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Modification of<i>S<[i>-Adenosyl-<scp>l<[scp>-Homocysteine as Inhibitor of Nonstructural Protein 5
Methyltransferase Dengue Virus Through Molecular Docking and Molecular Dynamics Simulation.
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Screening of Commercial Cyclic Peptides as Inhibitor Envelope Protein Dengue Virus (DENV) Through
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Screening of commercial cyclic peptide as inhibitor NS5 methyltransferase of Dengue virus through
Molecular Docking and Molecular Dynamics Simulation. Bioinformation, 2014, 10, 23-27.

Genetic Variant of SARS-CoV-2 Isolates in Indonesia: Spike Glycoprotein Gene. Journal of Pure and

Applied Microbiology, 2020, 14, 971-978. 09 19

Screening of commercial cyclic peptide conjugated to HIV-1 Tat peptide as inhibitor of N-terminal
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Bioactive Compounds from Mangosteen (Garcinia mangostana L.) as an Antiviral Agent via Dual
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Vaccine Design for H5SN1 Based on B- and T-cell Epitope Predictions. Bioinformatics and Biology
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Molecular dynamics simulation of complex Histones Deacetylase (HDAC) Class Il Homo Sapiens with
suberoylanilide hydroxamic acid (SAHA) and its derivatives as inhibitors of cervical cancer.
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Effect of Biosynthesized Silver Nanoparticles on Bacterial Biofilm Changes in S. aureus and E. coli.

Nanomaterials, 2022, 12, 2183. 41 1

Computational design of drug candidates for influenza A virus subtype HIN1 by inhibiting the viral
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In silico identification of 2-oxo-1,3-thiazolidine derivatives as novel inhibitor candidate of class Il
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The whole-genome sequencing in predicting Mycobacterium tuberculosis drug susceptibility and
resistance in Papua, Indonesia. BMC Genomics, 2021, 22, 844.
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Utilization of Boron Compounds for the Modification of Suberoyl Anilide Hydroxamic Acid as

Inhibitor of Histone Deacetylase Class Il Homo sapiens. Advances in Bioinformatics, 2014, 2014, 1-10.

IncRNA-based study of epigenetic regulations in diabetic peripheral neuropathy. In Silico
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Potential Vaccine Targets for COVID-19 and Phylogenetic Analysis Based on the Nucleocapsid
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Influenza A Virus Subtype H1N1, using the Molecular Docking Approach. Trends in Bioinformatics, 2012,
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Molecular Dynamics Simulation of DENV RNA-Dependent RNA-Polymerase with Potential Inhibitor of
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