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4 Immunovirological status in people with perinatal and adult-acquired HIV-1 infection: a multi-cohort
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5 Phylogenomic profiles of whole-genome duplications in Poaceae and landscape of differential
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6 A highly resolved nuclear phylogeny uncovers strong phylogenetic conservatism and correlated
evolution of fruit color and size in <i>Solanum</i> L.. New Phytologist, 2024, 243, 765-780. 7.8 1

7 Porous Carbon Electrode from Starch Soluble for Realizing Highâ€•Performance Supercapacitor.
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8 Phylotranscriptomic analyses reveal multiple whole-genome duplication events, the history of
diversification and adaptations in the Araceae. Annals of Botany, 2023, 131, 199-214. 2.9 11

9 Nuclear phylogeny and insights into whole-genome duplications and reproductive development of
Solanaceae plants. Plant Communications, 2023, 4, 100595. 8.0 11

10 PXL1 and SERKs act as receptorâ€“coreceptor complexes for the CLE19 peptide to regulate pollen
development. Nature Communications, 2023, 14, . 13.2 6

11 Phylogenomics insights into gene evolution, rapid species diversification, and morphological
innovation of the apple tribe (Maleae, Rosaceae). New Phytologist, 2023, 240, 2102-2120. 7.8 4

12 Adaptive evolution of the enigmatic Takakia now facing climate change in Tibet. Cell, 2023, 186,
3558-3576.e17. 27.8 12

13 SCFRMF mediates degradation of the meiosis-specific recombinase DMC1. Nature Communications, 2023,
14, . 13.2 1

14 Phylotranscriptomics Resolves the Phylogeny of Pooideae and Uncovers Factors for Their Adaptive
Evolution. Molecular Biology and Evolution, 2022, 39, . 9.2 38

15 A well-supported nuclear phylogeny of Poaceae and implications for the evolution of C4
photosynthesis. Molecular Plant, 2022, 15, 755-777. 8.4 69

16 Multi-Omics Analysis in Î²-Thalassemia Using an HBB Gene-Knockout Human Erythroid Progenitor Cell
Model. International Journal of Molecular Sciences, 2022, 23, 2807. 4.2 8

17
Comparison of Laboratory and Hemodynamic Time Series Data Across Original, Alpha, and Delta
Variants in Patients With Multisystem Inflammatory Syndrome in Children. Pediatric Critical Care
Medicine, 2022, 23, e372-e381.
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18 Aberrant Fucosylation of Saliva Glycoprotein Defining Lung Adenocarcinomas Malignancy. ACS
Omega, 2022, 7, 17894-17906. 3.6 10
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19 Mass Spectrometry-Based Analysis of Serum N-Glycosylation Changes in Patients with Parkinsonâ€™s
Disease. ACS Chemical Neuroscience, 2022, 13, 1719-1726. 3.7 21

20 Tree2GD: a phylogenomic method to detect large-scale gene duplication events. Bioinformatics, 2022,
38, 5317-5321. 4.2 7

21
DNA polymerase epsilon binds histone H3.1-H4 and recruits MORC1 to mediate meiotic heterochromatin
condensation. Proceedings of the National Academy of Sciences of the United States of America, 2022,
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22 Drivers of global variation in land ownership. Ecography, 2021, 44, 67-74. 4.7 8

23
Evolution of the Brassicaceaeâ€•specific <i>MS5â€•Like</i> family and neofunctionalization of the novel
<i>MALE STERILITY 5</i> gene essential for male fertility in <i>Brassica napus</i>. New Phytologist,
2021, 229, 2339-2356.

7.8 5

24 Fanconi anemia ortholog FANCM regulates meiotic crossover distribution in plants. Plant Physiology,
2021, 186, 344-360. 5.1 15

25 626 Female External Urinary Collection Device Utilization in a Female Burn ICU Patients: A Quality
Improvement Project. Journal of Burn Care and Research, 2021, 42, S168-S169. 0.5 2

26 Identification of a methylomics-associated nomogram for predicting overall survival of stage Iâ€“II
lung adenocarcinoma. Scientific Reports, 2021, 11, 9938. 3.4 3

27 Phylotranscriptomic insights into Asteraceae diversity, polyploidy, and morphological innovation.
Journal of Integrative Plant Biology, 2021, 63, 1273-1293. 9.2 64

28
Nuclear phylotranscriptomics and phylogenomics support numerous polyploidization events and
hypotheses for the evolution of rhizobial nitrogen-fixing symbiosis in Fabaceae. Molecular Plant,
2021, 14, 748-773.
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29 Gene duplications and phylogenomic conflict underlie major pulses of phenotypic evolution in
gymnosperms. Nature Plants, 2021, 7, 1015-1025. 9.4 78

30 Photophobic Responses of Diatoms â€“ Motility and Interâ€•Species Modulation. , 2021, , 111-134. 3

31 From birth to adult life. , 2021, , 69-109. 0

32 Diverse trajectories of plastome degradation in holoparasitic Cistanche and genomic location of the
lost plastid genes. Journal of Experimental Botany, 2020, 71, 877-892. 4.9 21

33 Recurrent genome duplication events likely contributed to both the ancient and recent rise of ferns.
Journal of Integrative Plant Biology, 2020, 62, 433-455. 9.2 45

34 PMU based line outage identification using comparison of current phasor measurement technique.
International Journal of Electrical Power and Energy Systems, 2020, 115, 105501. 5.7 7

35 The water lily genome and the early evolution of flowering plants. Nature, 2020, 577, 79-84. 36.2 264

36 Phosphorylation of Msx1 promotes cell proliferation through the Fgf9/18-MAPK signaling pathway
during embryonic limb development. Nucleic Acids Research, 2020, 48, 11452-11467. 14.0 14
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Asterid Phylogenomics/Phylotranscriptomics Uncover Morphological Evolutionary Histories and
Support Phylogenetic Placement for Numerous Whole-Genome Duplications. Molecular Biology and
Evolution, 2020, 37, 3188-3210.

9.2 96

38 An Unusual Cause of Severe Hypoxemia and Acute Respiratory Distress Syndrome. Chest, 2020, 158,
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39 Family Dynamics and Pediatric Weight Management: Putting the Family into Family-Based Treatment.
Current Obesity Reports, 2020, 9, 424-441. 8.2 15

40 Short-Term Mild Temperature-Stress-Induced Alterations in the C. elegans Phosphoproteome.
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41 Global Quantitative Proteomics Studies Revealed Tissue-Preferential Expression and Phosphorylation
of Regulatory Proteins in Arabidopsis. International Journal of Molecular Sciences, 2020, 21, 6116. 4.2 7
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43 Cell-type-dependent histone demethylase specificity promotes meiotic chromosome condensation in
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44 The cohesin loader SCC2 contains a PHD finger that is required for meiosis in land plants. PLoS
Genetics, 2020, 16, e1008849. 3.4 22

45 Molecular genetic analyses of abiotic stress responses during plant reproductive development.
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48 The hornwort genome and early land plant evolution. Nature Plants, 2020, 6, 107-118. 9.4 219
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50 A Natural Variation in PLEIOTROPIC DEVELOPMENTAL DEFECTS Uncovers a Crucial Role for Chloroplast
tRNA Modification in Translation and Plant Development. Plant Cell, 2020, 32, 2345-2366. 6.7 13

51 Conservation and Divergence in the Meiocyte sRNAomes of Arabidopsis, Soybean, and Cucumber. Plant
Physiology, 2020, 182, 301-317. 5.1 13

52 Educational Potential Assessment of Geodiversity Sites: a Proposal and a Case Study in the Basque
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53 Phylotranscriptomics in Cucurbitaceae Reveal Multiple Whole-Genome Duplications and Key
Morphological and Molecular Innovations. Molecular Plant, 2020, 13, 1117-1133. 8.4 104

54 Schistosoma japonicum cathepsin B2 (SjCB2) facilitates parasite invasion through the skin. PLoS
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55 Judicial precedents associated with periungual warts in South Korea. International Journal of
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56 Meiocyte-Specific and AtSPO11-1â€“Dependent Small RNAs and Their Association with Meiotic Gene
Expression and Recombination. Plant Cell, 2019, 31, 444-464. 6.7 37

57 The Arabidopsis anaphaseâ€•promoting complex/cyclosome subunit 8 is required for male meiosis. New
Phytologist, 2019, 224, 229-241. 7.8 17

58 Ubiquitylome study identifies increased histone 2A ubiquitylation as an evolutionarily conserved
aging biomarker. Nature Communications, 2019, 10, 2191. 13.2 29

59 Reply to Zwaenepoel etÂ al.: Meeting the Challenges of Detecting Polyploidy Events from Transcriptomic
Data. Molecular Plant, 2019, 12, 137-140. 8.4 6

60 ANAC019 is required for recovery of reproductive development under drought stress in Arabidopsis.
Plant Molecular Biology, 2019, 99, 161-174. 4.0 31

61 The Largest Subunit of DNA Polymerase Delta Is Required for Normal Formation of Meiotic Type I
Crossovers. Plant Physiology, 2019, 179, 446-459. 5.1 29

62 Plant based Pickering stabilization of emulsions using soluble flaxseed protein and mucilage
nano-assemblies. Colloids and Surfaces A: Physicochemical and Engineering Aspects, 2019, 563, 170-182. 4.8 45

63 Starbon/Highâ€•Amylose Corn Starchâ€•Supported Nâ€•Heterocyclic Carbeneâ€“Iron(III) Catalyst for Conversion
of Fructose into 5â€•Hydroxymethylfurfural. ChemSusChem, 2018, 11, 716-725. 7.5 28

64 Widespread Whole Genome Duplications Contribute to Genome Complexity and Species Diversity in
Angiosperms. Molecular Plant, 2018, 11, 414-428. 8.4 274

65 The AWPM-19 Family Protein OsPM1 Mediates Abscisic Acid Influx and Drought Response in Rice. Plant
Cell, 2018, 30, 1258-1276. 6.7 90

66 Tobacco Influence on Taste and Smell: Systematic Review of the Literature. International Archives of
Otorhinolaryngology, 2018, 22, 081-087. 0.8 40

67
Enzyme and Chemical Assisted N-Terminal Blocked Peptides Analysis, ENCHANT, as a Selective
Proteomics Approach Complementary to Conventional Shotgun Approach. Journal of Proteome
Research, 2018, 17, 212-221.
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68 Phylogenomic detection and functional prediction of genes potentially important for plant meiosis.
Gene, 2018, 643, 83-97. 2.3 5

69 Analysis of definitive screening designs: Screening vs prediction. Applied Stochastic Models in
Business and Industry, 2018, 34, 244-255. 1.7 11

70 An Approach to Incorporate Multiâ€•Enzyme Digestion into Câ€•TAILS for Câ€•Terminomics Studies. Proteomics,
2018, 18, 1700034. 3.0 21

71 Proteomic analysis of lysine acetylation provides strong evidence for involvement of acetylated
proteins in plant meiosis and tapetum function. Plant Journal, 2018, 93, 142-154. 5.9 33

72 Robust Virtual Welding Process Optimization. Procedia Computer Science, 2018, 140, 342-350. 2.1 1
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Arabidopsis thaliana. PLoS Genetics, 2018, 14, e1007384. 3.4 68

74 Orderâ€•level fern plastome phylogenomics: new insights from Hymenophyllales. American Journal of
Botany, 2018, 105, 1545-1555. 1.9 32

75 A well-resolved fern nuclear phylogeny reveals the evolution history of numerous transcription
factor families. Molecular Phylogenetics and Evolution, 2018, 127, 961-977. 2.9 88

76 OsERF101, an ERF family transcription factor, regulates drought stress response in reproductive
tissues. Plant Molecular Biology, 2018, 98, 51-65. 4.0 66

77 Tetramethylpyrazine ameliorates experimental autoimmune encephalomyelitis by modulating the
inflammatory response. Biochemical and Biophysical Research Communications, 2018, 503, 1968-1972. 2.2 21
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79 Evolution of Rosaceae Fruit Types Based on Nuclear Phylogeny in the Context of Geological Times and
Genome Duplication. Molecular Biology and Evolution, 2017, 34, msw242. 9.2 211
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Plant Physiology, 2017, 173, 2265-2277. 5.1 56

81 Poly(ADPâ€•ribose) polymerases regulate cell division and development in <i>Arabidopsis</i> roots.
Journal of Integrative Plant Biology, 2017, 59, 459-474. 9.2 15

82 Tissue-Specific Transcriptomics Reveals an Important Role of the Unfolded Protein Response in
Maintaining Fertility upon Heat Stress in Arabidopsis. Plant Cell, 2017, 29, 1007-1023. 6.7 139

83 Resolution of deep eudicot phylogeny and their temporal diversification using nuclear genes from
transcriptomic and genomic datasets. New Phytologist, 2017, 214, 1338-1354. 7.8 140

84 BKI1 Regulates Plant Architecture through Coordinated Inhibition of the Brassinosteroid and ERECTA
Signaling Pathways in Arabidopsis. Molecular Plant, 2017, 10, 297-308. 8.4 34

85 Cytological and Transcriptomic Analyses Reveal Important Roles of <i>CLE19</i> in Pollen Exine
Formation. Plant Physiology, 2017, 175, 1186-1202. 5.1 19

86 The Compositae Tree of Life in the age of phylogenomics. Journal of Systematics and Evolution, 2017,
55, 405-410. 3.0 64
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88 The UltraSound ToolBox. , 2017, , . 29

89 Monolithically Integrated 4Ã—4 Optical Switch with Cascaded MZIs and EAM-Gate Array. , 2017, , . 2

90 A Strategy for Screening Monoclonal Antibodies for Arabidopsis Flowers. Frontiers in Plant Science,
2017, 8, 270. 3.8 3
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93 Arabidopsis RAD51, RAD51C and XRCC3 proteins form a complex and facilitate RAD51 localization on
chromosomes for meiotic recombination. PLoS Genetics, 2017, 13, e1006827. 3.4 41
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Plant Journal, 2016, 88, 280-293. 5.9 50

95
The PHD Finger Protein MMD1/DUET Ensures the Progression of Male Meiotic Chromosome
Condensation and Directly Regulates the Expression of the Condensin Gene <i>CAP-D3</i>. Plant Cell,
2016, 28, 1894-1909.

6.7 48
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97 Using nuclear genes to reconstruct angiosperm phylogeny at the species level: A case study with
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Evolution of the leucineâ€•rich repeat receptorâ€•like protein kinase gene family: Ancestral copy number
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99 Feedback Regulation of DYT1 by Interactions with Downstream bHLH Factors Promotes DYT1 Nuclear
Localization and Anther Development. Plant Cell, 2016, 28, 1078-1093. 6.7 98

100 Phylogenetic Resolution of Deep Eukaryotic and Fungal Relationships Using Highly Conserved
Low-Copy Nuclear Genes. Genome Biology and Evolution, 2016, 8, 2683-2701. 2.6 31

101 Abundant protein phosphorylation potentially regulates Arabidopsis anther development. Journal of
Experimental Botany, 2016, 67, 4993-5008. 4.9 34

102 Multiple Polyploidization Events across Asteraceae with Two Nested Events in the Early History
Revealed by Nuclear Phylogenomics. Molecular Biology and Evolution, 2016, 33, 2820-2835. 9.2 157

103 Circular pump support of blood circulation in the human body. AIP Conference Proceedings, 2016, , . 1.0 1
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105 Proteomics and transcriptomics analyses of Arabidopsis floral buds uncover important functions of
ARABIDOPSIS SKP1-LIKE1. BMC Plant Biology, 2016, 16, 61. 3.7 13

106 Resolution of Brassicaceae Phylogeny Using Nuclear Genes Uncovers Nested Radiations and Supports
Convergent Morphological Evolution. Molecular Biology and Evolution, 2016, 33, 394-412. 9.2 274

107 <i>Os<scp>NAC</scp>2</i> encoding a <scp>NAC</scp> transcription factor that affects plant height
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Sports Participation and Moral Development Outcomes: Examination of Validity and Reliability of the
Prosocial and Antisocial Behavior in Sport Scale. International Journal of Sports Science and
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109 Proteomic and phosphoproteomic analyses reveal extensive phosphorylation of regulatory proteins
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110 Stepâ€•wise and lineageâ€•specific diversification of plant <scp>RNA</scp> polymerase genes and origin of
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111 Effects of Open and Closed Endotracheal Suctioning on Intracranial Pressure and Cerebral Perfusion
Pressure in Adult Patients With Severe Brain Injury. Journal of Neuroscience Nursing, 2015, 47, 239-246. 1.2 8

112 Intake of Hydrolyzed Casein is Associated with Reduced Body Fat Accretion and Enhanced Phase II
Metabolism in Obesity Prone C57BL/6J Mice. PLoS ONE, 2015, 10, e0118895. 2.5 10

113 Arabidopsis <i>Cell Division Cycle 20.1</i> Is Required for Normal Meiotic Spindle Assembly and
Chromosome Segregation. Plant Cell, 2015, 27, 3367-3382. 6.7 56

114
Unusual coordination mode of 3-methoxysalicylaldehyde in mononuclear zinc(II) complexes with
nitrogenous bases: Synthesis, structural characterization and theoretical studies. Polyhedron, 2015,
87, 275-285.
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115 Differential evolution of members of the <i>rhomboid</i> gene family with conservative and
divergent patterns. New Phytologist, 2015, 206, 368-380. 7.8 24

116 <i>Arabidopsis</i> TOE proteins convey a photoperiodic signal to antagonize CONSTANS and regulate
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Formation of interference-sensitive meiotic cross-overs requires sufficient DNA leading-strand
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Effects of In-Feed Copper, Chlortetracycline, and Tylosin on the Prevalence of Transferable Copper
Resistance Gene,<i>tcrB</i>, Among Fecal Enterococci of Weaned Piglets. Foodborne Pathogens and
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1.9 24

120 Expansion and Functional Divergence of Jumonji C-Containing Histone Demethylases: Significance of
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121 Wholeâ€•genome DNA methylation patterns and complex associations with gene structure and
expression during flower development in Arabidopsis. Plant Journal, 2015, 81, 268-281. 5.9 81

122 Inverse Correlation Between <i>Helicobacter pylori</i> Colonization and Obesity in a Cohort of Inner
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123 Alternative splicing during Arabidopsis flower development results in constitutive and
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125 Arabidopsis PTD Is Required for Type I Crossover Formation and Affects Recombination Frequency in
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tabacum by antagonizing with gibberellin and affecting cell cycle signaling. Plant Molecular Biology,
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135 Flower Development under Drought Stress: Morphological and Transcriptomic Analyses Reveal Acute
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140 Rice Male Development under Drought Stress: Phenotypic Changes and Stage-Dependent
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141 Deep mRNA Sequencing Analysis to Capture the Transcriptome Landscape of Zebrafish Embryos and
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146 Complex evolutionary history and diverse domain organization of SET proteins suggest divergent
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