11

papers

11

all docs

1684188

119 5
citations h-index
11 11
docs citations times ranked

1588992

g-index

/8

citing authors



10

m

ARTICLE IF CITATIONS

Identification of genes involved in fruit development/ripening in Capsicum and development of

functional markers. Genomics, 2019, 111, 1913-1922.

Comparative analysis of developmental changes of fruit metabolites, antioxidant activities and
mineral elements content in Bhut jolokia and other Capsicum species. LWT - Food Science and 5.2 23
Technology, 2019, 105, 363-370.

Progress and Prospects in Capsicum Breeding for Biotic and Abiotic Stresses. , 2018, , 279-322.

Analysis of bioactive components in Ghost chili (<i>Capsicum chinense«</i>) for antioxidant,

genotoxic, and apoptotic effects in mice. Drug and Chemical Toxicology, 2020, 43, 182-191. 2.3 13

Capsicum chinense MYB Transcription Factor Genes: Identification, Expression Analysis, and Their
Conservation and Diversification With Other Solanaceae Genomes. Frontiers in Plant Science, 2021, 12,
721265.

Identification and expression analysis of phosphate transporter genes and metabolites in response to

phosphate stress in Capsicum annuum. Environmental and Experimental Botany, 2021, 190, 104597. 42 o

A comprehensive update on Capsicum proteomics: Advances and future prospects. Journal of
Proteomics, 2022, 261, 104578.

ICP-MS based analysis of mineral elements composition during fruit development in Capsicum

germplasm. Journal of Food Composition and Analysis, 2021, 101, 103977. 3.9 5

Linking Omics Approaches to Medicinal Plants and Human Health. , 2019, , 31-57.

Epigenome Landscape in Capsicum Genome. Compendium of Plant Genomes, 2019, , 187-199. 0.5 2

Noncoding RNAs in Capsicum Genome. Compendium of Plant Genomes, 2019, , 173-186.




