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Mutations in prion-like domains in hnRNPA2B1 and hnRNPA1 cause multisystem proteinopathy and ALS.
Nature, 2013, 495, 467-473.
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Scientific Reports, 2016, 6, 25996.

Emergence of Polyclonal FLT3 Tyrosine Kinase Domain Mutations during Sequential Therapy with
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SPA70 is a potent antagonist of human pregnane X receptor. Nature Communications, 2017, 8, 741.
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Subclonal mutations in SETBP1 confer a poor prognosis in juvenile myelomonocytic leukemia. Blood,
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An in vivo screen identifies ependymoma oncogenes and tumor-suppressor genes. Nature Genetics, 214 62
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Inactivation of Ezh2 Upregulates Gfil and Drives Aggressive Myc-Driven Group 3 Medulloblastoma. 6.4 61
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Thalamic miR-338-3p mediates auditory thalamocortical disruption and its late onset in models of

22q11.2 microdeletion. Nature Medicine, 2017, 23, 39-48.

Mito-protective autophagy is impaired in erythroid cells of aged mtDNA-mutator mice. Blood, 2015, 125, 14 53
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Proteasome stress in skeletal muscle mounts a long-range protective response that delays retinal and

brain aging. Cell Metabolism, 2021, 33, 1137-1154.e9.

Translational Repression of G3BP in Cancer and Germ Cells Suppresses Stress Granules and Enhances

Stress Tolerance. Molecular Cell, 2020, 79, 645-659.€9. 97 40

PAX3-FOXO1 drives miR-486-5p and represses miR-221 contributing to pathogenesis of alveolar
rhabdomyosarcoma. Oncogene, 2018, 37, 1991-2007.

Hypoxia-induced upregulation of BMX Rinase mediates therapeutic resistance in acute myeloid 8.2 39
leukemia. Journal of Clinical Investigation, 2017, 128, 369-380. :

Carnitine palmitoyltransferase 1A (CPT1A): a transcriptional target of PAX3-FKHR and mediates
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Differentiation of human pluripotent stem cells into neurons or cortical organoids requires
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Integrated genomic and proteomic analyses identifr stimulus-dependent molecular changes associated
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Regnase-1 suppresses TCF-1+ precursor exhausted T-cell formation to limit CAR&€“T-cell responses
against ALL. Blood, 2021, 138, 122-135.

LarFe 1p36 Deletions Affecting Arid1a Locus Facilitate Mycn-Driven Oncogenesis in Neuroblastoma. 64 2

Cell Reports, 2020, 30, 454-464.e5.
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via microRNA-dependent mechanisms in mice. Nature Communications, 2020, 11, 912.

Circadian gene variants and the skeletal muscle circadian clock contribute to the evolutiona
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Myc and Loss of p53 Cooperate to Drive Formation of Choroid Plexus Carcinoma. Cancer Research,
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High-titer foamy virus vector transduction and integration sites of human CD34+ celld€“derived

SCID-repopulating cells. Molecular Therapy - Methods and Clinical Development, 2014, 1, 14020. 41 14

Sorafenib Population Pharmacokinetics and Skin Toxicities in Children and Adolescents with
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The myokine Fibcdl is an endogenous determinant of myofiber size and mitigates cancer-induced
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Uncovering the Genomic Landscape in Newly Diagnosed and Relapsed Pediatric Cytogenetically Normal
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Sensitive GATAL mutation screening reliably identifies neonates with Down syndrome at risk for

38 myeloid leukemia. Leukemia, 2021, 35, 2403-2406. 7.2 8

Lentiviral Transfer of 13-Globin with Fusion Gene NUP98-HOXA10HD Expands Hematopoietic Stem Cells
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Transcriptome profiling of patient derived xenograft models established from pediatric acute myeloid
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Tyrosine Kinase Inhibitor (TKI) Combination Scheduling Impacts Secondary FLT3 Tyrosine Kinase Domain
(TKD) Mutation Profiles in a Xenograft Model of FLT3-ITD+ Acute Myeloid Leukemia (AML). Blood, 2014,
124, 3620-3620.

Genomic Profiling Identifies Novel Mutations and Fusion Genes in Newly Diagnosed and Relapsed
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