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j Paper IF Citations

233 qLwellYsupportedLnuclearLphylogenyLofLPoaceaeLandLimplicationsLforLtheLevolutionLofLsLdL
photosynthesisZZLMolecularhPlantXL2022XL 14.4 3

232 βultiYOmicsLqnalysisLinL˛†YThalassemiaLUsingLanLweneY nockoutLxumanLurythroidLProgenitorLsellL
βodelZZLInternationalhJournalhofhMolecularhSciencesXL2022XLbcXL 6.3 2

231 TOXdLfacilitatesLpromoterYproximalLpausingLandLsYterminalLdomainLdephosphorylationLofLRNqL
polymeraseLyyLinLhumanLcellsZZLCommunicationshBiologyXL2022XLeXLc]] 6.7 0

230 PhylotranscriptomicLinsightsLintoLqsteraceaeLdiversityXLpolyploidyXLandLmorphologicalLinnovationZL
JournalhofhIntegrativehPlanthBiologyXL2021XLfcXLabgcYabic 8.3 3

229
NuclearLphylotranscriptomicsLandLphylogenomicsLsupportLnumerousLpolyploidizationLeventsLandL
hypothesesLforLtheLevolutionLofLrhizobialLnitrogenYfixingLsymbiosisLinLvabaceaeZLMolecularhPlantXL
2021XLadXLgdhYggc

14.4 14

228 weneLduplicationsLandLphylogenomicLconflictLunderlieLmajorLpulsesLofLphenotypicLevolutionLinL
gymnospermsZLNaturehPlantsXL2021XLgXLa]aeYa]be 11.5 9

227 βsxaLcooperatesLwithLRunxaLforLinhibitingLmyoblastLdifferentiationZLProteinhExpressionhandh
PurificationXL2021XLagiXLa]egig 2 2

226 TyrosineYutsLsonjugationXLanLUndesirableLSideLuffectLofLtheLutsYsatalyzedLsarboxylLαabelingL
qpproachZLAnalyticalhChemistryXL2021XLicXLfigYg]c 7.8 1

225 uvolutionLofLtheLrrassicaceaeYspecificLβSeYαikeLfamilyLandLneofunctionalizationLofLtheLnovelLβqαuL
STuRyαyTYLeLgeneLessentialLforLmaleLfertilityLinLrrassicaLnapusZLNewhPhytologistXL2021XLbbiXLbcciYbcef 9.8 1

224 vanconiLanemiaLorthologLvqNsβLregulatesLmeioticLcrossoverLdistributionLinLplantsZLPlanth
PhysiologyXL2021XLahfXLcddYcf] 6.6 7

223
rasicLpxLreversedYphaseLliquidLchromatographyLTbRPαsULinLcombinationLwithLtipYbasedLstrongL
cationLexchangeLTSsXYTipUXLReSTXLanLefficientLapproachLforLlargeYscaleLcrossYlinkedLpeptideLanalysisZL
AnalyticahChimicahActaXL2021XLaagiXLcchhch

6.6 1

222 sellYtypeYdependentLhistoneLdemethylaseLspecificityLpromotesLmeioticLchromosomeLcondensationL
inLqrabidopsisZLNaturehPlantsXL2020XLfXLhbcYhcg 11.5 3

221 TheLcohesinLloaderLSssbLcontainsLaLPxtLfingerLthatLisLrequiredLforLmeiosisLinLlandLplantsZLPLoSh
GeneticsXL2020XLafXLea]]hhdi 6 6

220 βolecularLgeneticLanalysesLofLabioticLstressLresponsesLduringLplantLreproductiveLdevelopmentZL
JournalhofhExperimentalhBotanyXL2020XLgaXLbhg]Ybhhe 7 18

219 TheLhornwortLgenomeLandLearlyLlandLplantLevolutionZLNaturehPlantsXL2020XLfXLa]gYaah 11.5 81

218 rasicLStrongLsationLuxchangeLshromatographyXLraSsXXLaLxighlyLufficientLqpproachLforL
sYTerminomicLStudiesLUsingLαysargiNaseLtigestionZLAnalyticalhChemistryXL2020XLibXLdgdbYdgdh 7.8 6

217 qLNaturalLVariationLinLUncoversLaLsrucialLRoleLforLshloroplastLtRNqLβodificationLinLTranslationLandL
PlantLtevelopmentZLPlanthCellXL2020XLcbXLbcdeYbcff 11.6 5
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216 SchistosomaLjaponicumLcathepsinLrbLTSjsrbULfacilitatesLparasiteLinvasionLthroughLtheLskinZLPLoSh
NeglectedhTropicalhDiseasesXL2020XLadXLe]]]hha] 4.8 7

215 qLmuscleYepidermisYgliaLsignalingLaxisLsustainsLsynapticLspecificityLduringLallometricLgrowthLinZLELife
XL2020XLiXL 8.9 3

214 PhylotranscriptomicsLinLsucurbitaceaeLRevealLβultipleLWholeYwenomeLtuplicationsLandL eyL
βorphologicalLandLβolecularLynnovationsZLMolecularhPlantXL2020XLacXLaaagYaacc 14.4 23

213 TheLwaterLlilyLgenomeLandLtheLearlyLevolutionLofLfloweringLplantsZLNatureXL2020XLeggXLgiYhd 50.4 98

212 PhosphorylationLofLβsxaLpromotesLcellLproliferationLthroughLtheLvgfi[ahYβqP LsignalingLpathwayL
duringLembryonicLlimbLdevelopmentZLNucleichAcidshResearchXL2020XLdhXLaadebYaadfg 20.1 5

211
qsteridLPhylogenomics[PhylotranscriptomicsLUncoverLβorphologicalLuvolutionaryLxistoriesLandL
SupportLPhylogeneticLPlacementLforLNumerousLWholeYwenomeLtuplicationsZLMolecularhBiologyhandh
EvolutionXL2020XLcgXLcahhYcba]

8.3 21

210 NasOYresponsiveLPhotosyntheticLandLROSLScavengingLβechanismsLinLshloroplastsLofLqlkaligrassL
RevealedLbyLPhosphoproteomicsZLGenomicswhProteomicshandhBioinformaticsXL2020XLahXLbgaYbhh 6.5 3

209 vormaldehydeLterivatizationjLqnLUnexpectedLSideLReactionLturingLvilterYqidedLSampleL
PreparationZLAnalyticalhChemistryXL2020XLibXLabab]Yababe 7.8 3

208 ShortYTermLβildLTemperatureYStressYynducedLqlterationsLinLtheLPhosphoproteomeZLInternationalh
JournalhofhMolecularhSciencesXL2020XLbaXL 6.3 4

207 wlobalLQuantitativeLProteomicsLStudiesLRevealedLTissueYPreferentialLuxpressionLandL
PhosphorylationLofLRegulatoryLProteinsLinZLInternationalhJournalhofhMolecularhSciencesXL2020XLbaXL 6.3 4

206 tiverseLtrajectoriesLofLplastomeLdegradationLinLholoparasiticLsistancheLandLgenomicLlocationLofL
theLlostLplastidLgenesZLJournalhofhExperimentalhBotanyXL2020XLgaXLhggYhib 7 6

205 RecurrentLgenomeLduplicationLeventsLlikelyLcontributedLtoLbothLtheLancientLandLrecentLriseLofL
fernsZLJournalhofhIntegrativehPlanthBiologyXL2020XLfbXLdccYdee 8.3 12

204 sonservationLandLtivergenceLinLtheLβeiocyteLsRNqomesLofLqrabidopsisXLSoybeanXLandLsucumberZL
PlanthPhysiologyXL2020XLahbXLc]aYcag 6.6 6

203 SchistosomaLjaponicumLcathepsinLrbLTSjsrbULfacilitatesLparasiteLinvasionLthroughLtheLskinL2020XLadXLe]]]hha]

202 SchistosomaLjaponicumLcathepsinLrbLTSjsrbULfacilitatesLparasiteLinvasionLthroughLtheLskinL2020XLadXLe]]]hha]

201 SchistosomaLjaponicumLcathepsinLrbLTSjsrbULfacilitatesLparasiteLinvasionLthroughLtheLskinL2020XLadXLe]]]hha]

200 SchistosomaLjaponicumLcathepsinLrbLTSjsrbULfacilitatesLparasiteLinvasionLthroughLtheLskinL2020XLadXLe]]]hha]

199 βeiocyteYSpecificLandLqtSPOaaYaYtependentLSmallLRNqsLandLTheirLqssociationLwithLβeioticLweneL
uxpressionLandLRecombinationZLPlanthCellXL2019XLcaXLdddYdfd 11.6 20

(2019-2020)
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198 TheLqrabidopsisLanaphaseYpromotingLcomplex[cyclosomeLsubunitLhLisLrequiredLforLmaleLmeiosisZL
NewhPhytologistXL2019XLbbdXLbbiYbda 9.8 7

197 UbiquitylomeLstudyLidentifiesLincreasedLhistoneLbqLubiquitylationLasLanLevolutionarilyLconservedL
agingLbiomarkerZLNaturehCommunicationsXL2019XLa]XLbaia 17.4 11

196 ReplyLtoLZwaenepoelLet´ alZjLβeetingLtheLshallengesLofLtetectingLPolyploidyLuventsLfromL
TranscriptomicLtataZLMolecularhPlantXL2019XLabXLacgYad] 14.4 3

195 qNqs]aiLisLrequiredLforLrecoveryLofLreproductiveLdevelopmentLunderLdroughtLstressLinL
qrabidopsisZLPlanthMolecularhBiologyXL2019XLiiXLafaYagd 4.6 9

194 TheLαargestLSubunitLofLtNqLPolymeraseLteltaLysLRequiredLforLNormalLvormationLofLβeioticLTypeLyL
srossoversZLPlanthPhysiologyXL2019XLagiXLddfYdei 6.6 9

193 WidespreadLWholeLwenomeLtuplicationsLsontributeLtoLwenomeLsomplexityLandLSpeciesLtiversityL
inLqngiospermsZLMolecularhPlantXL2018XLaaXLdadYdbh 14.4 125

192 ReversibleLαysineLterivatizationLunablingLymprovedLqrgYsLtigestionXLaLxighlyLSpecificLqrgYsL
tigestionLUsingLTrypsinZLAnalyticalhChemistryXL2018XLi]XLaeedYaeei 7.8 6

191 TheLqWPβYaiLvamilyLProteinLOsPβaLβediatesLqbscisicLqcidLynfluxLandLtroughtLResponseLinLRiceZL
PlanthCellXL2018XLc]XLabehYabgf 11.6 54

190 αysYs[qrgYsXLaLβoreLSpecificLandLufficientLtigestionLqpproachLforLProteomicsLStudiesZLAnalyticalh
ChemistryXL2018XLi]XLig]]Yig]g 7.8 18

189 OsuRva]aXLanLuRvLfamilyLtranscriptionLfactorXLregulatesLdroughtLstressLresponseLinLreproductiveL
tissuesZLPlanthMolecularhBiologyXL2018XLihXLeaYfe 4.6 30

188 QuantitativeLphosphoproteomicsLrevealsLwTrPYaLregulatingLsZelegansLlifespanLatLdifferentL
environmentalLtemperaturesZLBiochemicalhandhBiophysicalhResearchhCommunicationsXL2018XLe]cXLaifbYaifg3.4 5

187
unzymeLandLshemicalLqssistedLNYTerminalLrlockedLPeptidesLqnalysisXLuNsxqNTXLasLaLSelectiveL
ProteomicsLqpproachLsomplementaryLtoLsonventionalLShotgunLqpproachZLJournalhofhProteomeh
ResearchXL2018XLagXLbabYbba

5.6 10

186 PhylogenomicLdetectionLandLfunctionalLpredictionLofLgenesLpotentiallyLimportantLforLplantLmeiosisZL
GeneXL2018XLfdcXLhcYig 3.8 2

185 qnLqpproachLtoLyncorporateLβultiYunzymeLtigestionLintoLsYTqyαSLforLsYTerminomicsLStudiesZL
ProteomicsXL2018XLahXLag]]]cd 4.8 13

184 ProteomicLanalysisLofLlysineLacetylationLprovidesLstrongLevidenceLforLinvolvementLofLacetylatedL
proteinsLinLplantLmeiosisLandLtapetumLfunctionZLPlanthJournalXL2018XLicXLadbYaed 6.9 19

183 ulevatedLtemperatureLincreasesLmeioticLcrossoverLfrequencyLviaLtheLinterferingLTTypeLyULpathwayLinL
qrabidopsisLthalianaZLPLoShGeneticsXL2018XLadXLea]]gchd 6 38

182 OrderYlevelLfernLplastomeLphylogenomicsjLnewLinsightsLfromLxymenophyllalesZLAmericanhJournalhofh
BotanyXL2018XLa]eXLaedeYaeee 2.7 19

181 qLwellYresolvedLfernLnuclearLphylogenyLrevealsLtheLevolutionLhistoryLofLnumerousLtranscriptionL
factorLfamiliesZLMolecularhPhylogeneticshandhEvolutionXL2018XLabgXLifaYigg 4.1 21
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180 PhosphorylationLofLSPOROsYTuαuSS[NOZZαuLbyLtheLβP c[fL inaseLysLRequiredLforLqntherL
tevelopmentZLPlanthPhysiologyXL2017XLagcXLbbfeYbbgg 6.6 34

179 PolyTqtPYriboseULpolymerasesLregulateLcellLdivisionLandLdevelopmentLinLqrabidopsisLrootsZLJournalh
ofhIntegrativehPlanthBiologyXL2017XLeiXLdeiYdgd 8.3 12

178 TissueYSpecificLTranscriptomicsLRevealsLanLymportantLRoleLofLtheLUnfoldedLProteinLResponseLinL
βaintainingLvertilityLuponLxeatLStressLinLqrabidopsisZLPlanthCellXL2017XLbiXLa]]gYa]bc 11.6 71

177 ResolutionLofLdeepLeudicotLphylogenyLandLtheirLtemporalLdiversificationLusingLnuclearLgenesLfromL
transcriptomicLandLgenomicLdatasetsZLNewhPhytologistXL2017XLbadXLacchYaced 9.8 79

176 r yaLRegulatesLPlantLqrchitectureLthroughLsoordinatedLynhibitionLofLtheLrrassinosteroidLandL
uRusTqLSignalingLPathwaysLinLqrabidopsisZLMolecularhPlantXL2017XLa]XLbigYc]h 14.4 17

175 StimulatedLRamanLscatteringLmicroscopyLandLspectroscopyLwithLaLrapidLscanningLopticalLdelayLlineZL
OpticshLettersXL2017XLdbXLfeiYffb 3 41

174 uvolutionLofLRosaceaeLvruitLTypesLrasedLonLNuclearLPhylogenyLinLtheLsontextLofLweologicalLTimesL
andLwenomeLtuplicationZLMolecularhBiologyhandhEvolutionXL2017XLcdXLbfbYbha 8.3 122

173 sytologicalLandLTranscriptomicLqnalysesLRevealLymportantLRolesLofLinLPollenLuxineLvormationZLPlanth
PhysiologyXL2017XLageXLaahfYab]b 6.6 11

172 TheLsompositaeLTreeLofLαifeLinLtheLageLofLphylogenomicsZLJournalhofhSystematicshandhEvolutionXL
2017XLeeXLd]eYda] 2.9 35

171 ReplyjLTheLryvLtomainLysLStructurallyLandLvunctionallyLtistinctLfromLOtherLTypesLofLqsTYαikeL
tomainsZLPlanthCellXL2017XLbiXLah]cYah]e 11.6 2

170 qLStrategyLforLScreeningLβonoclonalLqntibodiesLforLvlowersZLFrontiershinhPlanthScienceXL2017XLhXLbg] 6.2 2

169 somparativeLqnalysisLofLProteomeYWideLαysineLqcetylationLinLzuvenileLandLqdultZLFrontiershinh
MicrobiologyXL2017XLhXLbbdh 5.7 5

168 qrabidopsisLRqteaXLRqteasLandLXRsscLproteinsLformLaLcomplexLandLfacilitateLRqteaLlocalizationL
onLchromosomesLforLmeioticLrecombinationZLPLoShGeneticsXL2017XLacXLea]]fhbg 6 23

167 qbundantLproteinLphosphorylationLpotentiallyLregulatesLqrabidopsisLantherLdevelopmentZLJournalh
ofhExperimentalhBotanyXL2016XLfgXLdiicYe]]h 7 22

166 βultipleLPolyploidizationLuventsLacrossLqsteraceaeLwithLTwoLNestedLuventsLinLtheLuarlyLxistoryL
RevealedLbyLNuclearLPhylogenomicsZLMolecularhBiologyhandhEvolutionXL2016XLccXLbhb]Ybhce 8.3 89

165 PhylogenomicLanalysesLofLlargeYscaleLnuclearLgenesLprovideLnewLinsightsLintoLtheLevolutionaryL
relationshipsLwithinLtheLrosidsZLMolecularhPhylogeneticshandhEvolutionXL2016XLa]eXLaffYagf 4.1 22

164 ProteomicsLandLtranscriptomicsLanalysesLofLqrabidopsisLfloralLbudsLuncoverLimportantLfunctionsLofL
qRqrytOPSySLS PaYαy uaZLBMChPlanthBiologyXL2016XLafXLfa 5.3 7

163 ResolutionLofLrrassicaceaeLPhylogenyLUsingLNuclearLwenesLUncoversLNestedLRadiationsLandL
SupportsLsonvergentLβorphologicalLuvolutionZLMolecularhBiologyhandhEvolutionXL2016XLccXLcidYdab 8.3 165

(2016-2017)

5



162 βytaLplaysLanLimportantLroleLinLresponseLtoLdroughtLstressLduringLreproductiveLdevelopmentZL
PlanthJournalXL2016XLhhXLbh]Ybic 6.9 33

161
TheLPxtLvingerLProteinLββta[tUuTLunsuresLtheLProgressionLofLβaleLβeioticLshromosomeL
sondensationLandLtirectlyLRegulatesLtheLuxpressionLofLtheLsondensinLweneLsqPYtcZLPlanthCellXL
2016XLbhXLahidYi]i

11.6 19

160 uvolutionLandLproteinLinteractionsLofLqPbLproteinsLinLrrassicaceaejLuvidenceLlinkingLdevelopmentL
andLenvironmentalLresponsesZLJournalhofhIntegrativehPlanthBiologyXL2016XLehXLediYfc 8.3 9

159 qnLoptimizedLguanidinationLmethodLforLlargeYscaleLproteomicLstudiesZLProteomicsXL2016XLafXLahcgYdf 4.8 5

158 UsingLnuclearLgenesLtoLreconstructLangiospermLphylogenyLatLtheLspeciesLleveljLqLcaseLstudyLwithL
rrassicaceaeLspeciesZLJournalhofhSystematicshandhEvolutionXL2016XLedXLdchYdeb 2.9 6

157
uvolutionLofLtheLleucineYrichLrepeatLreceptorYlikeLproteinLkinaseLgeneLfamilyjLqncestralLcopyL
numberLandLfunctionalLdivergenceLofLrqβaLandLrqβbLinLrrassicaceaeZLJournalhofhSystematicshandh
EvolutionXL2016XLedXLb]dYbah

2.9 6

156 veedbackLRegulationLofLtYTaLbyLynteractionsLwithLtownstreamLbxαxLvactorsLPromotesLtYTaL
NuclearLαocalizationLandLqntherLtevelopmentZLPlanthCellXL2016XLbhXLa]ghYic 11.6 52

155 PhylogeneticLResolutionLofLteepLuukaryoticLandLvungalLRelationshipsLUsingLxighlyLsonservedL
αowYsopyLNuclearLwenesZLGenomehBiologyhandhEvolutionXL2016XLhXLbfhcYg]a 3.9 27

154 tifferentialLevolutionLofLmembersLofLtheLrhomboidLgeneLfamilyLwithLconservativeLandLdivergentL
patternsZLNewhPhytologistXL2015XLb]fXLcfhYch] 9.8 16

153 qrabidopsisLTOuLproteinsLconveyLaLphotoperiodicLsignalLtoLantagonizeLsONSTqNSLandLregulateL
floweringLtimeZLGeneshandhDevelopmentXL2015XLbiXLigeYhg 12.6 102

152 SystematicLOptimizationLofLsYTerminalLqmineYrasedLysotopeLαabelingLofLSubstratesLqpproachLforL
teepLScreeningLofLsYTerminomeZLAnalyticalhChemistryXL2015XLhgXLa]cedYfa 7.8 17

151
vormationLofLinterferenceYsensitiveLmeioticLcrossYoversLrequiresLsufficientLtNqLleadingYstrandL
elongationZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2015XL
aabXLabecdYi

11.5 20

150 uxpansionLandLvunctionalLtivergenceLofLzumonjiLsYsontainingLxistoneLtemethylasesjLSignificanceL
ofLtuplicationsLinLqncestralLqngiospermsLandLVertebratesZLPlanthPhysiologyXL2015XLafhXLacbaYcg 6.6 35

149 WholeYgenomeLtNqLmethylationLpatternsLandLcomplexLassociationsLwithLgeneLstructureLandL
expressionLduringLflowerLdevelopmentLinLqrabidopsisZLPlanthJournalXL2015XLhaXLbfhYha 6.9 62

148 OsNqsbLencodingLaLNqsLtranscriptionLfactorLthatLaffectsLplantLheightLthroughLmediatingLtheL
gibberellicLacidLpathwayLinLriceZLPlanthJournalXL2015XLhbXLc]bYad 6.9 71

147 ProteomicLandLphosphoproteomicLanalysesLrevealLextensiveLphosphorylationLofLregulatoryL
proteinsLinLdevelopingLriceLanthersZLPlanthJournalXL2015XLhdXLebgYdd 6.9 41

146 StepYwiseLandLlineageYspecificLdiversificationLofLplantLRNqLpolymeraseLgenesLandLoriginLofLtheL
largestLplantYspecificLsubunitsZLNewhPhytologistXL2015XLb]gXLaaihYbab 9.8 18

145 TheLtYTaYinteractingLproteinsLbxαx]a]XLbxαx]hiLandLbxαx]iaLareLredundantlyLrequiredLforL
qrabidopsisLantherLdevelopmentLandLtranscriptomeZLPlanthJournalXL2015XLhcXLigfYi] 6.9 92
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144 yntakeLofLhydrolyzedLcaseinLisLassociatedLwithLreducedLbodyLfatLaccretionLandLenhancedLphaseLyyL
metabolismLinLobesityLproneLsegrα[fzLmiceZLPLoShONEXL2015XLa]XLe]aahhie 3.7 9

143 qrabidopsisLsellLtivisionLsycleLb]ZaLysLRequiredLforLNormalLβeioticLSpindleLqssemblyLandL
shromosomeLSegregationZLPlanthCellXL2015XLbgXLccfgYhb 11.6 20

142
sbsrvLfromLsapsellaLbursaYpastorisLenhancesLcoldLtoleranceLandLrestrainsLgrowthLinLNicotianaL
tabacumLbyLantagonizingLwithLgibberellinLandLaffectingLcellLcycleLsignalingZLPlanthMolecularhBiologyXL
2014XLheXLbeiYge

4.6 29

141 TheLNqsLfamilyLtranscriptionLfactorLOsNqPLconfersLabioticLstressLresponseLthroughLtheLqrqL
pathwayZLPlanthandhCellhPhysiologyXL2014XLeeXLf]dYai 4.9 152

140 TheLqrabidopsisLRqteaLparalogsLRqtearXLRqteatLandLXRssbLplayLpartiallyLredundantLrolesLinL
somaticLtNqLrepairLandLgeneLregulationZLNewhPhytologistXL2014XLb]aXLbibYc]d 9.8 31

139 TheLqrabidopsisLsqααOSuLtuvusTyVuLβysROSPORuaLgeneLisLrequiredLforLmaleLfertilityLthroughL
regulatingLcalloseLmetabolismLduringLmicrosporogenesisZLPlanthPhysiologyXL2014XLafdXLahicYi]d 6.6 66

138
tetectionLofLgenomicLvariationsLandLtNqLpolymorphismsLandLimpactLonLanalysisLofLmeioticL
recombinationLandLgeneticLmappingZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL2014XLaaaXLa]]]gYab

11.5 40

137 βoderateLdroughtLcausesLdramaticLfloralLtranscriptomicLreprogrammingLtoLensureLsuccessfulL
reproductiveLdevelopmentLinLqrabidopsisZLBMChPlanthBiologyXL2014XLadXLafd 5.3 28

136 qlternativeLsplicingLduringLqrabidopsisLflowerLdevelopmentLresultsLinLconstitutiveLandL
stageYregulatedLisoformsZLFrontiershinhGeneticsXL2014XLeXLbe 4.5 32

135 βeiorasejLaLcomprehensiveLdatabaseLforLmeiosisZLFrontiershinhPlanthScienceXL2014XLeXLgbh 6.2 2

134 qrabidopsisLPTtLisLrequiredLforLtypeLyLcrossoverLformationLandLaffectsLrecombinationLfrequencyLinL
twoLdifferentLchromosomalLregionsZLJournalhofhGeneticshandhGenomicsXL2014XLdaXLafeYge 4 6

133 TheLriceLOstyαLgeneLplaysLaLroleLinLdroughtLtoleranceLatLvegetativeLandLreproductiveLstagesZLPlanth
MolecularhBiologyXL2013XLhbXLbciYec 4.6 61

132 vlowerLdevelopmentLunderLdroughtLstressjLmorphologicalLandLtranscriptomicLanalysesLrevealLacuteL
responsesLandLlongYtermLacclimationLinLqrabidopsisZLPlanthCellXL2013XLbeXLcgheYh]g 11.6 120

131 TheLqmborellaLgenomeLandLtheLevolutionLofLfloweringLplantsZLScienceXL2013XLcdbXLabda]hi 33.3 546

130 qLbattleLbetweenLgenomesLinLplantLmaleLfertilityZLNaturehGeneticsXL2013XLdeXLdgbYc 36.3 13

129 qtPR bLpromotesLROPaLactivationLviaLRopwuvsLinLtheLcontrolLofLpolarizedLpollenLtubeLgrowthZL
MolecularhPlantXL2013XLfXLaahgYb]a 14.4 91

128 RiceLmaleLdevelopmentLunderLdroughtLstressjLphenotypicLchangesLandLstageYdependentL
transcriptomicLreprogrammingZLMolecularhPlantXL2013XLfXLafc]Yde 14.4 66

127 teepLmRNqLsequencingLanalysisLtoLcaptureLtheLtranscriptomeLlandscapeLofLzebrafishLembryosLandL
larvaeZLPLoShONEXL2013XLhXLefd]eh 3.7 42

(2013-2015)
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126 somprehensiveLanalysisLofLgenicLmaleLsterilityYrelatedLgenesLinLrrassicaLrapaLusingLaLnewlyL
developedLrrc]] LoligomericLchipZLPLoShONEXL2013XLhXLegbagh 3.7 42

125 TheLqrabidopsisLthalianaLtSrLformationLTqttvOULgeneLisLrequiredLforLmeioticLdoubleYstrandLbreakL
formationZLPlanthJournalXL2012XLgbXLbgaYha 6.9 29

124 qβSYdependentLandLindependentLregulationLofLantherLtranscriptomeLandLcomparisonLwithLthoseL
affectedLbyLotherLqrabidopsisLantherLgenesZLBMChPlanthBiologyXL2012XLabXLbc 5.3 34

123 RegulationLofLtheLqrabidopsisLantherLtranscriptomeLbyLtYTaLforLpollenLdevelopmentZLPlanthJournalXL
2012XLgbXLfabYbd 6.9 93

122 somplexLevolutionaryLhistoryLandLdiverseLdomainLorganizationLofLSuTLproteinsLsuggestLdivergentL
regulatoryLinteractionsZLNewhPhytologistXL2012XLaieXLbdhYfc 9.8 43

121 xighlyLconservedLlowYcopyLnuclearLgenesLasLeffectiveLmarkersLforLphylogeneticLanalysesLinL
angiospermsZLNewhPhytologistXL2012XLaieXLibcYicg 9.8 144

120 S PaLisLinvolvedLinLabscisicLacidLsignallingLtoLregulateLseedLgerminationXLstomatalLopeningLandLrootL
growthLinLqrabidopsisLthalianaZLPlantwhCellhandhEnvironmentXL2012XLceXLiebYfe 8.4 31

119 TheLtNqLreplicationLfactorLRvsaLisLrequiredLforLinterferenceYsensitiveLmeioticLcrossoversLinL
qrabidopsisLthalianaZLPLoShGeneticsXL2012XLhXLea]]c]ci 6 34

118
qnalysisLofLqrabidopsisLgenomeYwideLvariationsLbeforeLandLafterLmeiosisLandLmeioticL
recombinationLbyLresequencingLαandsbergLerectaLandLallLfourLproductsLofLaLsingleLmeiosisZLGenomeh
ResearchXL2012XLbbXLe]hYah

9.7 89

117 tualLroleLofLr yaLandLadYcYcLsLinLbrassinosteroidLsignalingLtoLlinkLreceptorLwithLtranscriptionL
factorsZLDevelopmentalhCellXL2011XLbaXLhbeYcd 10.2 108

116 OverexpressionLofLtheLsoybeanLwmWN aLalteredLtheLsensitivityLtoLsaltLandLosmoticLstressLinL
qrabidopsisZLJournalhofhPlanthPhysiologyXL2011XLafhXLbbf]Yg 3.6 15

115 TheLtranscriptomeLlandscapeLofLqrabidopsisLmaleLmeiocytesLfromLhighYthroughputLsequencingjLtheL
complexityLandLevolutionLofLtheLmeioticLprocessZLPlanthJournalXL2011XLfeXLe]cYaf 6.9 125

114 qncestralLpolyploidyLinLseedLplantsLandLangiospermsZLNatureXL2011XLdgcXLigYa]] 50.4 1362

113 βolecularLcontrolLofLmicrosporogenesisLinLqrabidopsisZLCurrenthOpinionhinhPlanthBiologyXL2011XLadXLffYgc 9.9 73

112 tevelopmentjLaLpathwayLtoLplantLfemaleLgermLcellsZLCurrenthBiologyXL2011XLbaXLRdgfYh 6.3 5

111 uctopicLexpressionLofLtheLqrabidopsisLβyNyLZyNsLvyNwuRaLandLβyvcLgenesLinducesLshootLmeristemsL
onLleafLmarginsZLPlanthMolecularhBiologyXL2011XLgfXLegYfh 4.6 10

110 wenerationLofLaLlargeYscaleLgenomicLresourceLforLfunctionalLandLcomparativeLgenomicsLinL
αiriodendronLtulipiferaLαZZLTreehGeneticshandhGenomesXL2011XLgXLidaYied 2.1 10

109 tefectiveLpollenLwallLisLrequiredLforLantherLandLmicrosporeLdevelopmentLinLriceLandLencodesLaL
fattyLacylLcarrierLproteinLreductaseZLPlanthCellXL2011XLbcXLbbbeYdf 11.6 180
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108 StableLandLdynamicLnucleosomeLstatesLduringLaLmeioticLdevelopmentalLprocessZLGenomehResearchXL
2011XLbaXLhgeYhd 9.7 65

107 TheLsoybeanLrootYspecificLproteinLkinaseLwmWN aLregulatesLstressYresponsiveLqrqLsignalingLonL
theLrootLsystemLarchitectureZLPlanthJournalXL2010XLfdXLbc]Ydb 6.9 39

106 sarbonLstarvedLantherLencodesLaLβYrLdomainLproteinLthatLregulatesLsugarLpartitioningLrequiredL
forLriceLpollenLdevelopmentZLPlanthCellXL2010XLbbXLfgbYhi 11.6 174

105
rrassinosteroidsLcontrolLmaleLfertilityLbyLregulatingLtheLexpressionLofLkeyLgenesLinvolvedLinL
qrabidopsisLantherLandLpollenLdevelopmentZLProceedingshofhthehNationalhAcademyhofhScienceshofhtheh
UnitedhStateshofhAmericaXL2010XLa]gXLfa]]Ye

11.5 192

104 tevelopmentLofLfloweringLplantLgametophytesZLCurrenthTopicshinhDevelopmentalhBiologyXL2010XLiaXLcgiYdab5.3 51

103 OptimizedLyβqsYyβqsLprotocolLforLphosphopeptideLrecoveryLfromLcomplexLbiologicalLsamplesZL
JournalhofhProteomehResearchXL2010XLiXLcefaYgc 5.6 100

102 SignalingLandLtranscriptionalLcontrolLofLreproductiveLdevelopmentLinLqrabidopsisZLCurrenthBiologyXL
2010XLb]XLRihhYig 6.3 47

101 vYboxLproteinsLregulateLethyleneLsignalingLandLmoreZLGeneshandhDevelopmentXL2009XLbcXLciaYf 12.6 21

100
uvolutionLofLvYboxLgenesLinLplantsjLdifferentLmodesLofLsequenceLdivergenceLandLtheirLrelationshipsL
withLfunctionalLdiversificationZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaXL2009XLa]fXLhceYd]

11.5 215

99
uvolutionLofLplantLβqtSLboxLtranscriptionLfactorsjLevidenceLforLshiftsLinLselectionLassociatedLwithL
earlyLangiospermLdiversificationLandLconcertedLgeneLduplicationsZLMolecularhBiologyhandhEvolutionXL
2009XLbfXLbbbiYdd

8.3 62

98 qLterminatorLofLfloralLstemLcellsZLGeneshandhDevelopmentXL2009XLbcXLag]eYh 12.6 7

97 vunctionalLconservationLofLtheLmeioticLgenesLStSLandLRs LinLmaleLmeiosisLinLtheLmonocotLriceZLCellh
ResearchXL2009XLaiXLgfhYhb 24.7 31

96 qnalysisLofLtheLqrabidopsisLfloralLproteomejLdetectionLofLoverLbL]]]LproteinsLandLevidenceLforL
posttranslationalLmodificationsZLJournalhofhIntegrativehPlanthBiologyXL2009XLeaXLb]gYbc 8.3 13

95 ReverseLbreedingjLaLnovelLbreedingLapproachLbasedLonLengineeredLmeiosisZLPlanthBiotechnologyh
JournalXL2009XLgXLhcgYde 11.6 86

94 uvolutionLofLtheLRNqYdependentLRNqLpolymeraseLTRdRPULgenesjLduplicationsLandLpossibleLlossesL
beforeLandLafterLtheLdivergenceLofLmajorLeukaryoticLgroupsZLGeneXL2009XLddgXLbiYci 3.8 92

93 sontrolLofLriceLgrainYfillingLandLyieldLbyLaLgeneLwithLaLpotentialLsignatureLofLdomesticationZLNatureh
GeneticsXL2008XLd]XLacg]Yd 36.3 531

92 TheLplantLWN LgeneLfamilyLandLregulationLofLfloweringLtimeLinLqrabidopsisZLPlanthBiologyXL2008XLa]XLedhYfb3.7 66

91 TheLqmborellaLgenomejLanLevolutionaryLreferenceLforLplantLbiologyZLGenomehBiologyXL2008XLiXLd]b 18.3 52

(2008-2011)
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90 RegulationLofLqrabidopsisLearlyLantherLdevelopmentLbyLtheLmitogenYactivatedLproteinLkinasesXL
βP cLandLβP fXLandLtheLuRusTqLandLrelatedLreceptorYlikeLkinasesZLMolecularhPlantXL2008XLaXLfdeYeh 14.4 108

89 qrabidopsisLgenesLqSaXLqSbXLandLzqwLnegativelyLregulateLboundaryYspecifyingLgenesLtoLpromoteL
sepalLandLpetalLdevelopmentZLPlanthPhysiologyXL2008XLadfXLeffYge 6.6 56

88 vunctionalLdivergenceLofLtheLduplicatedLqt yNadaLandLqt yNadbLgenesjLcriticalLrolesLinLqrabidopsisL
meiosisLandLgametophyteLdevelopmentZLPlanthJournalXL2008XLecXLa]acYbf 6.9 25

87 qnLuSTLdatabaseLforLαiriodendronLtulipiferaLαZLfloralLbudsjLtheLfirstLuSTLresourceLforLfunctionalLandL
comparativeLgenomicsLinLαiriodendronZLTreehGeneticshandhGenomesXL2008XLdXLdaiYdcc 2.1 26

86 PhylogeneticLanalysisLofLtheLplantYspecificLzincLfingerYhomeoboxLandLminiLzincLfingerLgeneLfamiliesZL
JournalhofhIntegrativehPlanthBiologyXL2008XLe]XLa]caYde 8.3 51

85 sohesinLinteractionLwithLcentromericLminichromosomesLshowsLaLmultiYcomplexLrodYshapedL
structureZLPLoShONEXL2008XLcXLebdec 3.7 17

84 PatternsLofLgeneLduplicationLinLtheLplantLS PaLgeneLfamilyLinLangiospermsjLevidenceLforLmultipleL
mechanismsLofLrapidLgeneLbirthZLPlanthJournalXL2007XLe]XLhgcYhe 6.9 237

83 tifferentialLgeneLexpressionLinLqrabidopsisLwildYtypeLandLmutantLanthersjLinsightsLintoLantherLcellL
differentiationLandLregulatoryLnetworksZLPlanthJournalXL2007XLebXLadYbi 6.9 92

82 weneticLqnalysesLofLβeioticLRecombinationLinLqrabidopsisZLJournalhofhIntegrativehPlanthBiologyXL
2007XLdiXLaaiiYab]g 8.3 9

81 RegulationLofLqrabidopsisLuarlyLqntherLtevelopmentLbyLPutativeLsellYsellLSignalingLβoleculesLandL
TranscriptionalLRegulatorsZLJournalhofhIntegrativehPlanthBiologyXL2007XLdiXLf]Yfh 8.3 15

80 wenomeYwideLqnalysisLofL elchLRepeatYcontainingLvYboxLvamilyZLJournalhofhIntegrativehPlanthBiologyXL
2007XLdiXLid]Yieb 8.3 21

79 wenomeYWideLsomparativeLqnalysisLandLuxpressionLPatternLofLTsPLweneLvamiliesLinLqrabidopsisL
thalianaLandLOryzaLsativaZLJournalhofhIntegrativehPlanthBiologyXL2007XLdiXLhheYhig 8.3 61

78 TheLoriginsLandLearlyLevolutionLofLtNqLmismatchLrepairLgenesYYmultipleLhorizontalLgeneLtransfersL
andLcoYevolutionZLNucleichAcidshResearchXL2007XLceXLgeiaYf]c 20.1 78

77 qrabidopsisLβqαuLSTuRyαyTYaLencodesLaLPxtYtypeLtranscriptionLfactorLandLregulatesLpollenLandL
tapetumLdevelopmentZLPlanthCellXL2007XLaiXLcediYfb 11.6 180

76 TheLfloralLgenomejLanLevolutionaryLhistoryLofLgeneLduplicationLandLshiftingLpatternsLofLgeneL
expressionZLTrendshinhPlanthScienceXL2007XLabXLcehYfg 13.1 88

75 TheLrqβa[rqβbLreceptorYlikeLkinasesLareLimportantLregulatorsLofLqrabidopsisLearlyLantherL
developmentZLPlanthCellXL2006XLahXLaffgYh] 11.6 185

74 uxpressionLpatternLshiftsLfollowingLduplicationLindicativeLofLsubfunctionalizationLandL
neofunctionalizationLinLregulatoryLgenesLofLqrabidopsisZLMolecularhBiologyhandhEvolutionXL2006XLbcXLdfiYgh8.3 238

73
OriginsLandLevolutionLofLtheLrecq[RqteaLgeneLfamilyjLevidenceLforLancientLgeneLduplicationLandL
endosymbioticLgeneLtransferZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStatesh
ofhAmericaXL2006XLa]cXLa]cbhYa]ccc

11.5 201
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72 TheLqrabidopsisLS PaLhomologLqS aLcontrolsLmeioticLchromosomeLremodelingLandLreleaseLofL
chromatinLfromLtheLnuclearLmembraneLandLnucleolusZLJournalhofhCellhScienceXL2006XLaaiXLcgedYfc 5.3 44

71 TheLfloralLorganLnumberdLgeneLencodingLaLputativeLorthologLofLqrabidopsisLsαqVqTqcLregulatesL
apicalLmeristemLsizeLinLriceZLPlanthPhysiologyXL2006XLadbXLa]ciYeb 6.6 153

70 TheLriceLtapetumLdegenerationLretardationLgeneLisLrequiredLforLtapetumLdegradationLandLantherL
developmentZLPlanthCellXL2006XLahXLbiiiYc]ad 11.6 485

69 wenomeYwideLanalysisLofLbasic[helixYloopYhelixLtranscriptionLfactorLfamilyLinLriceLandLqrabidopsisZL
PlanthPhysiologyXL2006XLadaXLaafgYhd 6.6 396

68 RegulationLofLqrabidopsisLtapetumLdevelopmentLandLfunctionLbyLtYSvUNsTyONqαLTqPuTUβaL
TtYTaULencodingLaLputativeLbxαxLtranscriptionLfactorZLDevelopmenthsCambridgetXL2006XLaccXLc]heYie 6.6 314

67 WidespreadLgenomeLduplicationsLthroughoutLtheLhistoryLofLfloweringLplantsZLGenomehResearchXL
2006XLafXLgchYdi 9.7 542

66 PlantLbiologyLresearchLcomesLofLageLinLshinaZLPlanthCellXL2006XLahXLbheeYfd 11.6 16

65 sonservationLandLdivergenceLinLtheLqwqβOUSLsubfamilyLofLβqtSYboxLgenesjLevidenceLofL
independentLsubYLandLneofunctionalizationLeventsZLEvolutionhphDevelopmentXL2006XLhXLc]Yde 2.6 136

64 toubleYstrandedLtNqLbreaksLandLgeneLfunctionsLinLrecombinationLandLmeiosisZLCellhResearchXL2006XL
afXLd]bYab 24.7 47

63 PlantLfertilityLdefectsLinducedLbyLtheLenhancedLexpressionLofLmicroRNqafgZLCellhResearchXL2006XL
afXLdegYfe 24.7 148

62 ProteomicLidentificationLofLpotentialLtargetLproteinsLregulatedLbyLanLqS aYmediatedLproteolysisL
pathwayZLCellhResearchXL2006XLafXLdhiYih 24.7 11

61 sharacterizationLofLaLnovelLputativeLzincLfingerLgeneLβyvajLinvolvementLinLmultipleLhormonalL
regulationLofLqrabidopsisLdevelopmentZLPlanthJournalXL2006XLdeXLciiYdbb 6.9 76

60 sloningLandLexpressionLanalysisLofLTS aXLaLwheatLS PaLhomologueXLandLfunctionalLcomparisonLwithL
qrabidopsisLqS aLinLmaleLmeiosisLandLauxinLsignallingZLFunctionalhPlanthBiologyXL2006XLccXLchaYci] 2.7 14

59
qS aXLaLS PaLhomologXLisLrequiredLforLnuclearLreorganizationXLpresynapticLhomologLjuxtapositionL
andLtheLproperLdistributionLofLcohesinLduringLmeiosisLinLqrabidopsisZLPlanthMolecularhBiologyXL2006XL
fbXLiiYaa]

4.6 38

58 uSTLdatabaseLforLearlyLflowerLdevelopmentLinLsaliforniaLpoppyLTuschscholziaLcalifornicaLshamZXL
PapaveraceaeULtagsLoverLfX]]]LgenesLfromLaLbasalLeudicotZLPlanthMolecularhBiologyXL2006XLfbXLceaYfi 4.6 36

57 βolecularLgeneticLanalysesLofLmicrosporogenesisLandLmicrogametogenesisLinLfloweringLplantsZL
AnnualhReviewhofhPlanthBiologyXL2005XLefXLcicYdcd 30.7 470

56 TheLqrabidopsisLROs YNYROααuRSLgeneLencodesLaLhomologLofLtheLyeastLqTPYdependentLtNqL
helicaseLβuRcLandLisLrequiredLforLnormalLmeioticLcrossoverLformationZLPlanthJournalXL2005XLdcXLcbaYcd 6.9 97

55 uxpressionLofLfloralLβqtSYboxLgenesLinLbasalLangiospermsjLimplicationsLforLtheLevolutionLofLfloralL
regulatorsZLPlanthJournalXL2005XLdcXLgbdYdd 6.9 201

(2005-2006)
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54 sellLriologicalLsharacterizationLofLβaleLβeiosisLandLPollenLtevelopmentLinLRiceZLJournalhofh
IntegrativehPlanthBiologyXL2005XLdgXLgcdYgdd 8.3 31

53 wenomeYwideLexpressionLprofilingLandLidentificationLofLgeneLactivitiesLduringLearlyLflowerL
developmentLinLqrabidopsisZLPlanthMolecularhBiologyXL2005XLehXLd]aYai 4.6 63

52 ToLrLorLNotLtoLrLaLflowerjLtheLroleLofLtuvysyuNSLandLwαOrOSqLorthologsLinLtheLevolutionLofLtheL
angiospermsZLJournalhofhHeredityXL2005XLifXLbbeYd] 2.4 130

51 TheLevolutionLofLtheLSuPqααqTqLsubfamilyLofLβqtSYboxLgenesjLaLpreangiospermLoriginLwithL
multipleLduplicationsLthroughoutLangiospermLhistoryZLGeneticsXL2005XLafiXLbb]iYbc 4 279

50 wenomeYwideLanalysisLofLtheLcyclinLfamilyLinLqrabidopsisLandLcomparativeLphylogeneticLanalysisLofL
plantLcyclinYlikeLproteinsZLPlanthPhysiologyXL2004XLaceXLa]hdYii 6.6 204

49 TheLqS aLandLqS bLgenesLareLessentialLforLqrabidopsisLearlyLdevelopmentZLPlanthCellXL2004XLafXLeYb] 11.6 93

48 RegulationLofLflowerLdevelopmentLinLqrabidopsisLbyLSsvLcomplexesZLPlanthPhysiologyXL2004XLacdXLaegdYhe6.6 59

47 TheLqrabidopsisLqtRqteaLgeneLisLdispensableLforLvegetativeLdevelopmentLbutLrequiredLforL
meiosisZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL2004XLa]aXLa]eifYf]a11.5 221

46
TypeLyLβqtSYboxLgenesLhaveLexperiencedLfasterLbirthYandYdeathLevolutionLthanLtypeLyyLβqtSYboxL
genesLinLangiospermsZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaXL2004XLa]aXLaia]Ye

11.5 164

45 TheLwqOαqOZxUqNwRuNaLgeneLencodesLaLputativeLglycosyltransferaseLthatLisLcriticalLforLnormalL
developmentLandLcarbohydrateLmetabolismZLPlanthandhCellhPhysiologyXL2004XLdeXLadecYf] 4.9 26

44 TowardsLaLcomprehensiveLintegrationLofLmorphologicalLandLgeneticLstudiesLofLfloralLdevelopmentZL
TrendshinhPlanthScienceXL2004XLiXLafdYgc 13.1 44

43 sonservationLandLdivergenceLofLqS aLandLqS bLgeneLfunctionsLduringLmaleLmeiosisLinLqrabidopsisL
thalianaZLPlanthMolecularhBiologyXL2003XLecXLafcYgc 4.6 39

42 ysolationXLsequenceLanalysisXLandLexpressionLstudiesLofLflorallyLexpressedLctNqsLinLqrabidopsisZL
PlanthMolecularhBiologyXL2003XLecXLedeYfc 4.6 41

41 PlantLreproductionjLwqrqLgradientXLguidanceLandLgrowthZLCurrenthBiologyXL2003XLacXLRhcdYf 6.3 21

40 qntiquityLandLevolutionLofLtheLβqtSYboxLgeneLfamilyLcontrollingLflowerLdevelopmentLinLplantsZL
MolecularhBiologyhandhEvolutionXL2003XLb]XLadceYdg 8.3 102

39 βembersLofLtheLqrabidopsisYS PaYlikeLgeneLfamilyLexhibitLaLvarietyLofLexpressionLpatternsLandLmayL
playLdiverseLrolesLinLqrabidopsisZLPlanthPhysiologyXL2003XLaccXLb]cYag 6.6 95

38 TheLSsvTsOyaULubiquitinYligaseLcomplexesLareLrequiredLforLjasmonateLresponseLinLqrabidopsisZLPlanth
CellXL2002XLadXLaiaiYce 11.6 519

37
TheLexcessLmicrosporocytesaLgeneLencodesLaLputativeLleucineYrichLrepeatLreceptorLproteinLkinaseL
thatLcontrolsLsomaticLandLreproductiveLcellLfatesLinLtheLqrabidopsisLantherZLGeneshandhDevelopmentXL
2002XLafXLb]baYca

12.6 334
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36 xomologLinteractionLduringLmeioticLprophaseLyLinLqrabidopsisLrequiresLtheLSOαOLtqNsuRSLgeneL
encodingLaLnovelLcyclinYlikeLproteinZLEMBOhJournalXL2002XLbaXLc]haYie 13 122

35 βissingLlinksjLtheLgeneticLarchitectureLofLflowersL[correctionLofLflower]LandLfloralLdiversificationZL
TrendshinhPlanthScienceXL2002XLgXLbbYcakLdicussionLcaYd 13.1 119

34 PlantLwLproteinsjLtheLdifferentLfacesLofLwPqaZLCurrenthBiologyXL2001XLaaXLRhfiYga 6.3 23

33 βaleLmeioticLspindleLlengthsLinLnormalLandLmutantLarabidopsisLcellsZLPlanthPhysiologyXL2001XLabfXLfbbYc]6.6 21

32 weneLregulationjLbetterLlateLthanLneveroZLCurrenthBiologyXL2000XLa]XLRcfeYh 6.3 2

31 TheLqrssLofLfloralLevolutionZLCellXL2000XLa]aXLeYh 56.2 154

30
TheLqrabidopsisLS PaYαy uaLgeneLisLessentialLforLmaleLmeiosisLandLmayLcontrolLhomologueL
separationZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL1999XL
ifXLaadafYba

11.5 164

29
qLmitogenYactivatedLproteinLkinaseLofLtheLcornLleafLpathogenLsochliobolusLheterostrophusLisL
involvedLinLconidiationXLappressoriumLformationXLandLpathogenicityjLdiverseLrolesLforL
mitogenYactivatedLproteinLkinaseLhomologsLinLfoliarLpathogensZLProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaXL1999XLifXLacedbYg

11.5 181

28 qssignmentLofLddLtsLynsertionsLtoLtheLαinkageLβapLofLqrabidopsisZLPlanthMolecularhBiologyhReporter
XL1999XLagXLa]iYabb 1.7 5

27 SeedLdevelopmentjLwithLorLwithoutLsexoZLCurrenthBiologyXL1999XLiXLRfcfYi 6.3 2

26 TheLqS aLgeneLregulatesLdevelopmentLandLinteractsLwithLtheLUvOLgeneLtoLcontrolLfloralLorganL
identityLinLqrabidopsisZLGenesisXL1999XLbeXLb]iYbc 78

25 ydentificationLofLanLSsvLubiquitinYligaseLcomplexLrequiredLforLauxinLresponseLinLqrabidopsisL
thalianaZLGeneshandhDevelopmentXL1999XLacXLafghYia 12.6 384

24 ydentificationXLsequenceLanalysisLandLexpressionLstudiesLofLnovelLantherYspecificLgenesLofL
qrabidopsisLthalianaZLPlanthMolecularhBiologyXL1998XLcgXLf]gYai 4.6 72

23 ToLbeXLorLnotLtoLbeXLaLflowerYYcontrolLofLfloralLmeristemLidentityZLTrendshinhGeneticsXL1998XLadXLbfYcb 8.5 45

22 qLserpentineLreceptorLsurfacesLinLqrabidopsisZLTrendshinhPlanthScienceXL1998XLcXLbdhYbe] 13.1 3

21 vONaXLanLqrabidopsisLweneLThatLTerminatesLvloralLβeristemLqctivityLandLsontrolsLvlowerLOrganL
NumberZLPlanthCellXL1997XLiXLaae 11.6 15

20 TheLonLandLoffLofLfloralLregulatoryLgenesZLCellXL1997XLhiXLhbaYd 56.2 10

19 TheLwLproteinLalphaLsubunitLTwPLalphaaULisLassociatedLwithLtheLuRLandLtheLplasmaLmembraneLinL
meristematicLcellsLofLqrabidopsisLandLcauliflowerZLFEBShLettersXL1997XLd]gXLcfaYg 3.8 36

(1997-2002)
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18 SpecificLinteractionsLbetweenLtheL LdomainsLofLqwLandLqwαsXLmembersLofLtheLβqtSLdomainLfamilyL
ofLtNqLbindingLproteinsZLPlanthJournalXL1997XLabXLiiiYa]a] 6.9 173

17 SpecificLexpressionLofLtheLqwαaLβqtSYboxLgeneLsuggestsLregulatoryLfunctionsLinLqrabidopsisL
gynoeciumLandLovuleLdevelopmentZLPlanthJournalXL1996XLa]XLcdcYec 6.9 93

16 TheLqrabidopsisLβqtSYboxLgeneLqwαcLisLwidelyLexpressedLandLencodesLaLsequenceYspecificL
tNqYbindingLproteinZLPlanthMolecularhBiologyXL1995XLbhXLediYfg 4.6 104

15 SeparationLofLqwLfunctionLinLfloralLmeristemLdeterminacyLfromLthatLinLreproductiveLorganLidentityL
byLexpressingLantisenseLqwLRNqZLPlanthMolecularhBiologyXL1995XLbhXLgfgYhd 4.6 106

14 PatternsLofLgeneLactionLinLplantLdevelopmentLrevealedLbyLenhancerLtrapLandLgeneLtrapL
transposableLelementsZLGeneshandhDevelopmentXL1995XLiXLagigYha] 12.6 569

13 ynLvitroLanalysisLofLwYproteinLfunctionsZLMethodshinhCellhBiologyXL1995XLdiXLdgaYhe 1.8 3

12 TheLunfoldingLdramaLofLflowerLdevelopmentjLrecentLresultsLfromLgeneticLandLmolecularLanalysesZL
GeneshandhDevelopmentXL1994XLhXLgdeYef 12.6 149

11 SpatiallyLandLtemporallyLregulatedLexpressionLofLtheLβqtSYboxLgeneLqwαbLinLwildYtypeLandLmutantL
arabidopsisLflowersZLPlanthMolecularhBiologyXL1994XLbfXLehaYie 4.6 127

10 RegulatedLuxpressionLofLtheLqrabidopsisLwLProteinL˛–LSubunitLweneLwPqaZLInternationalhJournalhofh
PlanthSciencesXL1994XLaeeXLcYad 2.6 34

9
ysolationLofLctNqsLencodingLguanineLnucleotideYbindingLproteinLbetaYsubunitLhomologuesLfromL
maizeLTZwraULandLqrabidopsisLTqwraUZLProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaXL1994XLiaXLieedYh

11.5 168

8 ysolationLandLcharacterizationLofLtheLbindingLsequencesLforLtheLproductLofLtheLqrabidopsisLfloralL
homeoticLgeneLqwqβOUSZLNucleichAcidshResearchXL1993XLbaXLdgfiYgf 20.1 135

7 ProteinLphosphorylationLinLplantsjLenzymesXLsubstratesLandLregulatorsZLTrendshinhGeneticsXL1993XLiXLbbhYc]8.5 39

6 uctopicLexpressionLofLtheLfloralLhomeoticLgeneLqwqβOUSLinLtransgenicLqrabidopsisLplantsLaltersL
floralLorganLidentityZLCellXL1992XLgaXLaaiYca 56.2 404

5 VectorsLforLplantLtransformationLandLcosmidLlibrariesZLGeneXL1992XLaagXLafaYg 3.8 28

4 βanipulationLofLflowerLstructureLinLtransgenicLtobaccoZLCellXL1992XLgaXLaccYdc 56.2 221

3 qwαaYqwαfXLanLqrabidopsisLgeneLfamilyLwithLsimilarityLtoLfloralLhomeoticLandLtranscriptionLfactorL
genesZLGeneshandhDevelopmentXL1991XLeXLdhdYie 12.6 480

2 TheLproteinLencodedLbyLtheLqrabidopsisLhomeoticLgeneLagamousLresemblesLtranscriptionLfactorsZL
NatureXL1990XLcdfXLceYi 50.4 1359

1 PlasmidLconstructionLbyLhomologousLrecombinationLinLyeastZLGeneXL1987XLehXLb]aYaf 3.8 506
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