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i Paper IF Citations

222 sompleteIgenomeIsequenceIofIhollyhockIveinIyellowingIvirusVIaInovelImonopartiteIbegomovirusI
infectingIhollyhockIinIPakistanXIArchivesloflVirologyVI2021VIaffVIbfZgWbfaZ 2.6 0

221 ynteractionIofIwatermelonIchloroticIstuntIvirusIwithIsatellitesXIAustralasianlPlantlPathologyVI2021VI
eZVIaagWabh 1.4 1

220 ynteractionIofIaItomatoIleafIcurlINewItelhiIvirusIwithIaIbetasatelliteIenhancesIsymptomIseverityIinI
fieldWinfectedItomatoIplantsXITropicallPlantlPathologyVI2021VIdfVIafiWagd 2.5

219 ydentificationIandImolecularIcharacterizationIofIroseIleafIcurlIvirusIinIornamentalIpomegranateI
RPunicaIgranatumILXSXIAustralasianlPlantlPathologyVI2021VIeZVIcecWcef 1.4 0

218 qlphasatellitesIRqlphasatellitidaeSI2021VIadiWaec

217 UseIofIsRySPRYsasISystemItoIsreateIResistanceItoIsottonItiseasesI2021VIcbiWceZ 0

216
uffectsIofItheItransientIexpressionIofIheterologousIRNqIvirusWencodedIsilencingIsuppressorsIonI
theIinfectivityIandIsystemicImovementIofItomatoIleafIcurlINewItelhiIvirusXIAustralasianlPlantl
PathologyVI2020VIdiVIecaWedZ

1.4

215 tetectionIandImolecularIcharacterizationIofIslerodendronIyellowImosaicIvirusIinfectingI
VolkameriaIinermisIinIPakistanXIJournalloflPlantlPathologyVI2020VIaZbVIiegWieg 1 3

214
ToleranceItoItomatoIleafIcurlINewItelhiIbegomovirusIinItransgenicINicotianaIbenthamianaI
expressingItheIphageIMacIgeneIeIRweSVIanIsstNqIbindingIproteinXITropicallPlantlPathologyVI2020VI
deVIddcWddg

2.5

213 sodiaeumIvariegatumIinIPakistanIharboursIpedilanthusIleafIcurlIvirusIandIpapayaIleafIcurlIvirusIasI
wellIasIaInewlyIidentifiedIbetasatelliteXIArchivesloflVirologyVI2020VIafeVIahggWahha 2.6 2

212
TransgenicIexpressionIofItheIqgrobacteriumItumefaciensIsingleWstrandedItNqIbindingIproteinI
VirubIprovidesIresistanceItoIbothIbipartiteIandImonopartiteIbetasatelliteWassociatedI
begomovirusesIinINicotianaIbenthamianaXIPhysiologicallandlMolecularlPlantlPathologyVI2020VIaabVIaZaeaf

2.6

211
MultipleIalphasatellitesIassociatedIwithIPapayaIleafIcurlIvirusIandIsrotonIyellowImosaicI
betasatelliteIinIsrotonIbonplandianusjIfirstIidentificationIofIqgeratumIyellowIveinISingaporeI
alphasatelliteIinIPakistanXIEuropeanlJournalloflPlantlPathologyVI2019VIaeeVIacecWacfa

2.1

210 ydentificationIofItwoIfurtherIagriculturallyIimportantIbegomovirusesIandItheirIassociatedIsatellitesI
infectingItheIweedItigeraIarvensisIinIPakistanXIEuropeanlJournalloflPlantlPathologyVI2019VIaeeVIfeiWfff 2.1 0

209 ydentificationIofIpeaIleafIdistortionIvirusIandILudwigiaIleafIdistortionIbetasatelliteIassociatedIwithI
yellowIleafIcurlIdiseaseIofIlimaIbeanIinINepalXIAustralasianlPlantlPathologyVI2019VIdhVIcZiWcab 1.4 1

208 MolecularIandIbiologicalIcharacterizationIofIshilliIleafIcurlIvirusIandIassociatedITomatoIleafIcurlI
betasatelliteIinfectingItobaccoIinIOmanXIVirologylJournalVI2019VIafVIaca 6.1 5

207 vrequentIoccurrenceIofIMungbeanIyellowImosaicIyndiaIvirusIinItomatoIleafIcurlIdiseaseIaffectedI
tomatoIinIOmanXIScientificlReportsVI2019VIiVIaffcd 4.9 3

206 SpilanthesIoleraceaIRToothacheIPlantSI2019VIbdhfWbdhg
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205 SechiumIeduleIRshayoteSI2019VIbaieWbaih

204 qllamandaIcatharticaIRqllamandaSI2019VIeZWea

203 rromusIsppXIRrromeSI2019VIcbfWccZ

202 tesmodiumIsppXI2019VIhfdWhfh

201 qgeratumIsppXIRWhiteIweedSI2019VIchWde

200 syamopsisItetragonolobaIRwuarYslusterIreanSI2019VIggbWggd

199 ZeaImaysIRsornIorIMaizeSI2019VIbhbdWbhec

198 srotalariaIsppXIRSunnIhempVIShowyIrattleboxSI2019VIffhWfgb

197 MerremiaIsppXI2019VIaecgWaech

196 umiliaIsonchifoliaIRLilacItasselflowerSI2019VIieZWiea

195 UrochloaIsppXIRSignalIgrassSI2019VIbfceWbfcf

194 retaIvulgarisIRSugarIbeetSI2019VIbdiWbgd

193 PassifloraIedulisIRMaracujaVIPassionIfruitSI2019VIagcaWagdZ 1

192 uuphorbiaIheterophyllaIRPaintedIuuphorbiaSI2019VIigeWigh

191 PouzolziaIsppXI2019VIaiaiWaibZ

190 LycianthesIrantonnetiiIRrlueIpotatoIbushSI2019VIadbaWadbd

189 MacroptiliumIsppXI2019VIadcZWadcf

188 ydentificationIofIshilliIleafIcurlIvirusIassociatedIwithItomatoIleafIcurlIbetasatelliteIinfectingIMenthaI
inIOmanXICanadianlJournalloflPlantlPathologyVI2019VIdaVIbiaWbie 1.6 4

(2019-2019)
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187 TheIVbIproteinIencodedIbyIaImonopartiteIbegomovirusIisIaIsuppressorIofIbothIpostWtranscriptionalI
andItranscriptionalIgeneIsilencingIactivityXIGeneVI2019VIfhfVIdcWdh 3.8 8

186 ynfectionIofIUrticaIincisaIwithIchiliIleafIcurlIvirusIandItomatoIleafIcurlIbetasatelliteIinIOmanXIJournall
oflPlantlPathologyVI2019VIaZaVIcieWcie 1 3

185 TheIRepIproteinsIencodedIbyIalphasatellitesIrestoreIexpressionIofIaItranscriptionallyIsilencedI
greenIfluorescentIproteinItransgeneIinXIVirusDiseaseVI2019VIcZVIaZaWaZe 3.4 19

184 ydentificationIofITomatoIYellowILeafIsurlIVirusWyRIandIqssociatedITomatoILeafIsurlIretasatelliteI
ynfectingIsommonIreanIRPhaseolusIvulgarisSIinIOmanXIPlantlDiseaseVI2018VIaZbVIahfd 1.5 2

183 uvaluationIofItomatoIinbredIlinesIforIresistanceItoItheItomatoIyellowIleafIcurlIdiseaseIcomplexIinI
OmanXICroplProtectionVI2018VIaaZVIiaWih 2.7 9

182 ydentificationIofIMungbeanIyellowImosaicIyndiaIvirusIynfectingIsucumberIinIOmanXIPlantlDiseaseVI
2018VIaZbVIdfe 1.5 8

181 qlphasatellitidaejIaInewIfamilyIwithItwoIsubfamiliesIforItheIclassificationIofIgeminivirusWIandI
nanovirusWassociatedIalphasatellitesXIArchivesloflVirologyVI2018VIafcVIbehgWbfZZ 2.6 78

180 ydentificationIofIaIdicotIinfectingImastrevirusIalongIwithIalphaWIandIbetasatelliteIassociatedIwithI
leafIcurlIdiseaseIofIspinachIRSpinaciaIoleraceaSIinIPakistanXIViruslResearchVI2018VIbefVIagdWahb 6.4 10

179 WorldIManagementIofIweminivirusesXIAnnuallReviewloflPhytopathologyVI2018VIefVIfcgWfgg 10.8 133

178 ydentificationIofIaIdistinctIstrainIofIsottonIleafIcurlIweziraIvirusIinfectingItomatoIinIOmanXIJournall
oflPhytopathologyVI2018VIaffVIaiiWbZe 1.8 6

177 uvaluationIofIcarbonInanotubeIbasedIcopperInanoparticleIcompositeIforItheIefficientIdetectionIofI
agrovirusesXIJournalloflHazardouslMaterialsVI2018VIcdfVIbgWce 12.8 20

176 TransmissionIofIcottonIleafIcurlIdiseasejIanswerItoIaIlongWstandingIquestionXIViruslGenesVI2018VIedVIgdcWgde2.3 5

175 regomovirusIandIqssociatedISatelliteIsomponentsIynfectingIslusterIreanIRsyamopsisI
tetragonolobaSIinIPakistanXIJournalloflPhytopathologyVI2017VIafeVIaaeWabb 1.8 6

174 virstIReportIofIshilliIleafIcurlIvirusIandITomatoIleafIcurlIbetasatelliteIynfectingIWatermelonI
RsitrullusIlanatusSIinIOmanXIPlantlDiseaseVI2017VIaZaVIaZfcWaZfc 1.5 15

173 sapulavirusIandIwrablovirusjItwoInewIgeneraIinItheIfamilyIweminiviridaeXIArchivesloflVirologyVI2017VI
afbVIahaiWahca 2.6 166

172 ydentificationIofIMungbeanIyellowImosaicIyndianIvirusIqssociatedIwithITomatoILeafIsurlI
retasatelliteIynfectingIPhaseolusIvulgarisIinIOmanXIJournalloflPhytopathologyVI2017VIafeVIbZdWbaa 1.8 12

171 OccurrenceIofIaIrecombinantImoleculeIcarryingIsequencesIderivedIfromIanIalphasatelliteIandItheI
helperIvirusIinIcottonIaffectedIwithIcottonIleafIcurlIdiseaseXITropicallPlantlPathologyVI2017VIdbVIcigWdZb 2.5 1

170 RealWtimeIquantitativeIPsRIassayIforItheIquantificationIofIvirusIandIsatellitesIcausingIleafIcurlI
diseaseIinIcottonIinIPakistanXIJournalloflVirologicallMethodsVI2017VIbdhVIedWfZ 2.6 19
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169 MolecularIcharacterizationIofIaIdistinctImonopartiteIbegomovirusIassociatedIwithIbetasatellitesI
andIalphasatellitesIinfectingIPisumIsativumIinINepalXIViruslGenesVI2017VIecVIcZZWcZf 2.3 5

168 tiversityIandItistributionIofIsrypticISpeciesIofItheIremisiaItabaciIRxemipterajIqleyrodidaeSI
complexIinIPakistanXIJournalloflEconomiclEntomologyVI2017VIaaZVIbbieWbcZZ 2.2 18

167 ysTVIVirusITaxonomyIProfilejIweminiviridaeXIJournalloflGenerallVirologyVI2017VIihVIacaWacc 4.9 400

166 vurtherIchangesIinItheIcottonIleafIcurlIdiseaseIcomplexjIanIindicationIofIthingsItoIcomeoXIVirusl
GenesVI2017VIecVIgeiWgfa 2.3 3

165 ungineeringItualIregomovirusWremisiaItabaciIResistanceIinIPlantsXITrendslinlPlantlScienceVI2017VI
bbVIfWh 13.1 17

164 MaintenanceIofIsottonILeafIsurlIMultanIretasatelliteIbyIqnalysisIbyIMutationXIFrontierslinlPlantl
ScienceVI2017VIhVIbbZh 6.2 14

163 tiversityIofIalphasatellitesIassociatedIwithIcottonIleafIcurlIdiseaseIinIPakistanXIVirologylReportsVI
2016VIfVIdaWeb 5

162 VirusWynducedIweneISilencingIinIsultivatedIsottonIRwossypiumIsppXSIUsingITobaccoIRattleIVirusXI
MolecularlBiotechnologyVI2016VIehVIfeWgb 3 17

161 vrequentIOccurrenceIofITomatoILeafIsurlINewItelhiIVirusIinIsottonILeafIsurlItiseaseIqffectedI
sottonIinIPakistanXIPLoSlONEVI2016VIaaVIeZaeeebZ 3.7 48

160
sharacterizationIofINonWcodingItNqISatellitesIqssociatedIwithISweepovirusesIRwenusI
regomovirusVIweminiviridaeSIWItefinitionIofIaItistinctIslassIofIregomovirusWqssociatedISatellitesXI
FrontierslinlMicrobiologyVI2016VIgVIafb

5.7 75

159
weVIaIPhageISingleWStrandedItNqWrindingIProteinVIvusedIwithIaINuclearILocalizationISignalVI
qttenuatesISymptomsIandIReducesIregomovirusWretasatelliteIqccumulationIinITransgenicIPlantsXI
MolecularlBiotechnologyVI2016VIehVIeieWfZb

3 2

158 ynfectivityVIeffectsIonIhelperIvirusesIandIwhiteflyItransmissionIofItheIdeltasatellitesIassociatedIwithI
sweepovirusesIRgenusIregomovirusVIfamilyIweminiviridaeSXIScientificlReportsVI2016VIfVIcZbZd 4.9 27

157 TheIceWaminoIacidIsbIproteinIofIsottonIleafIcurlIβokhranIvirusVIrurewalaVIimplicatedIinIresistanceI
breakingIinIcottonVIretainsIsomeIactivitiesIofItheIfullWlengthIproteinXIViruslGenesVI2016VIebVIfhhWig 2.3 5

156 MolecularIidentificationIandIbiologicalIcharacterisationIofIaIbegomovirusIassociatedIwithIokraI
enationIleafIcurlIdiseaseIinIyndiaXIEuropeanlJournalloflPlantlPathologyVI2015VIadaVIbagWbce 2.1 19

155 qgeratumIenationIvirusWaIbegomovirusIofIweedsIwithItheIpotentialItoIinfectIcropsXIVirusesVI2015VIgVIfdgWfe6.2 20

154 RNqIinterferenceWbasedIresistanceIinItransgenicItomatoIplantsIagainstITomatoIyellowIleafIcurlI
virusWOmanIRTYLsVWOMSIandIitsIassociatedIbetasatelliteXIVirologylJournalVI2015VIabVIch 6.1 34

153 RevisionIofIregomovirusItaxonomyIbasedIonIpairwiseIsequenceIcomparisonsXIArchivesloflVirologyVI
2015VIafZVIaeicWfai 2.6 430

152 sharacterizationIofITomatoIyellowIleafIcurlIvirusIandIassociatedIalphasatelliteIinfectingIsucurbitaI
maximaIinIzapanXIJournalloflGenerallPlantlPathologyVI2015VIhaVIibWie 1 4

(2015-2017)
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151 LightWdependentIsegregationIofIbegomovirusesIinIqsystasiaIgangeticaIleavesXIViruslResearchVI2015VI
aieVIbbeWce 6.4 4

150 weminiviridaeI2015VIaWab 5

149 vunctionalIqnalysisIofIsottonILeafIsurlIβokhranIVirusYsottonILeafIsurlIMultanIretasatelliteIRNqI
SilencingISuppressorsXIBiologyVI2015VIdVIfigWgad 4.9 15

148 ydentificationIofIanIqustralianWlikeIdicotWinfectingImastrevirusIinIPakistanXIArchivesloflVirologyVI2015
VIafZVIhbeWcZ 2.6 13

147 RecentIevolutionIofIaInovelIbegomovirusIcausingItomatoIleafIcurlIdiseaseIinItheIqlWratinahIregionI
ofIOmanXIArchivesloflVirologyVI2014VIaeiVIddeWee 2.6 20

146 OmanjIaIcaseIforIaIsinkIofIbegomovirusesIofIgeographicallyIdiverseIoriginsXITrendslinlPlantlScienceVI
2014VIaiVIfgWgZ 13.1 21

145 ydentificationIofIaIdistinctIstrainIofIcottonIleafIcurlIrurewalaIvirusXIArchivesloflVirologyVI2014VIaeiVIbghgWiZ2.6 7

144 qnIanalysisIofItheIresistanceIofIwossypiumIarboreumItoIcottonIleafIcurlIdiseaseIbyIgraftingXI
EuropeanlJournalloflPlantlPathologyVI2014VIaciVIhcgWhdg 2.1 15

143 qssociationIofIanIalphasatelliteIwithItomatoIyellowIleafIcurlIvirusIandIageratumIyellowIveinIvirusIinI
zapanIisIsuggestiveIofIaIrecentIintroductionXIVirusesVI2014VIfVIahiWbZZ 6.2 11

142 qItistinctIStrainIofIshickpeaIchloroticIdwarfIvirusIynfectingIPepperIinIOmanXIPlantlDiseaseVI2014VI
ihVIbhf 1.5 13

141 RegionalIchangesIinItheIsequenceIofIcottonIleafIcurlImultanIbetasatelliteXIVirusesVI2014VIfVIbahfWbZc 6.2 13

140 OccurrenceIofIaInewIrecombinantIbegomovirusIspeciesIinfectingItomatoIinItheIqlWratinahIregionI
ofIOmanXIPlantlPathologyVI2014VIfcVIaaggWaahd 2.8 12

139 uffectsIofIgeneticIchangesItoItheIbegomovirusYbetasatelliteIcomplexIcausingIcottonIleafIcurlI
diseaseIinISouthIqsiaIpostWresistanceIbreakingXIViruslResearchVI2014VIahfVIaadWi 6.4 41

138 ydentificationIofIaIdiseaseIcomplexIinvolvingIaInovelImonopartiteIbegomovirusIwithIbetaWIandI
alphasatellitesIassociatedIwithIokraIleafIcurlIdiseaseIinIOmanXIArchivesloflVirologyVI2014VIaeiVIaaiiWbZe 2.6 22

137 qIdistinctIstrainIofIchickpeaIchloroticIdwarfIvirusIRgenusIMastrevirusVIfamilyIweminiviridaeSI
identifiedIinIcottonIplantsIaffectedIbyIleafIcurlIdiseaseXIArchivesloflVirologyVI2014VIaeiVIabagWba 2.6 26

136 qIrecombinantIbegomovirusIresultingIfromIexchangeIofItheIsdIgeneXIJournalloflGenerallVirologyVI
2013VIidVIahifWaiZg 4.9 38

135
ynfectionIofItomatoIleafIcurlINewItelhiIvirusIRToLsNtVSVIaIbipartiteIbegomovirusIwithI
betasatellitesVIresultsIinIenhancedIlevelIofIhelperIvirusIcomponentsIandIantagonisticIinteractionI
betweenItNqIrIandIbetasatellitesXIAppliedlMicrobiologylandlBiotechnologyVI2013VIigVIedegWga

5.7 81

134 qrtificialImicroRNqWmediatedIresistanceIagainstItheImonopartiteIbegomovirusIsottonIleafIcurlI
rurewalaIvirusXIVirologylJournalVI2013VIaZVIbca 6.1 63
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133 yntroductionIofIuastIqfricanIcassavaImosaicIZanzibarIvirusItoIOmanIharksIbackItoIKZanzibarVItheI
capitalIofIOmanKXIViruslGenesVI2013VIdfVIaieWh 2.3 10

132
uvidenceIthatIdicotWinfectingImastrevirusesIareIparticularlyIproneItoIinterWspeciesIrecombinationI
andIhaveIlikelyIbeenIcirculatingIinIqustraliaIforIlongerIthanIinIqfricaIandItheIMiddleIuastXIVirologyVI
2013VIdddVIbhbWia

3.6 31

131 sottonIleafIcurlIdiseaseIWIanIemergingIthreatItoIcottonIproductionIworldwideXIJournalloflGenerall
VirologyVI2013VIidVIfieWgaZ 4.9 140

130 weneticIdiversityIandIdistributionIofIaIdistinctIstrainIofIshiliIleafIcurlIvirusIandIassociatedI
betasatelliteIinfectingItomatoIandIpepperIinIOmanXIViruslResearchVI2013VIaggVIhgWig 6.4 31

129 sompleteInucleotideIsequenceIofIaImonopartiteIregomovirusIandIassociatedIsatellitesIinfectingI
saricaIpapayaIinINepalXIViruslGenesVI2013VIdfVIehaWd 2.3 15

128 qItistinctIStrainIofITomatoIleafIcurlISudanIvirusIsausesITomatoILeafIsurlItiseaseIinIOmanXIPlantl
DiseaseVI2013VIigVIacifWadZb 1.5 21

127 XanthiumIstrumariumjIaIweedIhostIofIcomponentsIofIbegomovirusWbetasatelliteIcomplexesI
affectingIcropsXIViruslGenesVI2012VIddVIaabWi 2.3 21

126 uffectsIofItheImutationIofIselectedIgenesIofIcottonIleafIcurlIβokhranIvirusIonIinfectivityVIsymptomsI
andItheImaintenanceIofIcottonIleafIcurlIMultanIbetasatelliteXIViruslResearchVI2012VIafiVIaZgWaf 6.4 30

125 TranscriptImappingIofIsottonIleafIcurlIrurewalaIvirusIandIitsIcognateIbetasatelliteVIsottonIleafIcurlI
MultanIbetasatelliteXIVirologylJournalVI2012VIiVIbdi 6.1 9

124 LetterItoItheIuditorjIMastrevirusIsequencesIinIaIbegomovirusWinfectedIplantXIViruslGenesVI2012VIddVIecfWh2.3 5

123 sompleteInucleotideIsequenceIofIwatermelonIchloroticIstuntIvirusIoriginatingIfromIOmanXIVirusesVI
2012VIdVIaafiWha 6.2 22

122 qImeltingIpotIofIOldIWorldIbegomovirusesIandItheirIsatellitesIinfectingIaIcollectionIofIwossypiumI
speciesIinIPakistanXIPLoSlONEVI2012VIgVIedZZeZ 3.7 34

121 ydentificationIofIsottonIleafIcurlIweziraIvirusIinIPapayaIinIOmanXIPlantlDiseaseVI2012VIifVIagZd 1.5 10

120 ReconstructingItheIhistoryIofImaizeIstreakIvirusIstrainIaIdispersalItoIrevealIdiversificationIhotIspotsI
andIitsIoriginIinIsouthernIqfricaXIJournalloflVirologyVI2011VIheVIifbcWcf 6.6 52

119 TheImergingIofItwoIdynastiesWWidentificationIofIanIqfricanIcottonIleafIcurlIdiseaseWassociatedI
begomovirusIwithIcottonIinIPakistanXIPLoSlONEVI2011VIfVIebZcff 3.7 47

118 ˛†saIencodedIbyItomatoIyellowIleafIcurlIshinaIbetasatelliteIformsImultimericIcomplexesIinIvitroI
andIinIvivoXIVirologyVI2011VIdZiVIaefWfb 3.6 31

117 ydentificationIofIaImajorIpathogenicityIdeterminantIandIsuppressorsIofIRNqIsilencingIencodedIbyIaI
SouthIPacificIisolateIofIrananaIbunchyItopIvirusIoriginatingIfromIPakistanXIViruslGenesVI2011VIdbVIbgbWha2.3 15

116 qnalysisIofItheIsequenceIofIaIdicotWinfectingImastrevirusIRfamilyIweminiviridaeSIoriginatingIfromI
SyriaXIViruslGenesVI2011VIdbVIdbbWh 2.3 17

(2011-2013)
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115 rromusIcatharticusIstriateImosaicIvirusjIaInewImastrevirusIinfectingIrromusIcatharticusIfromI
qustraliaXIArchivesloflVirologyVI2011VIaefVIcceWda 2.6 6

114 sompleteInucleotideIsequenceIofIaIbegomovirusIandIassociatedIbetasatelliteIinfectingIcrotonI
RsrotonIbonplandianusSIinIPakistanXIArchivesloflVirologyVI2011VIaefVIaaZaWe 2.6 19

113 RecombinationIpatternsIinIdicotWinfectingImastrevirusesImirrorIthoseIfoundIinImonocotWinfectingI
mastrevirusesXIArchivesloflVirologyVI2011VIaefVIadfcWi 2.6 11

112 SelectionIofItargetIsequencesIasIwellIasIsequenceIidentityIdetermineItheIoutcomeIofIRNqiI
approachIforIresistanceIagainstIcottonIleafIcurlIgeminivirusIcomplexXIVirologylJournalVI2011VIhVIabb 6.1 18

111 qIcommonIsetIofIdevelopmentalImiRNqsIareIupregulatedIinINicotianaIbenthamianaIbyIdiverseI
begomovirusesXIVirologylJournalVI2011VIhVIadc 6.1 60

110 ynfectiousIclonesIofITomatoIleafIcurlIPalampurIvirusIwithIaIdefectiveItNqIrIandItheirI
pseudoWrecombinationIwithITomatoIleafIcurlINewItelhiIvirusXIVirologylJournalVI2011VIhVIagc 6.1 19

109
somparisonIofIphenotypesIproducedIinIresponseItoItransientIexpressionIofIgenesIencodedIbyIfourI
distinctIbegomovirusesIinINicotianaIbenthamianaIandItheirIcorrelationIwithItheIlevelsIofI
developmentalImiRNqsXIVirologylJournalVI2011VIhVIbch

6.1 45

108 ReactionsIofINicotianaIspeciesItoIinoculationIwithImonopartiteIandIbipartiteIbegomovirusesXI
VirologylJournalVI2011VIhVIdge 6.1 8

107 RNqIinterferenceWbasedIresistanceIagainstIaIlegumeImastrevirusXIVirologylJournalVI2011VIhVIdii 6.1 20

106 tiversityIandIphylogeographyIofIregomovirusWassociatedIbetaIsatellitesIofIOkraIinIyndiaXIVirologyl
JournalVI2011VIhVIeee 6.1 38

105 SuppressorsIofIRNqIsilencingIencodedIbyItheIcomponentsIofItheIcottonIleafIcurlI
begomovirusWbetasatelliteIcomplexXIMolecularlPlant-MicrobelInteractionsVI2011VIbdVIigcWhc 3.6 110

104 qnIunusualIalphasatelliteIassociatedIwithImonopartiteIbegomovirusesIattenuatesIsymptomsIandI
reducesIbetasatelliteIaccumulationXIJournalloflGenerallVirologyVI2011VIibVIgZfWag 4.9 126

103 uvolutionaryItimeWscaleIofItheIbegomovirusesjIevidenceIfromIintegratedIsequencesIinItheI
NicotianaIgenomeXIPLoSlONEVI2011VIfVIeaiaic 3.7 52

102 RNqiIforIsropIymprovementI2011VIaggWbZg

101 TheIhypersensitiveIresponseIinducedIbyItheIVbIproteinIofIaImonopartiteIbegomovirusIisIcounteredI
byItheIsbIproteinXIMolecularlPlantlPathologyVI2010VIaaVIbdeWed 5.7 49

100 weneticIdiversityIandIphylogeographyIofIbegomovirusesIinfectingIlegumesIinIPakistanXIJournallofl
GenerallVirologyVI2010VIiaVIbZiaWbaZa 4.9 46

99 PepperIleafIcurlILahoreIvirusIrequiresItheItNqIrIcomponentIofITomatoIleafIcurlINewItelhiIvirusItoI
causeIleafIcurlIsymptomsXIVirologylJournalVI2010VIgVIcfg 6.1 15

98 TransientIexpressionIofI˛†saIproteinIdifferentiallyIregulatesIhostIgenesIrelatedItoIstressIresponseVI
chloroplastIandImitochondrialIfunctionsXIVirologylJournalVI2010VIgVIcgc 6.1 10
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97 shiliIleafIcurlIbetasatelliteIisIassociatedIwithIaIdistinctIrecombinantIbegomovirusVIPepperIleafIcurlI
LahoreIvirusVIinIsapsicumIinIPakistanXIViruslResearchVI2010VIadiVIaZiWad 6.4 13

96 TurnipIcurlyItopIvirusVIaIhighlyIdivergentIgeminivirusIinfectingIturnipIinIyranXIViruslResearchVI2010VI
aebVIafiWge 6.4 43

95 sottonIleafIcurlIdiseaseIinIresistantIcottonIisIassociatedIwithIaIsingleIbegomovirusIthatIlacksIanI
intactItranscriptionalIactivatorIproteinXIViruslResearchVI2010VIaebVIaecWfc 6.4 82

94 sottonIleafIcurlIdiseaseIinISindhIprovinceIofIPakistanIisIassociatedIwithIrecombinantIbegomovirusI
componentsXIViruslResearchVI2010VIaecVIafaWe 6.4 42

93 virstIreportIofISquashIleafIcurlIshinaIvirusIinIPakistanXIAustralasianlPlantlDiseaselNotesVI2010VIeVIba 0.8 14

92 qInovelIspeciesIofImastrevirusIRfamilyIweminiviridaeSIisolatedIfromItigitariaIdidactylaIgrassIfromI
qustraliaXIArchivesloflVirologyVI2010VIaeeVIaebiWcd 2.6 6

91 sompleteInucleotideIsequencesIofIaIdistinctIbipartiteIbegomovirusVIbitterIgourdIyellowIveinIvirusVI
infectingIMomordicaIcharantiaXIArchivesloflVirologyVI2010VIaeeVIaiZaWe 2.6 7

90 sharacterizationIofIbegomovirusIcomponentsIfromIaIweedIsuggestsIthatIbegomovirusesImayI
associateIwithImultipleIdistinctItNqIsatellitesXIViruslGenesVI2010VIdZVIdebWg 2.3 34

89 rothImalvaceousIandInonWmalvaceousIbetasatellitesIareIassociatedIwithItwoIwildIcottonIspeciesI
grownIunderIfieldIconditionsIinIPakistanXIViruslGenesVI2010VIdaVIdagWbd 2.3 14

88 tistinctIevolutionaryIhistoriesIofItheItNqWqIandItNqWrIcomponentsIofIbipartiteIbegomovirusesXI
BMClEvolutionarylBiologyVI2010VIaZVIig 3 130

87 PostWtranscriptionalIgeneIsilencingIsuppressorIactivityIofItwoInonWpathogenicIalphasatellitesI
associatedIwithIaIbegomovirusXIVirologyVI2010VIdZeVIcZZWh 3.6 113

86 MaintenanceIofIanIoldIworldIbetasatelliteIbyIaInewIworldIhelperIbegomovirusIandIpossibleIrapidI
adaptationIofItheIbetasatelliteXIJournalloflVirologyVI2009VIhcVIicdgWee 6.6 78

85 sompleteInucleotideIsequenceIofIchiliIleafIcurlIvirusIandIitsIassociatedIsatellitesInaturallyIinfectingI
potatoIinIPakistanXIArchivesloflVirologyVI2009VIaedVIcfeWh 2.6 35

84 qssociationIofIaItistinctIregomovirusIandIaIretasatelliteIwithILeafIsurlISymptomsIinIPedilanthusI
tithymaloidesXIJournalloflPhytopathologyVI2009VIaegVIahhWaic 1.8 18

83 qISingleISpeciesIofIretasatelliteIisIPrevalentIinIshilliIacrossINorthIsentralIPakistanIandIShowsI
PhylogeographicISegregationXIJournalloflPhytopathologyVI2009VIaegVIegfWegi 1.8 16

82 tiverseIandIrecombinantItNqIbetasatellitesIareIassociatedIwithIaIbegomovirusIdiseaseIcomplexIofI
tigeraIarvensisVIaIweedIhostXIViruslResearchVI2009VIadbVIbZhWab 6.4 32

81
MolecularIcharacterisationIandIinfectivityIofIaIKLegumovirusKIRgenusIregomovirusjIfamilyI
weminiviridaeSIinfectingItheIleguminousIweedIRhynchosiaIminimaIinIPakistanXIViruslResearchVI2009VI
adeVIbgiWhd

6.4 35

80 weminiviridaeI2009VI 3

(2009-2010)
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79 uxperimentalIevidenceIindicatingIthatImastrevirusesIprobablyIdidInotIcoWdivergeIwithItheirIhostsXI
VirologylJournalVI2009VIfVIaZd 6.1 47

78 somparativeIanalysisIofIPanicumIstreakIvirusIandIMaizeIstreakIvirusIdiversityVIrecombinationI
patternsIandIphylogeographyXIVirologylJournalVI2009VIfVIaid 6.1 24

77 MolecularIandIbiologicalIcharacterizationIofIMacroptiliumIyellowImosaicIvirusIfromIzamaicaXIPlantl
PathologyVI2008VIegVIdagWdbf 2.8 5

76
ReplicationIpromiscuityIofItNqWbetaIsatellitesIassociatedIwithImonopartiteIbegomoviruseskI
deletionImutagenesisIofItheIqgeratumIyellowIveinIvirusItNqWbetaIsatelliteIlocalizesIsequencesI
involvedIinIreplicationXIJournalloflGenerallVirologyVI2008VIhiVIcafeWcagb

4.9 83

75 SizeIreversionIofIaItruncatedItNqbetaIassociatedIwithITobaccoIcurlyIshootIvirusXIViruslResearchVI
2008VIacaVIbhhWib 6.4 3

74 MolecularIcharacterisationIofIbananaIbunchyItopIvirusIRrrTVSIfromIPakistanXIViruslGenesVI2008VIcfVIaiaWh2.3 25

73 sowpeaIgoldenImosaicIdiseaseIinIwujaratIisIcausedIbyIaIMungbeanIyellowImosaicIyndiaIvirusIisolateI
withIaItNqIrIvariantXIArchivesloflVirologyVI2008VIaecVIaceiWfe 2.6 30

72
SatelliteItNqIbetaIoverridesItheIpathogenicityIphenotypeIofItheIsdIgeneIofItomatoIleafIcurlIvirusI
butIdoesInotIcompensateIforIlossIofIfunctionIofItheIcoatIproteinIandIVbIgenesXIArchivesloflVirologyVI
2008VIaecVIacfgWgb

2.6 19

71 TwoIdicotWinfectingImastrevirusesIRfamilyIweminiviridaeSIoccurIinIPakistanXIArchivesloflVirologyVI
2008VIaecVIaddaWea 2.6 44

70 RecombinationVIdecreasedIhostIspecificityIandIincreasedImobilityImayIhaveIdrivenItheIemergenceI
ofImaizeIstreakIvirusIasIanIagriculturalIpathogenXIJournalloflGenerallVirologyVI2008VIhiVIbZfcWbZgd 4.9 107

69
tiversityIofIbegomovirusesIassociatedIwithImosaicIdiseaseIofIcultivatedIcassavaIRManihotI
esculentaIsrantzSIandIitsIwildIrelativeIRManihotIglazioviiIMullXIqrgXSIinIUgandaXIJournalloflGenerall
VirologyVI2008VIhiVIageiWagfi

4.9 15

68 LegumeIyellowImosaicIvirusesjIgeneticallyIisolatedIbegomovirusesXIMolecularlPlantlPathologyVI2007
VIhVIcdcWh 5.7 69

67 sompleteInucleotideIsequencesIofIcottonIleafIcurlIRajasthanIvirusIandIitsIassociatedItNqIbetaI
moleculeIinfectingItomatoXIArchivesloflVirologyVI2007VIaebVIbacaWd 2.6 35

66 RNqiWmediatedImaleIsterilityIofItobaccoIbyIsilencingITqbiXIMolecularlBiotechnologyVI2007VIcfVIaeiWfe 3 31

65 ynfectivityVIpseudorecombinationIandImutagenesisIofIβenyanIcassavaImosaicIbegomovirusesXI
JournalloflGenerallVirologyVI2007VIhhVIafbdWafcc 4.9 36

64 TheIhypersensitiveIresponseItoItomatoIleafIcurlINewItelhiIvirusInuclearIshuttleIproteinIisIinhibitedI
byItranscriptionalIactivatorIproteinXIMolecularlPlant-MicrobelInteractionsVI2007VIbZVIaehaWh 3.6 50

63
teletionIandIrecombinationIeventsIbetweenItheItNqWqIandItNqWrIcomponentsIofIyndianI
cassavaWinfectingIgeminivirusesIgenerateIdefectiveImoleculesIinINicotianaIbenthamianaXIVirusl
ResearchVI2007VIabdVIeiWfg

6.4 31

62 sontributionIofItheIsatelliteIencodedIgeneIbetasaItoIcottonIleafIcurlIdiseaseIsymptomsXIVirusl
ResearchVI2007VIabhVIaceWi 6.4 83
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61 SubviralIagentsIassociatedIwithIplantIsingleWstrandedItNqIvirusesXIVirologyVI2006VIcddVIaihWbaZ 3.6 305

60 weneticIdiversityIandIphylogeographyIofIcassavaImosaicIvirusesIinIβenyaXIJournalloflGenerall
VirologyVI2006VIhgVIcZecWcZfe 4.9 78

59 weminivirusIdiseaseIcomplexesjItheIthreatIisIspreadingXITrendslinlPlantlScienceVI2006VIaaVIbZiWab 13.1 134

58 ungineeringInovelItraitsIinIplantsIthroughIRNqIinterferenceXITrendslinlPlantlScienceVI2006VIaaVIeeiWfe 13.1 129

57 OccurrenceIofISweetIpotatoIleafIcurlIvirusIinISicilyXIPlantlPathologyVI2006VIeeVIbhfWbhf 2.8 33

56 virstIreportIofITomatoIleafIcurlINewItelhiIvirusIinfectingIucliptaIprostrataIinIPakistanXIPlantl
PathologyVI2006VIeeVIbheWbhe 2.8 16

55 qIsevereIoutbreakIofImelonIyellowImosaicIdiseaseIcausedIbyIZucchiniIyellowImosaicIvirusIinItheI
PunjabIprovinceIofIPakistanXIPlantlPathologyVI2006VIeeVIbheWbhe 2.8 3

54 virstIreportIofIMungbeanIyellowImosaicIyndiaIvirusIonImothbeanIinIPakistanXIPlantlPathologyVI2006VI
eeVIhahWhah 2.8 3

53 SpiderIvenomItoxinIprotectsIplantsIfromIinsectIattackXITransgeniclResearchVI2006VIaeVIcdiWeg 3.3 67

52 MobilisationIintoIcottonIandIspreadIofIaIrecombinantIcottonIleafIcurlIdiseaseIsatelliteXIArchiveslofl
VirologyVI2006VIaeaVIbZeeWfe 2.6 64

51 virstIReportIofIsottonILeafIsurlItiseaseIinIsentralIandISouthernISindhIProvinceIinIPakistanXIPlantl
DiseaseVI2006VIiZVIhbf 1.5 10

50 sottonIleafIcurlIweziraIvirusWsatelliteItNqsIrepresentIaIdivergentVIgeographicallyIisolatedINileI
rasinIlineagejIpredictiveIidentificationIofIaIsattNqIRuPWbindingImotifXIViruslResearchVI2005VIaZiVIaiWcb 6.4 34

49 qIPsRWbasedImethodVIwithIinternalIcontrolVIforItheIdetectionIofIrananaIbunchyItopIvirusIinIbananaXI
MolecularlBiotechnologyVI2005VIcZVIafgWgZ 3 18

48 virstIreportIofIaIbegomovirusIassociatedIwithIleafIcurlIdiseaseIofIturantaIerectaIinIPakistanXIPlantl
PathologyVI2005VIedVIbfZWbfZ 2.8 7

47 riolisticIinfectionIofIcassavaIusingIclonedIcomponentsIofIyndianIcassavaImosaicIvirusXIArchiveslofl
VirologyVI2005VIaeZVIaffiWge 2.6 18

46 ydentificationIofIaIsecondIbegomovirusVISriILankanIcassavaImosaicIvirusVIcausingIcassavaImosaicI
diseaseIinIyndiaXIArchivesloflVirologyVI2005VIaeZVIbaZaWh 2.6 33

45 virstIreportIofITomatoIleafIcurlINewItelhiIvirusIaffectingIchilliIpepperIinIPakistanXIPlantlPathologyVI
2004VIecVIgidWgid 2.8 45

44 OccurrenceIofISouthIqfricanIcassavaImosaicIvirusIRSqsMVSIinIZimbabweXIPlantlPathologyVI2004VIecVIbccWbcc2.8 6

(2004-2006)
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43 tiversityIofItNqIajIaIsatelliteWlikeImoleculeIassociatedIwithImonopartiteIbegomovirusWtNqIbetaI
complexesXIVirologyVI2004VIcbdVIdfbWgd 3.6 177

42 tiversityIofIbegomovirusItNqIbetaIsatellitesIofInonWmalvaceousIplantsIinIeastIandIsouthIeastIqsiaXI
ArchivesloflVirologyVI2004VIadiVIaaicWabZZ 2.6 49

41 uastIqfricanIcassavaImosaicIZanzibarIvirusIWIaIrecombinantIbegomovirusIspeciesIwithIaImildI
phenotypeXIArchivesloflVirologyVI2004VIadiVIbcfeWgg 2.6 25

40 UniversalIprimersIforItheIPsRWmediatedIamplificationIofItNqIajIaIsatelliteWlikeImoleculeIassociatedI
withIbegomovirusWtNqIbetaIcomplexesXIMolecularlBiotechnologyVI2003VIbcVIhcWf 3 107

39 sottonIleafIcurlIdiseaseIisIassociatedIwithImultipleImonopartiteIbegomovirusesIsupportedIbyI
singleItNqIbetaXIArchivesloflVirologyVI2003VIadhVIaifiWhf 2.6 163

38 tiversityIofItNqIbetaVIaIsatelliteImoleculeIassociatedIwithIsomeImonopartiteIbegomovirusesXI
VirologyVI2003VIcabVIaZfWba 3.6 333

37 sottonIleafIcurlIdiseaseVIaImulticomponentIbegomovirusIcomplexXIMolecularlPlantlPathologyVI2003VI
dVIdbgWcd 5.7 91

36 sharacterisationIofIpumpkinIyellowIveinImosaicIvirusIfromIyndiaXIAnnalsloflAppliedlBiologyVI2003VI
adbVIcbcWcca 2.6 53

35 rreakdownIofIresistanceIinIcottonItoIcottonIleafIcurlIdiseaseIinIPakistanXIPlantlPathologyVI2003VIebVIghdWghd2.8 69

34 OccurrenceIofIuastIqfricanIcassavaImosaicIZanzibarIvirusIRuqsMZVSIinIcoastalIβenyaXIPlantl
PathologyVI2003VIebVIgiaWgia 2.8 8

33 virstIreportIofIcottonIleafIcurlIdiseaseIaffectingIchiliIpeppersXIPlantlPathologyVI2003VIebVIhZiWhZi 2.8 10

32 weminivirusIdiseaseIcomplexesjIanIemergingIthreatXITrendslinlPlantlScienceVI2003VIhVIabhWcd 13.1 282

31 sharacterisationIofISriILankanIcassavaImosaicIvirusIandIyndianIcassavaImosaicIvirusjIevidenceIforI
acquisitionIofIaItNqIrIcomponentIbyIaImonopartiteIbegomovirusXIVirologyVI2002VIbicVIfcWgd 3.6 172

30 UniversalIprimersIforItheIPsRWmediatedIamplificationIofItNqIbetajIaImoleculeIassociatedIwithI
someImonopartiteIbegomovirusesXIMolecularlBiotechnologyVI2002VIbZVIcaeWh 3 330

29 tiversityIofIuuropeanIbegomovirusesjIidentificationIofIaInewIdiseaseIcomplexTXIEPPOlBulletinVI
2002VIcbVIaWe 1 3

28 qssociationIofIaIMonopartiteIregomovirusIProducingISubgenomicItNqIandIaItistinctItNqIretaIonI
srotonIbonplandianusIShowingIYellowIVeinISymptomsIinIPakistanXIPlantlDiseaseVI2002VIhfVIddd 1.5 7

27 somplementationIofIbipartiteIbegomovirusImovementIfunctionsIbyItopocuvirusesIandI
curtovirusesXIArchivesloflVirologyVI2001VIadfVIahaaWi 2.6 27

26 ydentificationIofIdnaIcomponentsIrequiredIforIinductionIofIcottonIleafIcurlIdiseaseXIVirologyVI2001VI
bheVIbcdWdc 3.6 364
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25 uxchangeIofIthreeIaminoIacidsIinItheIcoatIproteinIresultsIinIefficientIwhiteflyItransmissionIofIaI
nontransmissibleIqbutilonImosaicIvirusIisolateXIVirologyVI2001VIbiZVIafdWga 3.6 90

24 qssociationIofIaItiseaseIsomplexIynvolvingIaIregomovirusVItNqIaIandIaItistinctItNqIretaIwithI
LeafIsurlItiseaseIofIOkraIinIPakistanXIPlantlDiseaseVI2001VIheVIibb 1.5 14

23 slonesIofIcottonIleafIcurlIgeminivirusIinduceIsymptomsIatypicalIofIcottonIleafIcurlIdiseaseXIVirusl
GenesVI2000VIbZVIaiWbf 2.3 57

22 qIuniqueIvirusIcomplexIcausesIqgeratumIyellowIveinIdiseaseXIProceedingsloflthelNationallAcademyl
oflSciencesloflthelUnitedlStatesloflAmericaVI2000VIigVIfhiZWe 11.5 323

21 sottonIleafIcurlIvirusIdiseaseXIViruslResearchVI2000VIgaVIaeaWi 6.4 172

20 qssociationIofIaIregomovirusIandINanovirusWlikeIMoleculeIwithIqgeratumIYellowIVeinItiseaseIinI
PakistanXIPlantlDiseaseVI2000VIhdVIaZa 1.5 10

19 ydentificationIofIaInovelIcircularIsingleWstrandedItNqIassociatedIwithIcottonIleafIcurlIdiseaseIinI
PakistanXIVirologyVI1999VIbeiVIaiZWi 3.6 191

18 ydentificationIofIgenesIdirectlyIandIindirectlyIinvolvedIinItheIinsectItransmissionIofIqfricanIcassavaI
mosaicIgeminivirusIbyIremisiaItabaciXIViruslGenesVI1999VIahVIeWaa 2.3 14

17 qnalysisIofItheIsequenceIofIdioscoreaIqlataIbacilliformIvirusjIcomparisonItoIothersImembersIofItheI
badnavirusIgroupXIViruslGenesVI1999VIahVIbggWhc 2.3 28

16 TheIPartialIsharacterizationIofIaIradnavirusIynfectingItheIwreaterIqsiaticIorIWaterIYamIRtioscoreaI
alataSXIJournalloflPhytopathologyVI1999VIadgVIbfeWbfi 1.8 23

15 SolanumInigrumjIanIindigenousIweedIreservoirIforIaItomatoIyellowIleafIcurlIgeminivirusIinI
southernISpainXIEuropeanlJournalloflPlantlPathologyVI1998VIaZdVIbbaWbbb 2.1 41

14 somparisonIofIaIbeetIcurlyItopIvirusIisolateIoriginatingIfromItheIoldIworldIwithIthoseIfromItheInewI
worldXIEuropeanlJournalloflPlantlPathologyVI1998VIaZdVIggWhd 2.1 32

13 ynfectivityIofIqfricanIcassavaImosaicIvirusIclonesItoIcassavaIbyIbiolisticIinoculationXIArchiveslofl
VirologyVI1998VIadcVIbdhgWib 2.6 40

12 ufficientIwhiteflyItransmissionIofIqfricanIcassavaImosaicIgeminivirusIrequiresIsequencesIfromIbothI
genomicIcomponentsXIJournalloflGenerallVirologyVI1997VIghIRIPtIgSVIagiaWd 4.9 36

11 qnalysisIofItheInucleotideIsequenceIofItheItreehopperWtransmittedIgeminivirusVItomatoI
pseudoWcurlyItopIvirusVIsuggestsIaIrecombinantIoriginXIVirologyVI1996VIbaiVIchgWid 3.6 100

10 qIstreakIdiseaseIofIpearlImilletIcausedIbyIaIleafhopperWtransmittedIgeminivirusXIEuropeanlJournall
oflPlantlPathologyVI1996VIaZbVIcigWdZZ 2.1 9

9 UseIofIPsRIinItheIdetectionIandIcharacterizationIofIgeminivirusesIaXIEPPOlBulletinVI1995VIbeVIcaeWcbZ 1 5

8 tifferentiationIofIthreeIwhiteflyWtransmittedIgeminivirusesIfromItheIRepublicIofIYemenXIEuropeanl
JournalloflPlantlPathologyVI1994VIaZZVIbdcWbeg 2.1 27

(1994-2001)
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7 qnalysisIofItheIgeneticIvariabilityIofImaizeIstreakIvirusXIViruslGenesVI1994VIiVIicWaZZ 2.3 31

6 UniversalIprimersIforItheIPsRIamplificationIofIdicotWinfectingIgeminivirusesXIMolecularl
BiotechnologyVI1994VIaVIbZbWe 3 84

5 weminivirusItransmissionIandIbiologicalIcharacterisationIofIremisiaItabaciIRwennadiusSIbiotypesI
fromIdifferentIgeographicIregionsXIAnnalsloflAppliedlBiologyVI1994VIabeVIcaaWcbe 2.6 368

4 RapidIproductionIofIfullWlengthVIinfectiousIgeminivirusIclonesIbyIabuttingIprimerIPsRIRqbPWPsRSXI
JournalloflVirologicallMethodsVI1993VIdcVIgWbZ 2.6 17

3 TheInucleotideIsequenceIofIanIinfectiousIinsectWtransmissibleIcloneIofItheIgeminivirusIPanicumI
streakIvirusXIJournalloflGenerallVirologyVI1992VIgcIRIPtIeSVIaZdaWg 4.9 39

2 weminivirusIcoatIproteinIgeneIreplacementIaltersIinsectIspecificityXIVirologyVI1990VIaggVIheWid 3.6 218

1 TheIcoatIproteinIofIbeetIcurlyItopIvirusIisIessentialIforIinfectivityXIVirologyVI1989VIagbVIfbhWcc 3.6 122
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