2016VJf]VJ]dfdW]dg] 4.8 23

295 qorrelationsJbetweenJpathogenJconcentrationJandJfecalJindicatorJmarkerJgenesJinJbeachJ
environmentsXJSciencebofbthebTotalbEnvironmentVJ2016VJceaVJf]dWfaZ 10.2 31

294 StructureJofJbacterialJcommunitiesJinJsoilJfollowingJcoverJcropJandJorganicJfertilizerJincorporationXJ
AppliedbMicrobiologybandbBiotechnologyVJ2016VJ[ZZVJgaa[Wgab[ 5.7 50

293 SurvivalJandJqompetitivenessJofJpradyrhizobiumJjaponicumJStrainsJ]ZJYearsJafterJwntroductionJintoJ
tieldJzocationsJinJ olandXJAppliedbandbEnvironmentalbMicrobiologyVJ2015VJf[VJccc]Wg 4.8 29

292 ₂oolboxJopproachesJ₃singJ’olecularJ’arkersJandJ[dSJrR–oJueneJompliconJrataJSetsJforJ
wdentificationJofJtecalJ ollutionJinJSurfaceJβaterXJAppliedbandbEnvironmentalbMicrobiologyVJ2015VJf[VJeZdeWee4.8 55

291 wnfluenceJofJseawaterJintrusionJonJmicrobialJcommunitiesJinJgroundwaterXJSciencebofbthebTotalb
EnvironmentVJ2015VJca]VJaaeWba 10.2 28

290 qhangesJinJhumanJgutJmicrobiotaJinfluencedJbyJprobioticJfermentedJmilkJingestionXJJournalbofb
DairybScienceVJ2015VJgfVJacdfWed 4 41

289 rynamicJchangesJinJshortWJandJlongWtermJbacterialJcompositionJfollowingJfecalJmicrobiotaJ
transplantationJforJrecurrentJqlostridiumJdifficileJinfectionXJMicrobiomeVJ2015VJaVJ[Z 16.6 175

288 svaluationJofJwaterJsamplingJmethodologiesJforJampliconWbasedJcharacterizationJofJbacterialJ
communityJstructureXJJournalbofbMicrobiologicalbMethodsVJ2015VJ[[bVJbaWcZ 2.8 31

287 wnfluenceJofJvyphalJwnoculumJpotentialJonJtheJqompetitiveJSuccessJofJtungiJqolonizingJβoodXJ
MicrobialbEcologyVJ2015VJdgVJecfWde 4.4 23

286 wsolationJandJqharacterizationJofJaJ–ovelJwmidaclopridWregradingJ’ycobacteriumJspXJStrainJ’ydJ
fromJanJsgyptianJSoilXJJournalbofbAgriculturalbandbFoodbChemistryVJ2015VJdaVJbe][We 5.7 36
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285 RapidJmethodJusingJtwoJmicrobialJenzymesJforJdetectionJofJzWabrineJinJfoodJasJaJmarkerJforJtheJ
toxicJproteinJabrinXJAppliedbandbEnvironmentalbMicrobiologyVJ2015VJf[VJ[d[ZWc 4.8 2

284 ueographicJisolationJofJsscherichiaJcoliJgenotypesJinJsedimentsJandJwaterJofJtheJSevenJ’ileJqreekJWJ
oJconstructedJriverineJwatershedXJSciencebofbthebTotalbEnvironmentVJ2015VJcafVJefWfc 10.2 14

283 SiteWspecificJdistributionJandJcompetitiveJabilityJofJindigenousJbeanWnodulatingJrhizobiaJisolatedJ
fromJorganicJfieldsJinJ’innesotaXJJournalbofbBiotechnologyVJ2015VJ][bVJ[cfWdf 3.7 3

282 revelopmentJofJfecalJmicrobiotaJtransplantationJsuitableJforJmainstreamJmedicineXJClinicalb
GastroenterologybandbHepatologyVJ2015VJ[aVJ]bdWcZ 6.9 32

281 SpeciesJsortingJandJseasonalJdynamicsJprimarilyJshapeJbacterialJcommunitiesJinJtheJ₃pperJ
’ississippiJRiverXJSciencebofbthebTotalbEnvironmentVJ2015VJcZcVJbacWbc 10.2 97

280 ommoniumJsorptionJandJammoniaJinhibitionJofJnitriteWoxidizingJbacteriaJexplainJcontrastingJsoilJ
–]—JproductionXJScientificbReportsVJ2015VJcVJ[][ca 4.9 89

279 onJolternativeJopproachJtoJLwdentificationJofJ₃nknownsLhJresigningJaJ rotocolJtoJαerifyJtheJ
wdentitiesJofJ–itrogenJtixingJpacteriaXJJournalbofbMicrobiologybandbBiologybEducationVJ2015VJ[dVJ]beWca 1.3 4

278 vighWthroughputJfunctionalJscreeningJrevealsJlowJfrequencyJofJantibioticJresistanceJgenesJinJr–oJ
recoveredJfromJtheJ₃pperJ’ississippiJRiverXJJournalbofbWaterbandbHealthVJ2015VJ[aVJdgaWeZa 2.2 9

277 qharacterizationJofJaJtunctionalJRoleJofJtheJpradyrhizobiumJjaponicumJwsocitrateJzyaseJinJ
resiccationJ₂oleranceXJInternationalbJournalbofbMolecularbSciencesVJ2015VJ[dVJ[ddgcWeZg 6.3 9

276 SecretionJsystemsJandJsignalJexchangeJbetweenJnitrogenWfixingJrhizobiaJandJlegumesXJFrontiersbinb
PlantbScienceVJ2015VJdVJbg[ 6.2 99

275 ₂ransformationJofJtetracyclineJbyJ₂etXJandJitsJsubsequentJdegradationJinJaJheterologousJhostXJ
FEMSbMicrobiologybEcologyVJ2015VJg[VJ 4.3 17

274 oJnovelJmicrobialJsourceJtrackingJmicroarrayJforJpathogenJdetectionJandJfecalJsourceJidentificationJ
inJenvironmentalJsystemsXJEnvironmentalbSciencebhamp;bTechnologyVJ2015VJbgVJea[gW]g 10.3 33

273 rynamicJchangesJinJtheJpopulationJstructureJofJsscherichiaJcoliJinJtheJYeongsanJRiverJbasinJofJ
SouthJyoreaXJFEMSbMicrobiologybEcologyVJ2015VJg[VJ 4.3 5

272 trequenciesJofJheavyJmetalJresistanceJareJassociatedJwithJlandJcoverJtypeJinJtheJ₃pperJ’ississippiJ
RiverXJSciencebofbthebTotalbEnvironmentVJ2015VJc[[VJbd[Wf 10.2 15

271 piodegradationJofJatrazineJbyJthreeJtransgenicJgrassesJandJalfalfaJexpressingJaJmodifiedJbacterialJ
atrazineJchlorohydrolaseJgeneXJTransgenicbResearchVJ2015VJ]bVJbecWff 3.3 11

270  redominantJpopulationsJofJindigenousJsoybeanWnodulatingJpradyrhizobiumJjaponicumJstrainsJ
obtainedJfromJorganicJfarmingJsystemsJinJ’innesotaXJJournalbofbAppliedbMicrobiologyVJ2015VJ[[fVJ[[c]Wdb4.7 11

269  revalenceJofJtoxinWproducingJqlostridiumJbotulinumJassociatedJwithJtheJmacroalgaJqladophoraJinJ
threeJureatJzakeshJgrowthJandJmanagementXJSciencebofbthebTotalbEnvironmentVJ2015VJc[[VJc]aWg 10.2 9

268 qomplementaryJampliconWbasedJgenomicJapproachesJforJtheJstudyJofJfungalJcommunitiesJinJ
humansXJPLoSbONEVJ2015VJ[ZVJeZ[[deZc 3.7 37

(2015-2015)
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267 ’icroscaleJmeasurementsJrevealJcontrastingJeffectsJofJphotosynthesisJandJepiphytesJonJfrictionalJ
dragJonJtheJsurfacesJofJfilamentousJalgaeXJFreshwaterbBiologyVJ2014VJcgVJa[]Wa]b 3.1 6

266 ShiftJofJbacterialJcommunityJstructureJinJtwoJ₂haiJsoilJseriesJaffectedJbyJsilverJnanoparticlesJusingJ
oRwSoXJWorldbJournalbofbMicrobiologybandbBiotechnologyVJ2014VJaZVJ][[gW]b 4.4 14

265 snvironmentalJandJanimalWassociatedJenterococciXJAdvancesbinbAppliedbMicrobiologyVJ2014VJfeVJ[beWfd 4.9 31

264 snhancedJnodulationJandJnoduleJdevelopmentJbyJnolRJmutantsJofJSinorhizobiumJmedicaeJonJ
specificJ’edicagoJhostJgenotypesXJMolecularbPlantpMicrobebInteractionsVJ2014VJ]eVJa]fWac 3.6 13

263 ®uantitativeJ qRJforJmeasuringJbiomassJofJdecomposerJfungiJinJplantaXJFungalbEcologyVJ2014VJeVJagWbd 4.1 18

262 ’icrobiotaJtransplantationJrestoresJnormalJfecalJbileJacidJcompositionJinJrecurrentJqlostridiumJ
difficileJinfectionXJAmericanbJournalbofbPhysiologybpbRenalbPhysiologyVJ2014VJaZdVJua[ZWg 5.1 254

261 piodegradationJinJβatersJfromJvydraulicJtracturinghJqhemistryVJ’icrobiologyVJandJsngineeringXJ
JournalbofbEnvironmentalbEngineeringobASCEVJ2014VJ[bZVJ 2 54

260
tateJofJantibioticJresistanceJgenesJandJclassJ[JintegronsJinJsoilJmicrocosmsJfollowingJtheJ
applicationJofJtreatedJresidualJmunicipalJwastewaterJsolidsXJEnvironmentalbSciencebhamp;b
TechnologyVJ2014VJbfVJcd]ZWe

10.3 88

259 SpeciesJandJgenusJlevelJresolutionJanalysisJofJgutJmicrobiotaJinJqlostridiumJdifficileJpatientsJ
followingJfecalJmicrobiotaJtransplantationXJMicrobiomeVJ2014VJ]VJ[a 16.6 77

258 ’icrobesJinJpeachJSandshJwntegratingJsnvironmentVJscologyJandJ ublicJvealthXJReviewsbinb
EnvironmentalbSciencebandbBiotechnologyVJ2014VJ[aVJa]gWadf 13.9 98

257 recayJofJgeneticJmarkersJforJfecalJbacterialJindicatorsJandJpathogensJinJsandJfromJzakeJSuperiorXJ
WaterbResearchVJ2014VJcgVJggW[[[ 12.5 35

256 sntericJpathogenWplantJinteractionshJmolecularJconnectionsJleadingJtoJcolonizationJandJgrowthJandJ
implicationsJforJfoodJsafetyXJMicrobesbandbEnvironmentsVJ2014VJ]gVJ[]aWac 2.6 52

255 ’echanismsJofJtoleranceJandJhighJdegradationJcapacityJofJtheJherbicideJmesotrioneJbyJsscherichiaJ
coliJstrainJrvcW˛–XJPLoSbONEVJ2014VJgVJegggdZ 3.7 25

254 ’easurementJandJ’odelingJofJrenitrificationJinJSandWpedJStreamsJunderJαariousJzandJ₃sesXJ
JournalbofbEnvironmentalbQualityVJ2014VJbaVJ[Z[aW]a 3.4 8

253 SelectionJonJhorizontallyJtransferredJandJduplicatedJgenesJinJsinorhizobiumJRensiferSVJtheJ
rootWnoduleJsymbiontsJofJmedicagoXJGenomebBiologybandbEvolutionVJ2014VJdVJ[[ggW]Zg 3.9 14

252 qoreJfunctionalJtraitsJofJbacterialJcommunitiesJinJtheJ₃pperJ’ississippiJRiverJshowJlimitedJvariationJ
inJresponseJtoJlandJcoverXJFrontiersbinbMicrobiologyVJ2014VJcVJb[b 5.7 64

251 pacterialJcommunityJstructureJisJindicativeJofJchemicalJinputsJinJtheJ₃pperJ’ississippiJRiverXJ
FrontiersbinbMicrobiologyVJ2014VJcVJc]b 5.7 61

250
rraftJuenomeJSequenceJofJSphingobacteriumJspXJStrainJ ’]W [W]gVJaJ₂etracyclineWregradingJ
₂etXWsxpressingJoerobicJpacteriumJwsolatedJfromJogriculturalJSoilXJGenomebAnnouncementsVJ2014VJ
]VJ

4
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249 uenomeWscaleJmetabolicJnetworkJvalidationJofJShewanellaJoneidensisJusingJtransposonJinsertionJ
frequencyJanalysisXJPLoSbComputationalbBiologyVJ2014VJ[ZVJe[ZZafbf 5 20

248
–earWfullJlengthJsequencingJofJ[dSJrr–oJandJRtz JindicatesJthatJRhizobiumJetliJisJtheJdominantJ
speciesJnodulatingJsgyptianJwinterJperseemJcloverJR₂rifoliumJalexandrinumJzXSXJSystematicbandb
AppliedbMicrobiologyVJ2014VJaeVJ[][Wf

4.2 14

247 –otableJdecompositionJproductsJofJsenescingJzakeJ’ichiganJqladophoraJglomerataXJJournalbofb
GreatbLakesbResearchVJ2014VJbZVJfZZWfZd 3 7

246 wmmuneJmediatedJshapingJofJmicrofloraJcommunityJcompositionJdependsJonJbarrierJsiteXJPLoSbONE
VJ2014VJgVJefbZ[g 3.7 27

245 SeasonalJandJgenotypicJchangesJinJescherichiaJcoliJphylogeneticJgroupsJinJtheJYeongsanJRiverJbasinJ
ofJSouthJyoreaXJPLoSbONEVJ2014VJgVJe[ZZcfc 3.7 13

244 ’easurementJandJ’odelingJofJrenitrificationJinJSandWpedJStreamsJunderJαariousJzandJ₃sesJ2014VJ
baVJ[Z[a 0

243 qomparativeJgenomicsJofJtheJcoreJandJaccessoryJgenomesJofJbfJSinorhizobiumJstrainsJcomprisingJ
fiveJgenospeciesXJGenomebBiologyVJ2013VJ[bVJR[e 18.3 114

242 svaluationJofJmolecularJcommunityJanalysisJmethodsJforJdiscerningJfecalJsourcesJandJhumanJ
wasteXJWaterbResearchVJ2013VJbeVJdfd]We] 12.5 48

241
ominoJacidJsubstitutionsJinJnaphthaleneJdioxygenaseJfromJ seudomonasJspXJstrainJ–qwpJgf[dWbJ
resultJinJregioWJandJstereoWspecificJhydroxylationJofJflavanoneJandJisoflavanoneXJAppliedb
MicrobiologybandbBiotechnologyVJ2013VJgeVJdgaWeZb

5.7 10

240 oirWdryingJbedsJreduceJtheJquantitiesJofJantibioticJresistanceJgenesJandJclassJ[JintegronsJinJresidualJ
municipalJwastewaterJsolidsXJEnvironmentalbSciencebhamp;bTechnologyVJ2013VJbeVJggdcWe[ 10.3 38

239 opplicationJofJwlluminaJnextWgenerationJsequencingJtoJcharacterizeJtheJbacterialJcommunityJofJtheJ
₃pperJ’ississippiJRiverXJJournalbofbAppliedbMicrobiologyVJ2013VJ[[cVJ[[beWcf 4.7 156

238 ’ethanogenesisJfacilitatedJbyJgeobiochemicalJironJcycleJinJaJnovelJsyntrophicJmethanogenicJ
microbialJcommunityXJEnvironmentalbSciencebhamp;bTechnologyVJ2013VJbeVJ[ZZefWfb 10.3 66

237 qharacterizationJofJanJisoeugenolJmonooxygenaseJRwemSJfromJ seudomonasJnitroreducensJxin[J
thatJtransformsJisoeugenolJtoJvanillinXJBioscienceobBiotechnologybandbBiochemistryVJ2013VJeeVJ]fgWgb 2.1 20

236  hotosyntheticJpradyrhizobiumJspXJstrainJ—RS]fcJisJcapableJofJformingJnitrogenWfixingJrootJ
nodulesJonJsoybeansJRulycineJmaxSXJAppliedbandbEnvironmentalbMicrobiologyVJ2013VJegVJ]bcgWd] 4.8 11

235 svaluationJofJtheJrepeatabilityJandJreproducibilityJofJaJsuiteJofJq qRWbasedJmicrobialJsourceJ
trackingJmethodsXJWaterbResearchVJ2013VJbeVJdfagWbf 12.5 48

234 ’ultiWlaboratoryJevaluationsJofJtheJperformanceJofJqatellicoccusJmarimammaliumJ qRJassaysJ
developedJtoJtargetJgullJfecalJsourcesXJWaterbResearchVJ2013VJbeVJdffaWgd 12.5 46

233 ₂heJestablishmentJofJtheJnuisanceJcyanobacteriaJzyngbyaJwolleiJinJzakeJStXJqlairJandJitsJpotentialJ
toJharborJfecalJindicatorJbacteriaXJJournalbofbGreatbLakesbResearchVJ2013VJagVJcdZWcdf 3 21

232 RootJandJStemJ–oduleJpacteriaJofJzegumesJ2013VJbZ[Wb]c 5

(2013-2014)

13



231 wncidenceJofJnaturallyJinternalizedJbacteriaJinJlettuceJleavesXJInternationalbJournalbofbFoodb
MicrobiologyVJ2013VJ[d]VJ]dZWc 5.8 28

230 ₂ranscriptionalJandJfunctionalJresponsesJofJsscherichiaJcoliJ—[cehveJgrowingJinJtheJlettuceJ
rhizoplaneXJFoodbMicrobiologyVJ2013VJacVJ[adWb] 6 17

229 ontimicrobialJpeptidesJtargetingJuramWnegativeJpathogensVJproducedJandJdeliveredJbyJlacticJacidJ
bacteriaXJACSbSyntheticbBiologyVJ2013VJ]VJdbaWcZ 5.7 50

228  athogenicJsscherichiaJcoliJstrainsJproducingJextendedWspectrumJ˛†WlactamasesJinJtheJYeongsanJ
RiverJbasinJofJSouthJyoreaXJEnvironmentalbSciencebhamp;bTechnologyVJ2013VJbeVJ[[]fWad 10.3 29

227 ristributionJofJgeneticJmarkersJofJfecalJpollutionJonJaJfreshwaterJsandyJshorelineJinJproximityJtoJ
wastewaterJeffluentXJEnvironmentalbSciencebhamp;bTechnologyVJ2013VJbeVJaagcWbZ] 10.3 24

226 ossociationJofJtoxinWproducingJqlostridiumJbotulinumJwithJtheJmacroalgaJqladophoraJinJtheJureatJ
zakesXJEnvironmentalbSciencebhamp;bTechnologyVJ2013VJbeVJ]cfeWgb 10.3 34

225 qompleteJuenomeJSequenceJofJtheJSesbaniaJSymbiontJandJRiceJurowthW romotingJsndophyteJ
RhizobiumJspXJStrainJwRpuebXJGenomebAnnouncementsVJ2013VJ[VJ 28

224 ResolutionJofJsevereJqlostridiumJdifficileJinfectionJfollowingJsequentialJfecalJmicrobiotaJ
transplantationXJJournalbofbClinicalbGastroenterologyVJ2013VJbeVJeacWe 3 71

223 wntestinalJlaminaJpropriaJdendriticJcellsJmaintainJ₂JcellJhomeostasisJbutJdoJnotJaffectJ
commensalismXJJournalbofbExperimentalbMedicineVJ2013VJ][ZVJ]Z[[W]b 16.6 121

222 vighWthroughputJr–oJsequenceJanalysisJrevealsJstableJengraftmentJofJgutJmicrobiotaJfollowingJ
transplantationJofJpreviouslyJfrozenJfecalJbacteriaXJGutbMicrobesVJ2013VJbVJ[]cWac 8.8 218

221 —ccurrenceVJgeneticJdiversityVJandJpersistenceJofJenterococciJinJaJzakeJSuperiorJwatershedXJAppliedb
andbEnvironmentalbMicrobiologyVJ2013VJegVJaZdeWec 4.8 22

220 wnfluenceJofJelevatedJatmosphericJcarbonJdioxideJonJtranscriptionalJresponsesJofJpradyrhizobiumJ
japonicumJinJtheJsoybeanJrhizoplaneXJMicrobesbandbEnvironmentsVJ2013VJ]fVJ][eW]e 2.6 13

219 qharacterizationJofJaJselfWsufficientJtransWanetholeJoxygenaseJfromJ seudomonasJputidaJxYRW[XJ
PLoSbONEVJ2013VJfVJeeaacZ 3.7 4

218 qandidateJgenesJandJgeneticJarchitectureJofJsymbioticJandJagronomicJtraitsJrevealedJbyJ
wholeWgenomeVJsequenceWbasedJassociationJgeneticsJinJ’edicagoJtruncatulaXJPLoSbONEVJ2013VJfVJedcdff3.7 121

217 oerobicJdigestionJreducesJtheJquantityJofJantibioticJresistanceJgenesJinJresidualJmunicipalJ
wastewaterJsolidsXJFrontiersbinbMicrobiologyVJ2013VJbVJ[e 5.7 58

216 ₂heJpopulationJstructureJofJsscherichiaJcoliJisolatedJfromJsubtropicalJandJtemperateJsoilsXJScienceb
ofbthebTotalbEnvironmentVJ2012VJb[eWb[fVJ]eaWg 10.2 40

215 ueneJexpressionJprofilingJofJsscherichiaJcoliJinJresponseJtoJinteractionsJwithJtheJlettuceJ
rhizosphereXJJournalbofbAppliedbMicrobiologyVJ2012VJ[[aVJ[ZedWfd 4.7 18

214 wntegratedJonlineJsystemJforJaJpyrosequencingWbasedJmicrobialJsourceJtrackingJmethodJthatJ
targetsJpacteroidetesJ[dSJrr–oXJEnvironmentalbSciencebhamp;bTechnologyVJ2012VJbdVJgaWf 10.3 33

Michael J Sadowsky
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213 oJmodelJlaboratoryJsystemJtoJstudyJtheJsynergisticJinteractionJandJgrowthJofJenvironmentalJ
sscherichiaJcoliJwithJmacrophyticJgreenJalgaeXJJournalbofbGreatbLakesbResearchVJ2012VJafVJagZWagc 3 3

212 SilicaJgelWencapsulatedJotzoJbiocatalystJforJatrazineJbiodegradationXJAppliedbMicrobiologybandb
BiotechnologyVJ2012VJgdVJ]a[WbZ 5.7 29

211 StandardizedJfrozenJpreparationJforJtransplantationJofJfecalJmicrobiotaJforJrecurrentJqlostridiumJ
difficileJinfectionXJAmericanbJournalbofbGastroenterologyVJ2012VJ[ZeVJed[We 0.7 466

210 zegumeâ��’icrobeJSymbiosesJ2012VJeaWff

209  hylogeneticJandJphenotypicJanalysesJofJarsenicWreducingJbacteriaJisolatedJfromJanJoldJtinJmineJ
areaJinJ₂hailandXJWorldbJournalbofbMicrobiologybandbBiotechnologyVJ2012VJ]fVJ]]feWg] 4.4 4

208 qompetitionJbetweenJtwoJwoodWdegradingJfungiJwithJdistinctJinfluencesJonJresiduesXJFEMSb
MicrobiologybEcologyVJ2012VJegVJ[ZgW[e 4.3 27

207 wsolationJofJmesotrioneWdegradingJbacteriaJfromJaquaticJenvironmentsJinJprazilXJChemosphereVJ2012
VJfdVJ[[]eWa] 8.4 34

206  lasmidJlocalizationJandJorganizationJofJmelamineJdegradationJgenesJinJRhodococcusJspXJstrainJ
’elXJAppliedbandbEnvironmentalbMicrobiologyVJ2012VJefVJ[ageWbZa 4.8 21

205 ₂ranscriptionalJresponsesJofJsscherichiaJcoliJyW[]JandJ—[cehveJassociatedJwithJlettuceJleavesXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2012VJefVJ[ec]Wdb 4.8 73

204 ₂ranscriptionalJcontrolJofJtheJisoeugenolJmonooxygenaseJofJ seudomonasJnitroreducensJxin[JinJ
sscherichiaJcoliXJBioscienceobBiotechnologybandbBiochemistryVJ2012VJedVJ[fg[Wd 2.1 10

203 ₂ranscriptionalJResponsesJofJsscherichiaJcoliJyW[]JandJ—[cehveJossociatedJwithJzettuceJzeavesXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2012VJefVJaefaWaefa 4.8 1

202 refiningJsequenceJspaceJandJreactionJproductsJwithinJtheJcyanuricJacidJhydrolaseJ
RotzrSYbarbituraseJproteinJfamilyXJJournalbofbBacteriologyVJ2012VJ[gbVJbcegWff 3.5 25

201  opulationJgenomicsJofJtheJfacultativelyJmutualisticJbacteriaJSinorhizobiumJmelilotiJandJSXJ
medicaeXJPLoSbGeneticsVJ2012VJfVJe[ZZ]fdf 6 56

200 SimultaneousJsynthesisJofJtemperatureWtunableJpeptideJandJgoldJnanoparticleJhybridJspheresXJ
BiomacromoleculesVJ2011VJ[]VJ]c[fW]a 6.9 24

199 ’ultiWscaleJtemporalJandJspatialJvariationJinJgenotypicJcompositionJofJqladophoraWborneJ
sscherichiaJcoliJpopulationsJinJzakeJ’ichiganXJWaterbResearchVJ2011VJbcVJe][Wa[ 12.5 21

198 sXJcoliJhistidineJtriadJnucleotideJbindingJproteinJ[JRecvin₂SJisJaJcatalyticJregulatorJofJrWalanineJ
dehydrogenaseJRradoSJactivityJinJvivoXJPLoSbONEVJ2011VJdVJe]Zfge 3.7 12

197
sxpressionJandJfunctionalJrolesJofJpradyrhizobiumJjaponicumJgenesJinvolvedJinJtheJutilizationJofJ
inorganicJandJorganicJsulfurJcompoundsJinJfreeWlivingJandJsymbioticJconditionsXJMolecularb
PlantpMicrobebInteractionsVJ2011VJ]bVJbc[We

3.6 10

196 βaterfowlJabundanceJdoesJnotJpredictJtheJdominantJavianJsourceJofJbeachJsscherichiaJcoliXJJournalb
ofbEnvironmentalbQualityVJ2011VJbZVJ[g]bWa[ 3.4 7

(2011-2012)

15



195 uenotypicJandJphenotypicJtrendsJinJantibioticJresistantJpathogenicJsscherichiaJcoliJisolatedJfromJ
humansJandJfarmJanimalsJinJSouthJyoreaXJMicrobesbandbEnvironmentsVJ2011VJ]dVJ[gfW]Zb 2.6 10

194  revalenceJofJseasonWspecificJsscherichiaJcoliJstrainsJinJtheJYeongsanJRiverJpasinJofJSouthJyoreaXJ
EnvironmentalbMicrobiologyVJ2011VJ[aVJa[ZaW[a 5.2 14

193 SoilJnitrogenJtransformationsJunderJelevatedJatmosphericJq—â��JandJ—â��JduringJtheJsoybeanJgrowingJ
seasonXJEnvironmentalbPollutionVJ2011VJ[cgVJbZ[We 9.3 20

192
₂heJoccurrenceJofJvirulenceJtraitsJamongJhighWlevelJaminoglycosidesJresistantJsnterococcusJ
isolatesJobtainedJfromJfecesJofJhumansVJanimalsVJandJbirdsJinJSouthJyoreaXJInternationalbJournalbofb
FoodbMicrobiologyVJ2011VJ[bbVJafeWg]

5.8 40

191 vydrothermalJcarbonizationJofJmicroalgaeJwwXJtattyJacidVJcharVJandJalgalJnutrientJproductsXJAppliedb
EnergyVJ2011VJffVJa]fdWa]gZ 10.7 117

190 SynthesisJofJchalcogenideJternaryJandJquaternaryJnanotubesJthroughJdirectedJcompositionalJ
alterationsJofJbacterialJosâ��SJnanotubesXJJournalbofbMaterialsbChemistryVJ2011VJ][VJ[Z]ee 7

189 pacterialJformationJofJextracellularJ₃RαwSJnanowiresXJChemicalbCommunicationsVJ2011VJbeVJfZedWf 5.8 15

188 piodegradationJandJmineralizationJofJmetolachlorJandJalachlorJbyJqandidaJxestobiiXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2011VJcgVJd[gW]e 5.7 39

187
βholeWgenomeJnucleotideJdiversityVJrecombinationVJandJlinkageJdisequilibriumJinJtheJmodelJ
legumeJ’edicagoJtruncatulaXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesb
ofbAmericaVJ2011VJ[ZfVJsfdbWeZ

11.5 178

186 oJ–ewJtamilyJofJpiuretJvydrolasesJwnvolvedJinJSW₂riazineJRingJ’etabolismXJACSbCatalysisVJ2011VJ
]Z[[VJ[ZecW[Zf] 13.1 19

185 vydrothermalJcarbonizationJofJdistillerâ��sJgrainsXJBiomassbandbBioenergyVJ2011VJacVJ]c]dW]caa 5.3 113

184 ₂herapeuticJtransplantationJofJtheJdistalJgutJmicrobiotaXJMucosalbImmunologyVJ2011VJbVJbWe 9.2 66

183 wdentificationJofJaJprevibacteriumJmarkerJgeneJspecificJtoJpoultryJlitterJandJdevelopmentJofJaJ
quantitativeJ qRJassayXJJournalbofbAppliedbMicrobiologyVJ2010VJ[ZgVJaabWbe 4.7 53

182 tunctionalJroleJofJpradyrhizobiumJjaponicumJtrehaloseJbiosynthesisJandJmetabolismJgenesJduringJ
physiologicalJstressJandJnodulationXJAppliedbandbEnvironmentalbMicrobiologyVJ2010VJedVJ[Ze[Wf[ 4.8 67

181 pacterialJammelineJmetabolismJviaJguanineJdeaminaseXJJournalbofbBacteriologyVJ2010VJ[g]VJ[[ZdW[] 3.5 27

180 XWrayJstructureJandJmutationalJanalysisJofJtheJatrazineJqhlorohydrolaseJ₂rz–XJJournalbofbBiologicalb
ChemistryVJ2010VJ]fcVJaZdZdW[b 5.4 24

179 SoybeanJmetabolitesJregulatedJinJrootJhairsJinJresponseJtoJtheJsymbioticJbacteriumJ
pradyrhizobiumJjaponicumXJPlantbPhysiologyVJ2010VJ[caVJ[fZfW]] 6.6 116

178 ₃seJofJbarcodedJpyrosequencingJandJsharedJ—₂₃sJtoJdetermineJsourcesJofJfecalJbacteriaJinJ
watershedsXJEnvironmentalbSciencebhamp;bTechnologyVJ2010VJbbVJeeeeWf] 10.3 95
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177 zargeJscaleJanalysisJofJvirulenceJgenesJinJsscherichiaJcoliJstrainsJisolatedJfromJovalonJpayVJqoXJ
WaterbResearchVJ2010VJbbVJcbdaWea 12.5 48

176 pioavailabilityJofJorganoclayJformulationsJofJatrazineJinJsoilXJJournalbofbAgriculturalbandbFoodb
ChemistryVJ2010VJcfVJ[[fceWda 5.7 13

175 ShewanellaWmediatedJsynthesisJofJseleniumJnanowiresJandJnanoribbonsXJJournalbofbMaterialsb
ChemistryVJ2010VJ]ZVJcfgg 29

174 tactorsJcontrollingJlongWtermJsurvivalJandJgrowthJofJnaturalizedJsscherichiaJcoliJpopulationsJinJ
temperateJfieldJsoilsXJMicrobesbandbEnvironmentsVJ2010VJ]cVJfW[b 2.6 43

173 qhangesJinJtheJcompositionJofJtheJhumanJfecalJmicrobiomeJafterJbacteriotherapyJforJrecurrentJ
qlostridiumJdifficileWassociatedJdiarrheaXJJournalbofbClinicalbGastroenterologyVJ2010VJbbVJacbWdZ 3 499

172 zaserJimagingJforJrapidJ’icrobialJSourceJ₂rackingXJInternationalbJournalbofbComputationalbBiologyb
andbDrugbDesignVJ2010VJaVJ[eeWfd 0.4 3

171 r–oJ rofilingJinJscologyJ2010VJ 1

170 wsoeugenolJmonooxygenaseJandJitsJputativeJregulatoryJgeneJareJlocatedJinJtheJeugenolJmetabolicJ
geneJclusterJinJ seudomonasJnitroreducensJxin[XJArchivesbofbMicrobiologyVJ2010VJ[g]VJ]Z[Wg 3 16

169 vighJdiversityJandJabundanceJofJantibioticWresistantJsscherichiaJcoliJisolatedJfromJhumansJandJfarmJ
animalJhostsJinJxeonnamJ rovinceVJSouthJyoreaXJSciencebofbthebTotalbEnvironmentVJ2010VJbZfVJabggWcZd 10.2 20

168  eptideWmediatedJshapeWJandJsizeWtunableJsynthesisJofJgoldJnanostructuresXJActabBiomaterialiaVJ
2010VJdVJ]df[Wg 10.8 106

167 vydrothermalJcarbonizationJofJmicroalgaeXJBiomassbandbBioenergyVJ2010VJabVJfecWff] 5.3 256

166 StructureJandJriversityJofJorsenicJResistantJpacteriaJinJanJ—ldJ₂inJ’ineJoreaJofJ₂hailandXJJournalbofb
MicrobiologybandbBiotechnologyVJ2010VJ]ZVJ[dgW[ef 3.3 18

165 StructureJandJdiversityJofJarsenicJresistantJbacteriaJinJanJoldJtinJmineJareaJofJ₂hailandXJJournalbofb
MicrobiologybandbBiotechnologyVJ2010VJ]ZVJ[dgWef 3.3 4

164 orthrobacterJspXJstrainJy₃ZZ[JisolatedJfromJaJ₂haiJsoilJdegradesJatrazineJinJtheJpresenceJofJ
inorganicJnitrogenJsourcesXJJournalbofbMicrobiologybandbBiotechnologyVJ2010VJ]ZVJdZ]Wf 3.3 11

163 sscherichiaJcoliJpopulationsJinJureatJzakesJwaterfowlJexhibitJspatialJstabilityJandJtemporalJshiftingXJ
AppliedbandbEnvironmentalbMicrobiologyVJ2009VJecVJ[cbdWc[ 4.8 16

162 obsenceJofJsscherichiaJcoliJphylogeneticJgroupJp]JstrainsJinJhumansJandJdomesticatedJanimalsJ
fromJxeonnamJ rovinceVJRepublicJofJyoreaXJAppliedbandbEnvironmentalbMicrobiologyVJ2009VJecVJcdcgWdd 4.8 39

161 ₂hermostableJcyanuricJacidJhydrolaseJfromJ’oorellaJthermoaceticaJo₂qqJagZeaXJAppliedbandb
EnvironmentalbMicrobiologyVJ2009VJecVJdgfdWg[ 4.8 14

160
RapidJidentificationJandJdiscriminationJamongJsgyptianJgenotypesJofJRhizobiumJleguminosarumJ
bvXJviciaeJandJSinorhizobiumJmelilotiJnodulatingJfabaJbeanJRαiciaJfabaJzXSJbyJanalysisJofJnodqVJ
oRrRoVJandJrr–oJsequenceJanalysisXJSoilbBiologybandbBiochemistryVJ2009VJb[VJbcWca

7.5 26

(2009-2010)
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159 SphingobacteriumJspXJstrainJ ’]W [W]gJharboursJaJfunctionalJtetRXSJgeneJencodingJforJtheJ
degradationJofJtetracyclineXJJournalbofbAppliedbMicrobiologyVJ2009VJ[ZdVJ[aadWb] 4.7 77

158 opplicationsJofJtheJrepW qRJr–oJfingerprintingJtechniqueJtoJstudyJmicrobialJdiversityVJecologyJandJ
evolutionXJEnvironmentalbMicrobiologyVJ2009VJ[[VJeaaWbZ 5.2 95

157 RapidJandJcompleteJdegradationJofJtheJherbicideJpicloramJbyJzipomycesJkononenkoaeXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2009VJceVJbfefWf] 5.7 12

156 piogenicJformationJofJosWSJnanotubesJbyJdiverseJShewanellaJstrainsXJAppliedbandbEnvironmentalb
MicrobiologyVJ2009VJecVJdfgdWg 4.8 46

155 SeasonalJstabilityJofJqladophoraWassociatedJSalmonellaJinJzakeJ’ichiganJwatershedsXJWaterb
ResearchVJ2009VJbaVJfZdW[b 12.5 68

154 wdentificationJofJaJprevibacteriumJmarkerJgeneJspecificJtoJpoultryJlitterJandJdevelopmentJofJaJ
quantitativeJ qRJassayXJJournalbofbAppliedbMicrobiologyVJ2009VJ[ZgVJaab 4.7 2

153 wnsightsJlearnedJfromJpp₂oi[VJaJ]]gWkbJaccessoryJplasmidJfromJpradyrhizobiumJspXJstrainJp₂oi[JandJ
prevalenceJofJaccessoryJplasmidsJinJotherJpradyrhizobiumJspXJstrainsXJISMEbJournalVJ2008VJ]VJ[cfWeZ 11.9 20

152 SourcesJandJSinksJofJsscherichiaJcoliJinJpenthicJandJ elagicJtishXJJournalbofbGreatbLakesbResearchVJ
2008VJabVJ]]fW]ab 3 16

151 ’ineralizationJofJtheJpacillusJthuringiensisJqry[ocJendotoxinJinJsoilXJJournalbofbAgriculturalbandb
FoodbChemistryVJ2008VJcdVJ[Z]cWf 5.7 18

150 ’icrobialJregradationJofJsW₂riazineJverbicidesJ2008VJaZ[Wa]f 13

149 ovailabilityJofJtriazineJherbicidesJinJagedJsoilsJamendedJwithJoliveJoilJmillJwasteXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2008VJcdVJb[[]Wg 5.7 31

148
–odulationJgeneJregulationJandJquorumJsensingJcontrolJdensityWdependentJsuppressionJandJ
restrictionJofJnodulationJinJtheJpradyrhizobiumJjaponicumWsoybeanJsymbiosisXJAppliedbandb
EnvironmentalbMicrobiologyVJ2008VJebVJaebgWcd

4.8 33

147 βholeWgenomeJtranscriptionalJprofilingJofJpradyrhizobiumJjaponicumJduringJchemoautotrophicJ
growthXJJournalbofbBacteriologyVJ2008VJ[gZVJddgeWeZc 3.5 35

146 sscherichiaJcoliJinJtheJsnvironmenthJwmplicationsJforJβaterJ®ualityJandJvumanJvealthXJMicrobesbandb
EnvironmentsVJ2008VJ]aVJ[Z[Wf 2.6 298

145 peachJsandJandJsedimentsJareJtemporalJsinksJandJsourcesJofJsscherichiaJcoliJinJzakeJSuperiorXJ
EnvironmentalbSciencebhamp;bTechnologyVJ2007VJb[VJ]]ZaWg 10.3 164

144 snvironmentalJfateJofJtwoJsulfonamideJantimicrobialJagentsJinJsoilXJJournalbofbAgriculturalbandbFoodb
ChemistryVJ2007VJccVJ]deeWf] 5.7 124

143 piogenicJformationJofJphotoactiveJarsenicWsulfideJnanotubesJbyJShewanellaJspXJstrainJv–Wb[XJ
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ2007VJ[ZbVJ]Zb[ZWc 11.5 100

142
vighWthroughputJandJquantitativeJprocedureJforJdeterminingJsourcesJofJsscherichiaJcoliJinJ
waterwaysJbyJusingJhostWspecificJr–oJmarkerJgenesXJAppliedbandbEnvironmentalbMicrobiologyVJ2007VJ
eaVJfgZWd

4.8 22

Michael J Sadowsky
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141  resenceJandJsourcesJofJfecalJcoliformJbacteriaJinJepilithicJperiphytonJcommunitiesJofJzakeJ
SuperiorXJAppliedbandbEnvironmentalbMicrobiologyVJ2007VJeaVJaee[Wf 4.8 83

140
RelationshipJbetweenJphylogeneticJgroupsVJgenotypicJclustersVJandJvirulenceJgeneJprofilesJofJ
sscherichiaJcoliJstrainsJfromJdiverseJhumanJandJanimalJsourcesXJAppliedbandbEnvironmentalb
MicrobiologyVJ2007VJeaVJceZaW[Z

4.8 90

139 uenomesJofJtheJsymbioticJnitrogenWfixingJbacteriaJofJlegumesXJPlantbPhysiologyVJ2007VJ[bbVJd[cW]] 6.6 120

138 vydroxyatrazineJ–WethylaminohydrolaseJRotzpShJanJamidohydrolaseJsuperfamilyJenzymeJcatalyzingJ
deaminationJandJdechlorinationXJJournalbofbBacteriologyVJ2007VJ[fgVJdgfgWge 3.5 23

137 svolutionJofJcatabolicJpathwayshJuenomicJinsightsJintoJmicrobialJsWtriazineJmetabolismXJJournalbofb
BacteriologyVJ2007VJ[fgVJdebWf] 3.5 84

136 ₂ranscriptionalJandJ hysiologicalJResponsesJofJpradyrhizobiumJjaponicumJtoJresiccationWwnducedJ
StressXJJournalbofbBacteriologyVJ2007VJ[fgVJg[cZWg[cZ 3.5 4

135 onJoligonucleotideJmicroarrayJresourceJforJtranscriptionalJprofilingJofJpradyrhizobiumJjaponicumXJ
MolecularbPlantpMicrobebInteractionsVJ2007VJ]ZVJ[]gfWaZe 3.6 69

134  opulationJstructureJofJqladophoraWborneJsscherichiaJcoliJinJnearshoreJwaterJofJzakeJ’ichiganXJ
WaterbResearchVJ2007VJb[VJadbgWcb 12.5 47

133 reterminingJsourcesJofJfecalJbacteriaJinJwaterwaysXJEnvironmentalbMonitoringbandbAssessmentVJ
2007VJ[]gVJgeW[Zd 3.1 31

132 ₂ranscriptionalJandJphysiologicalJresponsesJofJpradyrhizobiumJjaponicumJtoJdesiccationWinducedJ
stressXJJournalbofbBacteriologyVJ2007VJ[fgVJdec[Wd] 3.5 142

131 SecretsJofJsoilJsurvivalJrevealedJbyJtheJgenomeJsequenceJofJorthrobacterJaurescensJ₂q[XJPLoSb
GeneticsVJ2006VJ]VJe][b 6 166

130 ₂rz–JfromJorthrobacterJaurescensJ₂q[JwsJaJzincJamidohydrolaseXJJournalbofbBacteriologyVJ2006VJ[ffVJcfcgWdb3.5 42

129  urificationJandJcharacterizationJofJ₂rzthJbiuretJhydrolysisJbyJallophanateJhydrolaseJsupportsJ
growthXJAppliedbandbEnvironmentalbMicrobiologyVJ2006VJe]VJ]bg[Wc 4.8 26

128 revelopmentJofJgooseWJandJduckWspecificJr–oJmarkersJtoJdetermineJsourcesJofJsscherichiaJcoliJinJ
waterwaysXJAppliedbandbEnvironmentalbMicrobiologyVJ2006VJe]VJbZ[]Wg 4.8 44

127 qladophoraJRqhlorophytaSJsppXJharborJhumanJbacterialJpathogensJinJnearshoreJwaterJofJzakeJ
’ichiganXJAppliedbandbEnvironmentalbMicrobiologyVJ2006VJe]VJbcbcWca 4.8 131

126  resenceJandJgrowthJofJnaturalizedJsscherichiaJcoliJinJtemperateJsoilsJfromJzakeJSuperiorJ
watershedsXJAppliedbandbEnvironmentalbMicrobiologyVJ2006VJe]VJd[]W][ 4.8 372

125 RootJandJStemJ–oduleJpacteriaJofJzegumesJ2006VJf[fWfb[ 3

124 wnfluenceJofJsoilJagingJonJsorptionJandJbioavailabilityJofJsimazineXJJournalbofbAgriculturalbandbFoodb
ChemistryVJ2006VJcbVJ[aeaWg 5.7 54

(2006-2007)
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123 wnfluenceJofJqry[ocJtoxinJonJmineralizationJandJbioavailabilityJofJglyphosateJinJsoilXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2006VJcbVJ[dbWg 5.7 4

122 ₂heJargRpJofJsscherichiaJcoliJisJrareJinJisolatesJobtainedJfromJnaturalJsourcesXJGeneVJ2006VJaedVJ]bZWe 3.8 3

121 outomatedJRoboticJossayJofJ hosphomonoesteraseJoctivityJinJSoilsXJSoilbSciencebSocietybofbAmericab
JournalVJ2006VJeZVJaefWaf[ 2.5 5

120  opulationJstructureVJpersistenceVJandJseasonalityJofJautochthonousJsscherichiaJcoliJinJtemperateVJ
coastalJforestJsoilJfromJaJureatJzakesJwatershedXJEnvironmentalbMicrobiologyVJ2006VJfVJcZbW[a 5.2 165

119 piologicalJ–itrogenJtixationhJoJyeyJ rocessJforJtheJResponseJofJurasslandJscosystemsJtoJslevatedJ
otmosphericJ[q—]]XJEcologicalbStudiesVJ2006VJa]cWaad 1.1 5

118 sffectsJofJincorporatedJcornJresiduesJonJglyphosateJmineralizationJandJsorptionJinJsoilXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2005VJcaVJb[[ZWe 5.7 43

117 SoilJStressJtactorsJwnfluencingJSymbioticJ–itrogenJtixationJ2005VJfgW[[] 23

116 piodegradationJofJatrazineJinJtransgenicJplantsJexpressingJaJmodifiedJbacterialJatrazineJ
chlorohydrolaseJRatzoSJgeneXJPlantbBiotechnologybJournalVJ2005VJaVJbecWfd 11.6 78

115 retectionJofJhomoserineJlactoneWlikeJquorumJsensingJmoleculesJinJbradyrhizobiumJstrainsXJCurrentb
MicrobiologyVJ2005VJc[VJ]cZWb 2.4 27

114
₂heJroleJofJhistidineJ]ZZJinJ’ndrVJtheJ’nRwwSWdependentJaVbWdihydroxyphenylacetateJ
]VaWdioxygenaseJfromJorthrobacterJglobiformisJq’W]VJaJsiteWdirectedJmutagenesisJstudyXJJournalbofb
BiologicalbInorganicbChemistryVJ2005VJ[ZVJec[WdZ

3.7 27

113 ollophanateJhydrolaseVJnotJureaseVJfunctionsJinJbacterialJcyanuricJacidJmetabolismXJAppliedbandb
EnvironmentalbMicrobiologyVJ2005VJe[VJbbaeWbc 4.8 54

112  urificationJandJcharacterizationJofJallophanateJhydrolaseJRotztSJfromJ seudomonasJspXJstrainJ
or XJJournalbofbBacteriologyVJ2005VJ[feVJaea[Wf 3.5 43

111 SubstrateJspecificityJandJcolorimetricJassayJforJrecombinantJ₂rz–JderivedJfromJorthrobacterJ
aurescensJ₂q[XJAppliedbandbEnvironmentalbMicrobiologyVJ2005VJe[VJ]][bW]Z 4.8 48

110 orsenicJovailabilityJfromJqhromatedJqopperJorsenateJRqqoSâ��₂reatedJβoodXJJournalbofb
EnvironmentalbQualityVJ2004VJaaVJ[ea 3.4 4

109
orthrobacterJaurescensJ₂q[JatrazineJcatabolismJgenesJtrz–VJatzpVJandJatzqJareJlinkedJonJaJ
[dZWkilobaseJregionJandJareJfunctionalJinJsscherichiaJcoliXJAppliedbandbEnvironmentalbMicrobiologyVJ
2004VJeZVJbbZ]We

4.8 87

108
trequencyJandJdistributionJofJtetracyclineJresistanceJgenesJinJgeneticallyJdiverseVJnonselectedVJandJ
nonclinicalJsscherichiaJcoliJstrainsJisolatedJfromJdiverseJhumanJandJanimalJsourcesXJAppliedbandb
EnvironmentalbMicrobiologyVJ2004VJeZVJ]cZaWe

4.8 175

107
SampleJsizeVJlibraryJcompositionVJandJgenotypicJdiversityJamongJnaturalJpopulationsJofJsscherichiaJ
coliJfromJdifferentJanimalsJinfluenceJaccuracyJofJdeterminingJsourcesJofJfecalJpollutionXJAppliedbandb
EnvironmentalbMicrobiologyVJ2004VJeZVJbbefWfc

4.8 145

106 SolventJextractionJcharacterizationJofJbioavailabilityJofJatrazineJresiduesJinJsoilsXJJournalbofb
AgriculturalbandbFoodbChemistryVJ2004VJc]VJdcc]Wd 5.7 60
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105 qomparisonJofJgenotypicWbasedJmicrobialJsourceJtrackingJmethodsJrequiringJaJhostJoriginJ
databaseXJJournalbofbWaterbandbHealthVJ2003VJ[VJ[deW[fZ 2.2 54

104  hylogenyJandJdistributionJofJextraWslowWgrowingJpradyrhizobiumJjaponicumJharboringJhighJcopyJ
numbersJofJRSalphaVJRSbetaJandJwS[da[XJFEMSbMicrobiologybEcologyVJ2003VJbbVJ[g[W]Z] 4.3 31

103 urowthJandJsurvivalJofJsscherichiaJcoliJandJenterococciJpopulationsJinJtheJmacroWalgaJqladophoraJ
RqhlorophytaSXJFEMSbMicrobiologybEcologyVJ2003VJbdVJ]ZaW[[ 4.3 165

102 —nJtheJoriginsJofJcyanuricJacidJhydrolasehJpurificationVJsubstratesVJandJprevalenceJofJotzrJfromJ
 seudomonasJspXJstrainJor XJAppliedbandbEnvironmentalbMicrobiologyVJ2003VJdgVJadcaWe 4.8 58

101 piodegradationJofJatrazineJandJrelatedJsWtriazineJcompoundshJfromJenzymesJtoJfieldJstudiesXJ
AppliedbMicrobiologybandbBiotechnologyVJ2002VJcfVJagWbc 5.7 265

100 qhangesJinJmicrobialJactivityJandJcompositionJinJaJpastureJecosystemJexposedJtoJelevatedJ
atmosphericJcarbonJdioxideXJPlantbandbSoilVJ2002VJ]baVJ[geW]Ze 4.2 71

99  urificationVJsubstrateJrangeVJandJmetalJcenterJofJotzqhJtheJ–WisopropylammelideJaminohydrolaseJ
involvedJinJbacterialJatrazineJmetabolismXJJournalbofbBacteriologyVJ2002VJ[fbVJcaedWfb 3.5 45

98 –ovelJpsbo[JgeneJfromJaJnaturallyJoccurringJatrazineWresistantJcyanobacterialJisolateXJAppliedbandb
EnvironmentalbMicrobiologyVJ2002VJdfVJ[acfWdd 4.8 15

97 snzymaticJdegradationJofJchlorodiaminoWsWtriazineXJAppliedbandbEnvironmentalbMicrobiologyVJ2002VJ
dfVJbde]Wc 4.8 26

96 orthrobacterJaurescensJ₂q[JmetabolizesJdiverseJsWtriazineJringJcompoundsXJAppliedbandb
EnvironmentalbMicrobiologyVJ2002VJdfVJcgeaWfZ 4.8 162

95 otrazineJchlorohydrolaseJfromJ seudomonasJspXJstrainJor JisJaJmetalloenzymeXJBiochemistryVJ2002
VJb[VJ[bbaZWe 3.2 51

94 ogriculturalJmicrobesJgenomeJ]XJComparativebandbFunctionalbGenomicsVJ2001VJ]VJ[ZWa

93 oJmarkerWdenseJphysicalJmapJofJtheJpradyrhizobiumJjaponicumJgenomeXJGenomebResearchVJ2001VJ
[[VJ[babWbZ 9.7 10

92 ’elamineJdeaminaseJandJatrazineJchlorohydrolasehJgfJpercentJidenticalJbutJfunctionallyJdifferentXJ
JournalbofbBacteriologyVJ2001VJ[faVJ]bZcW[Z 3.5 108

91 qompleteJnucleotideJsequenceJandJorganizationJofJtheJatrazineJcatabolicJplasmidJpor W[JfromJ
 seudomonasJspXJstrainJor XJJournalbofbBacteriologyVJ2001VJ[faVJcdfbWge 3.5 303

90 tieldWscaleJremediationJofJatrazineWcontaminatedJsoilJusingJrecombinantJsscherichiaJcoliJexpressingJ
atrazineJchlorohydrolaseXJEnvironmentalbMicrobiologyVJ2000VJ]VJg[Wf 5.2 122

89 slevatedJatmosphericJq—]JaltersJmicrobialJpopulationJstructureJinJaJpastureJecosystemXJGlobalb
ChangebBiologyVJ2000VJdVJbecWbf] 11.4 60

88 SubstrateJspecificityJofJatrazineJchlorohydrolaseJandJatrazineWcatabolizingJbacteriaXJAppliedbandb
EnvironmentalbMicrobiologyVJ2000VJddVJb]beWc] 4.8 59
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87 ’olecularJpasisJofJaJpacterialJqonsortiumhJwnterspeciesJqatabolismJofJotrazineXJAppliedbandb
EnvironmentalbMicrobiologyVJ2000VJddVJ[]c]W[]c] 4.8 2

86 ueneticsJofJotrazineJandJsW₂riazineJregradationJbyJ sedomonasJspXJStrainJor JandJ—therJpacteriaXJ
ACSbSymposiumbSeriesVJ2000VJ]dfW]f] 0.4 3

85 ₃seJofJrepetitiveJr–oJsequencesJandJtheJ qRJ₂oJdifferentiateJsscherichiaJcoliJisolatesJfromJhumanJ
andJanimalJsourcesXJAppliedbandbEnvironmentalbMicrobiologyVJ2000VJddVJ]ce]We 4.8 374

84 ₂heJpradyrhizobiumJjaponicumJnoloJgeneJencodesJthreeJfunctionallyJdistinctJproteinsXJJournalbofb
BacteriologyVJ1999VJ[f[VJ[cbbWcb 3.5 27

83 otrazineJqhlorohydrolaseJfromJ seudomonasJspXJStrainJor hJueneJSequenceVJsnzymeJ urificationVJ
andJ roteinJqharacterizationXJJournalbofbBacteriologyVJ1999VJ[f[VJdgcWdgc 3.5

82 ueneticsJofJotrazineJregradationJinJ seudomonasJspXJStrainJor XJACSbSymposiumbSeriesVJ1998VJffWgb 0.4

81 SoilJpiologyJofJtheJRhizobiaceaeJ1998VJ[ccW[e] 25

80 ₃seJofJsndogenousJRepeatedJSequencesJtoJtingerprintJpacterialJuenomicJr–oJ1998VJaggWb[a 7

79 ₂heJpradyrhizobiumJjaponicumJnoerJgenehJaJnegativelyJactingVJgenotypeWspecificJnodulationJgeneJ
forJsoybeanXJMolecularbPlantpMicrobebInteractionsVJ1998VJ[[VJbedWff 3.6 11

78 ₂heJatrazineJcatabolismJgenesJatzopqJareJwidespreadJandJhighlyJconservedXJJournalbofb
BacteriologyVJ1998VJ[fZVJ[gc[Wb 3.5 206

77 ’olecularJbasisJofJaJbacterialJconsortiumhJinterspeciesJcatabolismJofJatrazineXJAppliedbandb
EnvironmentalbMicrobiologyVJ1998VJdbVJ[efWfb 4.8 167

76 ₂heJatzopqJgenesJencodingJatrazineJcatabolismJareJlocatedJonJaJselfWtransmissibleJplasmidJinJ
 seudomonasJspXJstrainJor XJAppliedbandbEnvironmentalbMicrobiologyVJ1998VJdbVJ]a]aWd 4.8 122

75 otzqJisJaJnewJmemberJofJtheJamidohydrolaseJproteinJsuperfamilyJandJisJhomologousJtoJotherJ
atrazineWmetabolizingJenzymesXJJournalbofbBacteriologyVJ1998VJ[fZVJ[c]Wf 3.5 135

74 oJvostWqontrolledVJSerogroupWSpecificVJwneffectiveW–odulationJSystemJinJtheJ
pradyrhizobiumWSoybeanJRulycineJmaxSJSymbiosisXJMolecularbPlantpMicrobebInteractionsVJ1997VJ[ZVJggbW[ZZ[3.6 8

73 ’anganeseRwwSJactiveJsiteJmutantsJofJaVbWdihydroxyphenylacetateJ]VaWdioxygenaseJfromJ
orthrobacterJglobiformisJstrainJq’W]XJBiochemistryVJ1997VJadVJ][beWca 3.2 33

72 RelationshipJbetweenJrootJlengthJdensityJandJsoilJmicroorganismsJinJtheJrhizospheresJofJwhiteJ
cloverJandJperennialJryegrassXJCommunicationsbinbSoilbSciencebandbPlantbAnalysisVJ1997VJ]fVJ[decW[df] 1.5 9

71  lasmidJ₂ransferJbetweenJSpatiallyJSeparatedJronorJandJRecipientJpacteriaJinJ
sarthwormWqontainingJSoilJ’icrocosmsXJAppliedbandbEnvironmentalbMicrobiologyVJ1997VJdaVJdegWfd 4.8 33

70 ₂heJatzpJgeneJofJ seudomonasJspXJstrainJor JencodesJtheJsecondJenzymeJofJaJnovelJatrazineJ
degradationJpathwayXJAppliedbandbEnvironmentalbMicrobiologyVJ1997VJdaVJg[dW]a 4.8 124
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69 vostWqontrolledJRestrictionJofJ–odulationJbyJpradyrhizobiumJxaponicumJStrainJ₃SroJ[[ZJandJ
qharacterizationJofJaJueneJRegulatingJ–odulationJ1997VJ[aeW[b[

68 ’icrobialJcommunityJchangesJinJtheJrhizospheresJofJwhiteJcloverJandJperennialJryegrassJexposedJ
toJtreeJoirJqarbonJdioxideJsnrichmentJRtoqsSXJSoilbBiologybandbBiochemistryVJ1996VJ]fVJ[e[eW[e]b 7.5 105

67 wnheritanceJofJvostWqontrolledJRestrictionJofJ–odulationJbyJpradyrhizobiumJjaponicumJStrainJ₃SroJ
[[ZXJCropbScienceVJ1996VJadVJ[]e[W[]ed 2.4 25

66 otrazineJchlorohydrolaseJfromJ seudomonasJspXJstrainJor hJgeneJsequenceVJenzymeJpurificationVJ
andJproteinJcharacterizationXJJournalbofbBacteriologyVJ1996VJ[efVJbfgbWgZZ 3.5 197

65 wnfluenceJofJearthwormJactivityJonJgeneJtransferJfromJ seudomonasJfluorescensJtoJindigenousJsoilJ
bacteriaXJAppliedbandbEnvironmentalbMicrobiologyVJ1996VJd]VJc[cW][ 4.8 55

64 ₃seJofJrepetitiveJintergenicJr–oJsequencesJtoJclassifyJpathogenicJandJdiseaseWsuppressiveJ
StreptomycesJstrainsXJAppliedbandbEnvironmentalbMicrobiologyVJ1996VJd]VJabfgWga 4.8 37

63 oJmanganeseWdependentJdioxygenaseJfromJorthrobacterJglobiformisJq’W]JbelongsJtoJtheJmajorJ
extradiolJdioxygenaseJfamilyXJJournalbofbBacteriologyVJ1995VJ[eeVJ[]]cWa] 3.5 84

62 rifferencesJamongJstrainsJofJpradyrhizobiumJinJfattyJacidâ��methylJesterJanalysisXJCanadianbJournalb
ofbMicrobiologyVJ1995VJb[VJ[ZafW[Zb] 3.2 22

61 –ativeJprairieJgrassesJandJmicrobialJcommunityJresponsesJtoJreclamationJofJtaconiteJironJoreJ
tailingXJCanadianbJournalbofbBotanyVJ1995VJeaVJ[dbcW[dcb 14

60 RestrictionJofJ–odulationJbyJpradyrhizobiumJjaponicumJwsJ’ediatedJbyJtactorsJ resentJinJtheJ
RootsJofJulycineJmaxXJAppliedbandbEnvironmentalbMicrobiologyVJ1995VJd[VJfa]Wd 4.8 19

59 riversityJamongJtieldJ opulationsJofJpradyrhizobiumJjaponicumJinJ olandXJAppliedbandb
EnvironmentalbMicrobiologyVJ1995VJd[VJ[[gbW]ZZ 4.8 41

58 vostWqontrolledJRestrictionJofJ–odulationJbyJpradyrhizobiumJjaponicumJStrainsJinJSerogroupJ[[ZXJ
AppliedbandbEnvironmentalbMicrobiologyVJ1995VJd[VJ]aefWfa 4.8 20

57 qloningVJcharacterizationVJandJexpressionJofJaJgeneJregionJfromJ seudomonasJspXJstrainJor J
involvedJinJtheJdechlorinationJofJatrazineXJAppliedbandbEnvironmentalbMicrobiologyVJ1995VJd[VJaaeaWf 4.8 104

56 ’etabolismJofJpolyhalogenatedJcompoundsJbyJaJgeneticallyJengineeredJbacteriumXJNatureVJ1994VJ
adfVJd]eWg 50.4 89

55
’etabolismJofJchlorofluorocarbonsJandJpolybrominatedJcompoundsJbyJ seudomonasJputidaJ
uefdRpvuW]SJviaJanJengineeredJmetabolicJpathwayXJAppliedbandbEnvironmentalbMicrobiologyVJ1994VJ
dZVJb[bfWcb

4.8 17

54
oJSelectiveJ’ediumJforJtheJwsolationJandJ®uantificationJofJpradyrhizobiumJjaponicumJandJ
pradyrhizobiumJelkaniiJStrainsJfromJSoilsJandJwnoculantsXJAppliedbandbEnvironmentalbMicrobiologyVJ
1994VJdZVJcf[Wd

4.8 49

53 ₂elluriumJandJSeleniumJResistanceJinJRhizobiaJandJwtsJ otentialJ₃seJforJrirectJwsolationJofJ
RhizobiumJmelilotiJfromJSoilXJAppliedbandbEnvironmentalbMicrobiologyVJ1994VJdZVJ[debWe 4.8 43

52 wsolationJofJapradyrhizobiumJjaponicumserogroupJ[]aJmutantJwhichJhasJanJextendedJhostJrangeJ
forJnodulationWrestrictingJsoybeanJgenotypesXJFEMSbMicrobiologybLettersVJ1993VJ[ZdVJ]ZcW]Zg 2.9 8

(1993-1997)

23



51
₂heJpradyrhizobiumJjaponicumJseroclusterJ[]aJhyperreiteratedJr–oJregionVJvRS[VJhasJr–oJandJ
aminoJacidJsequenceJhomologyJtoJwS[afZVJanJinsertionJsequenceJfromJocetobacterJpasteurianusXJ
AppliedbandbEnvironmentalbMicrobiologyVJ1993VJcgVJ[dcdWd[

4.8 9

50
₃seJofJrepetitiveJsequencesJandJtheJpolymeraseJchainJreactionJtechniqueJtoJclassifyJgeneticallyJ
relatedJpradyrhizobiumJjaponicumJseroclusterJ[]aJstrainsXJAppliedbandbEnvironmentalbMicrobiologyVJ
1993VJcgVJ[eZ]Wf

4.8 94

49  lasmidsJpx bJandJrdfXbcJqanJpeJ₂ransferredJbetweenJ opulationsJofJpradyrhizobiaJinJ–onsterileJ
SoilXJAppliedbandbEnvironmentalbMicrobiologyVJ1993VJcgVJ[ed]Wd 4.8 45

48 ueneticsJofJcompetitionJforJnodulationJofJlegumesXJAnnualbReviewbofbMicrobiologyVJ1992VJbdVJaggWb]f 17.5 215

47 zysogenyJinJpradyrhizobiumJjaponicumJandJwtsJsffectJonJSoybeanJ–odulationXJAppliedbandb
EnvironmentalbMicrobiologyVJ1992VJcfVJaadZWd 4.8 15

46 ₂heJSoybeanJRjbJolleleJRestrictsJ–odulationJbyJpradyrhizobiumJjaponicumJSerogroupJ[]aJStrainsXJ
AppliedbandbEnvironmentalbMicrobiologyVJ1992VJcfVJe]ZWa 4.8 26

45 vyperreiteratedJr–oJregionsJareJconservedJamongJpradyrhizobiumJjaponicumJseroclusterJ[]aJ
strainsXJAppliedbandbEnvironmentalbMicrobiologyVJ1992VJcfVJ[fefWfc 4.8 11

44
₂heJpradyrhizobiumJjaponicumJnoloJgeneJandJitsJinvolvementJinJtheJgenotypeWspecificJnodulationJ
ofJsoybeansXJProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaVJ1991VJ
ffVJdaeWb[

11.5 118

43  roposedJ’inimalJStandardsJforJtheJrescriptionJofJ–ewJueneraJandJSpeciesJofJRootWJandJ
StemW–odulatingJpacteriaXJInternationalbJournalbofbSystematicbBacteriologyVJ1991VJb[VJcf]Wcfe 209

42 qharacterizationJofJcytochromesJcccZJandJccccJfromJpradyrhizobiumJjaponicumhJcloningVJ
mutagenesisVJandJsequencingJofJtheJccccJgeneJRcycqSXJJournalbofbBacteriologyVJ1991VJ[eaVJeffeWgc 3.5 19

41 ueneWforWgeneJinteractionJinJtheJlegumeWRhizobiumJsymbiosisJ1991VJ[daW[e[ 2

40 ’icrobialJinfluenceJonJgeneWforWgeneJinteractionsJinJlegumeWRhizobiumJsymbiosesJ1991VJ[eaW[fZ 0

39 ’icrobialJinfluenceJonJgeneWforWgeneJinteractionsJinJlegumeWRhizobiumJsymbiosesXJPlantbandbSoilVJ
1990VJ[]gVJcaWdZ 4.2 15

38 r–oJvybridizationJ robeJforJ₃seJinJreterminingJRestrictedJ–odulationJamongJpradyrhizobiumJ
japonicumJSeroclusterJ[]aJtieldJwsolatesXJAppliedbandbEnvironmentalbMicrobiologyVJ1990VJcdVJ[edfWeb 4.8 20

37 uenomeJanalysisJofJpradyrhizobiumJjaponicumJseroclusterJ[]aJfieldJisolatesJbyJusingJfieldJinversionJ
gelJelectrophoresisXJAppliedbandbEnvironmentalbMicrobiologyVJ1990VJcdVJ[gbgWca 4.8 18

36 qytochromeJmutantsJofJbradyrhizobiumJinducedJbyJtransposonJtncXJPlantbPhysiologyVJ1989VJgZVJccaWg 6.6 27

35 vostJ lantJsffectsJonJ–odulationJandJqompetitivenessJofJtheJpradyrhizobiumJjaponicumJSerotypeJ
StrainsJqonstitutingJSeroclusterJ[]aXJAppliedbandbEnvironmentalbMicrobiologyVJ1989VJccVJ]ca]Wd 4.8 38

34 wnfluenceJofJsoilJvariablesJonJinJsituJplasmidJtransferJfromJsscherichiaJcoliJtoJRhizobiumJfrediiXJ
AppliedbandbEnvironmentalbMicrobiologyVJ1989VJccVJ[eaZWb 4.8 73
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33 SoybeanJuenotypeJRestrictingJ–odulationJofJaJ reviouslyJ₃nrestrictedJSeroclusterJ[]aJ
pradyrhizobiaXJCropbScienceVJ1989VJ]gVJaZe 2.4 44

32 ₂woJhostWinducibleJgenesJofJRhizobiumJfrediiJandJcharacterizationJofJtheJinducingJcompoundXJ
JournalbofbBacteriologyVJ1988VJ[eZVJ[e[Wf 3.5 63

31 –odulationJandJ–itrogenJtixationJsfficacyJofJRhizobiumJfrediiJwithJ haseolusJvulgarisJuenotypesXJ
AppliedbandbEnvironmentalbMicrobiologyVJ1988VJcbVJ[gZeW[Z 4.8 21

30 ueneticJriversityJinJpradyrhizobiumJjaponicumJSerogroupJ[]aJandJwtsJRelationJtoJ
uenotypeWSpecificJ–odulationJofJSoybeanXJAppliedbandbEnvironmentalbMicrobiologyVJ1987VJcaVJ]d]bWaZ 4.8 155

29 SerologicalJRelatednessJofJRhizobiumJfrediiJtoJ—therJRhizobiaJandJtoJtheJpradyrhizobiaXJAppliedb
andbEnvironmentalbMicrobiologyVJ1987VJcaVJ[efcWg 4.8 26

28 SymbioticallyJdefectiveJhistidineJauxotrophsJofJpradyrhizobiumJjaponicumXJArchivesbofbMicrobiology
VJ1986VJ[bbVJaabWaag 3 23

27 RapidJqoloredW–oduleJossayJforJossessingJRootJsxudateWsnhancedJqompetitivenessJofJ
pradyrhizobiumJjaponicumXJAppliedbandbEnvironmentalbMicrobiologyVJ1986VJc]VJfbeWc[ 4.8 7

26 urowthJofJfastWJandJslowWgrowingJrhizobiaJonJethanolXJAppliedbandbEnvironmentalbMicrobiologyVJ
1986VJc]VJgc[Wa 4.8 9

25 wdentificationJofJuenesJwnvolvedJinJtheJRhizobiumWzegumeJSymbiosisJbyJ’uWdwJRyanVJlacSWueneratedJ
₂ranscriptionJtusionsXJBiortechnologyVJ1985VJaVJ[baW[bg 28

24 piochemicalJqharacterizationJofJtastWJandJSlowWurowingJRhizobiaJ₂hatJ–odulateJSoybeansXJ
InternationalbJournalbofbSystematicbBacteriologyVJ1983VJaaVJe[dWe]] 65

23 qompetitionJofJRhizobiumJjaponicumJStrainsJinJsarlyJStagesJofJSoybeanJ–odulationXJAppliedbandb
EnvironmentalbMicrobiologyVJ1983VJbdVJfeZWa 4.8 47

22  ossibleJinvolvementJofJaJmegaplasmidJinJnodulationJofJsoybeansJbyJfastWgrowingJrhizobiaJfromJ
chinaXJAppliedbandbEnvironmentalbMicrobiologyVJ1983VJbdVJgZdW[[ 4.8 22

21 riversityJandJevolutionJofJmicroWorganismsJandJpathwaysJforJtheJdegradationJofJenvironmentalJ
contaminantshJaJcaseJstudyJwithJtheJsWtriazineJherbicides]ZcW]]c 3

20 tecalJ ollutionVJ ublicJvealthVJandJ’icrobialJSourceJ₂racking[Wa] 8

19 ossumptionsJandJzimitationsJossociatedJwithJ’icrobialJSourceJ₂rackingJ’ethodsaaWdb 6

18 ’olecularJretectionJandJqharacterizationJ₂oolsdcWg[ 3

17 ’olecularJSubtypingVJSourceJ₂rackingVJandJtoodJSafetygaW[ad 6

16 StatisticalJwssuesJinJ’icrobialJSourceJwdentification[f[W][Z 0

(-1989)

25



15 ₂heJtutureJofJ’icrobialJSourceJ₂rackingJStudies]acW]ee 10

14 ₂heJtecalJsnvironmentVJ₂heJuut[W][ 3

13  revalenceJandJtateJofJuutWossociatedJvumanJ athogensJinJtheJsnvironment][eW]bZ 1

12 qlassicalJandJ’olecularJ’ethodsJtoJ’easureJtecalJpacteria]b[W]ea 2

11 ₂axonomyVJ hylogenyVJandJ hysiologyJofJtecalJwndicatorJpacteria]aWaf 3

10 onimalsJandJvumansJasJSourcesJofJtecalJwndicatorJpacteriadeWg[ 5

9 snvironmentalJSourcesJofJtecalJpacteriagaW[[Z 10

8  hysicalJandJpiologicalJtactorsJwnfluencingJsnvironmentalJSourcesJofJtecalJwndicatorJpacteriaJinJ
SurfaceJβater[[[W[ab 4

7 wmpactsJofJtecalJpacteriaJonJvumanJandJonimalJvealthâ�� athogensJandJαirulenceJuenes[acW[db 1

6 ’odelingJtateJandJ₂ransportJofJtecalJpacteriaJinJSurfaceJβater[dcW[ff 8

5 ’icrobialJSourceJ₂racking[fgW][d 3

4 tecalJpacteriaJandJtoods]ecW]ga

3 ShellfishJandJ’icrobialJSourceJ₂racking[aeW[eg

2 ₂heJuutJ’icrobiotahJscologyJandJtunctionagWdc

1 qonclusionsJandJtutureJ₃seJofJtecalJwndicatorJpacteriaJforJ’onitoringJβaterJ®ualityJandJ rotectingJ
vumanJvealth]gcWaZ]
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