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81 wLTERpNprogramcorientedNconversionNofNzNwNandNproteinNalignmentsdNNucleickAcidskResearchbN2010bN
inbNWgjcn 20.1 265

80 MasscUppNanNallcinconeNopenNsoftwareNapplicationNforNMwLzIcTOFNmassNspectrometryNknowledgeN
discoverydNBMCkBioinformaticsbN2015bNglbNign 3.6 68

79 WebNscrapingNtechnologiesNinNanNwPINworlddNBriefingskinkBioinformaticsbN2014bNgkbNmnncom 13.4 41

78 wIxenchpNaNrapidNapplicationNdevelopmentNframeworkNforNtranslationalNresearchNinNbiomedicinedN
ComputerkMethodskandkProgramskinkBiomedicinebN2010bNonbNgogchfi 6.9 37

77 PanzrugspNaNnovelNmethodNtoNprioritizeNanticancerNdrugNtreatmentsNaccordingNtoNindividualNgenomicN
datadNGenomekMedicinebN2018bNgfbNjg 14.4 35

76 LwciMageSpNaNsoftwareNforNelementalNdistributionNbioimagingNusingNLwcIyPcMSNdatadNJournalkofk
CheminformaticsbN2016bNnbNlk 8.6 29

75 FastNhumanNserumNprofilingNthroughNchemicalNdepletionNcoupledNtoNgoldcnanoparticlecassistedN
proteinNseparationdNTalantabN2012bNgffbNhiocjk 6.2 27

74 zeepNNeuralNNetworksNapproachesNforNdetectingNandNclassifyingNcolorectalNpolypsdNNeurocomputingbN
2021bNjhibNmhgcmij 5.4 25

73 xiownnotepNaNsoftwareNplatformNforNannotatingNbiomedicalNdocumentsNwithNapplicationNinNmedicalN
learningNenvironmentsdNComputerkMethodskandkProgramskinkBiomedicinebN2013bNgggbNgiocjm 6.9 23

72
LaserNablationNandNinductivelyNcoupledNplasmaNmassNspectrometryNfocusingNonNbioimagingNfromN
elementalNdistributionNusingNMatLabNsoftwarepNaNpracticalNguidedNJournalkofkAnalyticalkAtomick
SpectrometrybN2016bNigbNnihcnjf

3.7 20

71 zirectNmatrixNassistedNlaserNdesorptionNionizationNmassNspectrometrycbasedNanalysisNofNwineNasNaN
powerfulNtoolNforNclassificationNpurposesdNTalantabN2012bNogbNmhcl 6.2 19

70 EvaluatingNtheNeffectNofNunbalancedNdataNinNbiomedicalNdocumentNclassificationdNJournalkofk
IntegrativekBioinformaticsbN2011bNnbNgfkcggm 3.8 19

69 wNnovelNensembleNofNclassifiersNthatNuseNbiologicalNrelevantNgeneNsetsNforNmicroarrayNclassificationdN
AppliedkSoftkComputingkJournalbN2014bNgmbNggmcghl 7.5 18

68 TheNzrosophilaNmelanogasterNmethuselahNgenepNaNnovelNgeneNwithNancientNfunctionsdNPLoSkONEbN
2013bNnbNelimjm 3.7 18

67
PatternsNofNevolutionNatNtheNgametophyticNselfcincompatibilityNSorbusNaucupariaNVPyrinaeWNSNpollenN
genesNsupportNtheNnoncselfNrecognitionNbyNmultipleNfactorsNmodeldNJournalkofkExperimentalkBotanybN
2013bNljbNhjhicij

7 16

66 wzOPSccwutomaticNzetectionNOfNPositivelyNSelectedNSitesdNJournalkofkIntegrativekBioinformaticsbN
2012bNobNhff 3.8 16

65 wnNassessmentNofNtheNultrasonicNprobecbasedNenhancementNofNproteinNcleavageNwithNimmobilizedN
trypsindNProteomicsbN2011bNggbNinllcml 4.8 15
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64 wzOPSNcNwutomaticNzetectionNOfNPositivelyNSelectedNSitesdNJournalkofkIntegrativekBioinformaticsbN
2012bNobNgncih 3.8 14

63 GrindstonejSpampNwnNoptimizationNtoolkitNforNboostingNecmailNclassificationdNJournalkofkSystemskandk
SoftwarebN2012bNnkbNhofochohf 3.3 13

62 wnNRNwcseqNxasedNMachineNLearningNwpproachNIdentifiesNLatentNTuberculosisNPatientsNWithNanN
wctiveNTuberculosisNProfiledNFrontierskinkImmunologybN2020bNggbNgjmf 8.4 11

61 ylassifyingNpatientsNinNperitonealNdialysisNbyNmassNspectrometrycbasedNprofilingdNTalantabN2016bNgkhbNiljcmf6.2 11

60 MatrixcassistedNlaserNdesorptioneionizationNtimecofcflightNmassNspectrometrycbasedNprofilingNasNaN
stepNforwardNinNtheNcharacterizationNofNperitonealNdialysisNeffluentdNAnalyticalkMethodsbN2015bNmbNmjlmcmjmi3.2 10

59
zecisionNpeptidecdrivenpNaNfreeNsoftwareNtoolNforNaccurateNproteinNquantificationNusingNgelN
electrophoresisNandNmatrixNassistedNlaserNdesorptionNionizationNtimeNofNflightNmassNspectrometrydN
TalantabN2010bNnhbNgjghchf

6.2 10

58 MassNspectrometrycbasedNfingerprintingNofNproteinsNTNpeptidesNinNwineNqualityNcontrolpNaNcriticalN
overviewdNCriticalkReviewskinkFoodkSciencekandkNutritionbN2013bNkibNmkgco 11.5 9

57 wNJwVwNapplicationNframeworkNforNscientificNsoftwareNdevelopmentdNSoftwarekykPracticekandk
ExperiencebN2012bNjhbNgfgkcgfil 2.5 9

56 wNnovelNVgnWONinverseNlabelingcbasedNworkflowNforNaccurateNbottomcupNmassNspectrometryN
quantificationNofNproteinsNseparatedNbyNgelNelectrophoresisdNElectrophoresisbN2010bNigbNijfmcgo 3.6 9

55 xioinformaticsNProtocolsNforNQuicklyNObtainingNLargecScaleNzataNSetsNforNPhylogeneticNInferencesdN
InterdisciplinarykSciencesxkComputationalkLifekSciencesbN2019bNggbNgco 3.5 9

54
wNmethodologicalNapproachNbasedNonNgoldcnanoparticlesNfollowedNbyNmatrixNassistedNlaserN
desorptionNionizationNtimeNofNflightNmassNspectrometryNforNtheNanalysisNofNurineNprofilingNofNkneeN
osteoarthritisdNTalantabN2016bNgkfbNlincjk

6.2 8

53 MultipleNindependentNLcgulonolactoneNoxidaseNVGULOWNgeneNlossesNandNvitaminNyNsynthesisN
reacquisitionNeventsNinNnonczeuterostomianNanimalNspeciesdNBMCkEvolutionarykBiologybN2019bNgobNghl 3 8

52 SpeedingNupNtheNscreeningNofNsteroidsNinNurinepNdevelopmentNofNaNusercfriendlyNlibrarydNSteroidsbN
2013bNmnbNghhlcih 2.8 8

51 RealctimeNpolypNdetectionNmodelNusingNconvolutionalNneuralNnetworksdNNeuralkComputingkandk
ApplicationsbN2021bNg 4.8 8

50
EvoPPINgdfpNaNWebNPlatformNforNWithincNandNxetweencSpeciesNMultipleNInteractomeNyomparisonsN
andNwpplicationNtoNNineNPolyQNProteinsNzeterminingNNeurodegenerativeNziseasesdNInterdisciplinaryk
SciencesxkComputationalkLifekSciencesbN2019bNggbNjkckl

3.5 7

49 LargeNScaleNwnalysesNandNVisualizationNofNwdaptiveNwminoNwcidNyhangesNProjectsdNInterdisciplinaryk
SciencesxkComputationalkLifekSciencesbN2018bNgfbNhjcih 3.5 7

48 SequentialNdepletionNcoupledNtoNygnNsequentialNextractionNasNaNrapidNtoolNforNhumanNserumN
multipleNprofilingdNTalantabN2014bNghkbNgnocok 6.2 7

47 PileLinepNaNtoolboxNtoNhandleNgenomeNpositionNinformationNinNnextcgenerationNsequencingNstudiesdN
BMCkBioinformaticsbN2011bNghbNig 3.6 7

(2011-2012)

3



46
xzxMNgdfpNwNzesktopNwpplicationNforNEfficientNRetrievalNandNProcessingNofNHighcQualityNSequenceN
zataNandNwpplicationNtoNtheNIdentificationNofNtheNPutativeNyoffeaNScLocusdNInterdisciplinarykSciencesxk
ComputationalkLifekSciencesbN2019bNggbNkmclm

3.5 6

45 genEnsemblepNwNnewNmodelNforNtheNcombinationNofNclassifiersNandNintegrationNofNbiologicalN
knowledgeNappliedNtoNgenomicNdatadNExpertkSystemskWithkApplicationsbN2013bNjfbNkhcli 7.8 6

44 PileLineGUIpNaNdesktopNenvironmentNforNhandlingNgenomeNpositionNfilesNinNnextcgenerationN
sequencingNstudiesdNNucleickAcidskResearchbN2011bNiobNWklhcl 20.1 6

43 wNnovelNensembleNapproachNforNmulticategoryNclassificationNofNzNwNmicroarrayNdataNusingNbiologicalN
relevantNgeneNsetsdNInternationalkJournalkofkDatakMiningkandkBioinformaticsbN2012bNlbNlfhcgl 0.5 6

42 geneyommitteepNaNwebcbasedNtoolNforNextensivelyNtestingNtheNdiscriminatoryNpowerNofNbiologicallyN
relevantNgeneNsetsNinNmicroarrayNdataNclassificationdNBMCkBioinformaticsbN2014bNgkbNig 3.6 5

41 RapidNdevelopmentNofNproteomicNapplicationsNwithNtheNwIxenchNframeworkdNJournalkofkIntegrativek
BioinformaticsbN2011bNnbNglcif 3.8 5

40 IndirectNultrasonicationNforNproteinNquantificationNandNpeptideNmassNmappingNthroughNmassN
spectrometrycbasedNtechniquesdNTalantabN2010bNnhbNknmcoi 6.2 5

39 InferringNPositiveNSelectionNinNLargeNViralNzatasetsdNAdvanceskinkIntelligentkSystemskandkComputingbN
2020bNlgclo 0.4 5

38 yompiNHubpNwNPublicNRepositoryNforNSharingNandNziscoveringNyompiNPipelinesdNAdvanceskinkIntelligentk
SystemskandkComputingbN2021bNkgcko 0.4 5

37 GyjSpNwNbioinformaticscorientedNJavaNsoftwareNlibraryNofNreusableNgraphicalNuserNinterfaceN
componentsdNPLoSkONEbN2018bNgibNefhfjjmj 3.7 5

36 TheNwrtificialNIntelligenceNWorkbenchpNaNretrospectiveNreviewdNAdvanceskinkDistributedkComputingk
andkArtificialkIntelligencekJournalbN2016bNkbNmicnk 0.4 4

35 SEzwpNaNzesktopNToolNSuiteNforNFwSTwNFilesNProcessingdNIEEE/ACMkTransactionskonkComputationalk
BiologykandkBioinformaticsbN2020bNPPbN 3 4

34 yompipNaNframeworkNforNportableNandNreproducibleNpipelinesdNPeerJkComputerkSciencebN2021bNmbNekoi 2.7 4

33 ShPpNwNsoftwareNtoolNtoNquicklyNcarryNoutNreproducibleNbiomedicalNresearchNprojectsNinvolvingNhzcgelN
andNMwLzIcTOFNMSNproteinNdatadNComputerkMethodskandkProgramskinkBiomedicinebN2018bNgkkbNgco 6.9 4

32 PathJampNaNnewNserviceNforNintegratingNbiologicalNpathwayNinformationdNJournalkofkIntegrativek
BioinformaticsbN2010bNmbN 3.8 4

31 PredictingNSpecificitiesNUnderNtheNNoncselfNGametophyticNSelfcIncompatibilityNRecognitionNModeldN
FrontierskinkPlantkSciencebN2019bNgfbNnmo 6.2 3

30
wNmesofluidicNplatformNintegratingNoncchipNprobeNultrasonicationNforNmultipleNsampleNpretreatmentN
involvingNdenaturationbNreductionbNandNdigestionNinNproteinNidentificationNassaysNbyNmassN
spectrometrydNAnalystxkThebN2014bNgiobNoohck

5 3

29
wNcomprehensiveNanalysisNaboutNtheNinfluenceNofNlowclevelNpreprocessingNtechniquesNonNmassN
spectrometryNdataNforNsampleNclassificationdNInternationalkJournalkofkDatakMiningkandkBioinformaticsbN
2014bNgfbNjkkcmi

0.5 3
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28 wNnewNapproachNtoNbacterialNcolonyNmorphotypingNbyNmatrixcassistedNlaserNdesorptionNionizationN
timeNofNflightcbasedNmassNspectrometrydNTalantabN2013bNgglbNgffcm 6.2 3

27 InferencesNonNMycobacteriumNLepraeNHostNImmuneNResponseNEscapeNandNwntibioticNResistanceN
UsingNGenomicNzataNandNGenomeFastScreendNAdvanceskinkIntelligentkSystemskandkComputingbN2021bNjhckf0.4 3

26 wTXNgNNcterminalNregionNexplainsNtheNbindingNdifferencesNofNwildctypeNandNexpandedNformsdNBMCk
MedicalkGenomicsbN2019bNghbNgjk 3.7 3

25 PerformanceNofNyonvolutionalNNeuralNNetworksNforNPolypNLocalizationNonNPublicNyolonoscopyN
ImageNzatasetsddNDiagnosticsbN2022bNghbN 3.8 3

24 EvaluatingNtheNeffectNofNunbalancedNdataNinNbiomedicalNdocumentNclassificationdNJournalkofk
IntegrativekBioinformaticsbN2011bNnbNgmm 3.8 3

23 wNWorkflowNforNtheNwpplicationNofNxiclusteringNtoNMassNSpectrometryNzatadNAdvanceskinkIntelligentk
SystemskandkComputingbN2013bNgjkcgki 0.4 2

22 UsingNyxRNasNzesignNMethodologyNforNzevelopingNwdaptableNzecisionNSupportNSystemsN2011bN 2

21 OnNtheNzevelopmentNofNaNPipelineNforNtheNwutomaticNzetectionNofNPositivelyNSelectedNSitesdN
AdvanceskinkIntelligentkandkSoftkComputingbN2012bNhhkchho 2

20 xuildingNProteomicsNwpplicationsNwithNtheNwIxenchNwpplicationNFrameworkdNAdvanceskinkIntelligentk
andkSoftkComputingbN2011bNoocgfm 2

19 wssessingNtheNSuitabilityNofNMeSHNOntologyNforNylassifyingNMedlineNzocumentsdNAdvanceskink
IntelligentkandkSoftkComputingbN2011bNiimcijj 2

18 wssessingNtheNImpactNofNylasscImbalancedNzataNforNylassifyingNRelevanteIrrelevantNMedlineN
zocumentsdNAdvanceskinkIntelligentkandkSoftkComputingbN2011bNijkciki 2

17 EnhancingNsepsisNmanagementNthroughNmachineNlearningNtechniquespNwNreviewdNMedicinakIntensivabN
2020bNjlbNgjfcgjf 1.2 2

16 zREIMTpNaNdrugNrepositioningNdatabaseNandNprioritizationNtoolNforNimmunomodulationdN
BioinformaticsbN2021bNimbNkmnckmo 7.2 2

15 wNxioinformaticsNProtocolNforNQuicklyNyreatingNLargecScaleNPhylogeneticNTreesdNAdvanceskink
IntelligentkSystemskandkComputingbN2019bNnncol 0.4 1

14 EvoPPIpNwNWebNwpplicationNtoNyompareNProteincProteinNInteractionsNVPPIsWNfromNzifferentN
zatabasesNandNSpeciesdNAdvanceskinkIntelligentkSystemskandkComputingbN2019bNgjocgkl 0.4 1

13 IncorporatingNbiologicalNknowledgeNtoNmicroarrayNdataNclassificationNthroughNgenomicNdataNfusionN
2010bN 1

12 zREIMTpNaNdrugNrepositioningNdatabaseNandNprioritizationNtoolNforNimmunomodulation 1

11 ImplementingNeffectiveNmachineNlearningcbasedNworkflowsNforNtheNanalysisNofNmassNspectrometryN
datadNJournalkofkIntegratedkOMICSbN2016bNlbN 0.5 1
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10 TheNpegiisNxioinformaticsNzockerNImagesNProjectdNLecturekNoteskinkNetworkskandkSystemsbN2022bNigcjf 0.5 1

9 OnNtheNIdentificationNofNylinicallyNRelevantNxacterialNwminoNwcidNyhangesNatNtheNWholeNGenomeN
LevelNUsingNwutocPSScGenomedNInterdisciplinarykSciencesxkComputationalkLifekSciencesbN2021bNgibNiijciji 3.5 0

8 ShPpNwNzesktopNwpplicationNforNFastNandNEasyNProcessingNofNhzcGelNandNMwLzIcxasedNMassN
SpectrometryNProteinNzatadNAdvanceskinkIntelligentkSystemskandkComputingbN2017bNgcn 0.4

7 wutomatedNyollectionNandNSharingNofNwdaptiveNwminoNwcidNyhangesNzatadNAdvanceskinkIntelligentk
SystemskandkComputingbN2017bNgnchk 0.4

6 wnNExperimentalNEvaluationNofNaNNovelNStochasticNMethodNforNIterativeNylassNziscoveryNonNRealN
MicroarrayNzatasetsdNAdvanceskinkIntelligentkandkSoftkComputingbN2010bNocgl

5 PathwgentpNMulticagentNSystemNforNUpdatedNPathwayNInformationNIntegrationdNAdvanceskink
IntelligentkandkSoftkComputingbN2010bNmmcnk

4 MulticagentNSystemNforNMassNSpectrometryNwnalysisdNAdvanceskinkIntelligentkandkSoftkComputingbN
2010bNnmcok

3 wNyomparativeNStudyNofNMicroarrayNzataNylassificationNMethodsNxasedNonNEnsembleNxiologicalN
RelevantNGeneNSetsdNAdvanceskinkIntelligentkandkSoftkComputingbN2010bNhkcih

2 wnNIntuitiveNWorkflowNtoNRetrieveNSomaticNMutationsNinNNextNGenerationNSequencingNStudiesdN
AdvanceskinkIntelligentkandkSoftkComputingbN2011bNnicnl

1 wpplyingNwIxenchNFrameworkNtoNzevelopNRichNUserNInterfacesNinNNGSNStudiesdNAdvanceskink
IntelligentkandkSoftkComputingbN2012bNgnocgol
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