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i Paper IF Citations

184 vorrectionLforLRandoLetLalaXLNPathogenesisXLSymptomatologyXLandLTransmissionLofLStRSYvoVYeL
throughLtnalysisLofLViralLzenomicsLandLStructureNaaLMSystemsXL2022XLecdggjed 7.6 2

183 vomputationalLauditsLcombatLdisparitiesLinLrecognitionaaLNatureeHumaneBehaviourXL2022XL 12.8 0

182 xxaminingLlinguisticLshiftsLbetweenLpreprintsLandLpublicationsaaLPLoSeBiologyXL2022XLecXLefccdgjc 9.7 1

181 TenLquickLtipsLforLdeepLlearningLinLbiologyaaLPLoSeComputationaleBiologyXL2022XLdkXLedcclkcf 5 1

180 –ongYTermLvelluloseLxnrichmentLSelectsLforLHighlyLvellulolyticLvonsortiaLandLvompetitionLforL
PublicLzoodsaaLMSystemsXL2022XLecdhdled 7.6 0

179 IdentificationLandLwevelopmentLofLTherapeuticsLforLvOVIwYdlaLMSystemsXL2021XLecceffed 7.6 5

178 vharacterizingL–ongLvOVIwmLweepLPhenotypeLofLaLvomplexLvonditionaLEBioMedicineXL2021XLjgXLdcfjee 8.8 25

177 tLfieldLguideLtoLcultivatingLcomputationalLbiologyaLPLoSeBiologyXL2021XLdlXLefccdgdl 9.7 2

176 PathogenesisXLSymptomatologyXLandLTransmissionLofLStRSYvoVYeLthroughLtnalysisLofLViralL
zenomicsLandLStructureaLMSystemsXL2021XLiXLeccclhed 7.6 8

175 βacrophagesLinLSHHLsubgroupLmedulloblastomaLdisplayLdynamicLheterogeneityLthatLvariesLwithL
treatmentLmodalityaLCelleReportsXL2021XLfgXLdckldj 10.6 7

174 wietaryLSupplementsLandLNutraceuticalsLunderLInvestigationLforLvOVIwYdlLPreventionLandL
TreatmentaLMSystemsXL2021XLiXL 7.6 25

173 xxpandingLandLRemixingLtheLβetadataL–andscapeaLTrendseineCancerXL2021XLjXLejiYejk 12.5 2

172 zenomeYwideLassociationLstudyLimplicatesLnovelLlociLandLrevealsLcandidateLeffectorLgenesLforL
longitudinalLpediatricLboneLaccrualaLGenomeeBiologyXL2021XLeeXLd 18.3 58

171 ParameterizedLalgorithmsLforLidentifyingLgeneLcoYexpressionLmodulesLviaLweightedLcliqueL
decompositionaL2021XLecedXLdddYdee 1

170 InductionLofLtwtβdcLbyLRadiationLTherapyLwrivesLyibrosisXLResistanceXLandL
xpithelialYtoYβesenchyalLTransitionLinLPancreaticLvanceraLCancereResearchXL2021XLkdXLfehhYfeil 10.1 9

169 ReproducibilityLstandardsLforLmachineLlearningLinLtheLlifeLsciencesaLNatureeMethodsXL2021XLdkXLddfeYddfh21.6 14

168 vommunityYwideLhackathonsLtoLidentifyLcentralLthemesLinLsingleYcellLmultiYomicsaLGenomeeBiologyXL
2021XLeeXLeec 18.3 2
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167 vancerLInformaticsLforLvancerLventersmLScientificLwriversLforLInformaticsXLwataLScienceXLandLvareLinL
PediatricXLtdolescentXLandLYoungLtdultLvanceraLJCOeClinicaleCancereInformaticsXL2021XLhXLkkdYkli 5.2 1

166 miQvmLtnLadaptiveLprobabilisticLframeworkLforLqualityLcontrolLofLsingleYcellLRNtYsequencingLdataaL
PLoSeComputationaleBiologyXL2021XLdjXLedcclelc 5 4

165 tnalysisLofLscientificLsocietyLhonorsLrevealsLdisparitiesaLCelleSystemsXL2021XLdeXLlccYlciaeh 10.6 2

164 zeneticLdemultiplexingLofLpooledLsingleYcellLRNtYsequencingLsamplesLinLcancerLfacilitatesLeffectiveL
experimentalLdesignaLGigaScienceXL2021XLdcXL 7.6 3

163 tnLOpenYPublishingLResponseLtoLtheLvOVIwYdlLInfodemicaaLCEUReWorkshopeProceedingsXL2021XL
eljiXLelYfk 0.2

162 vompressingLgeneLexpressionLdataLusingLmultipleLlatentLspaceLdimensionalitiesLlearnsL
complementaryLbiologicalLrepresentationsaLGenomeeBiologyXL2020XLedXLdcl 18.3 20

161 RecommendationsLtoLenhanceLrigorLandLreproducibilityLinLbiomedicalLresearchaLGigaScienceXL2020XL
lXL 7.6 20

160 uuildingLanLinternationalLconsortiumLforLtrackingLcoronavirusLhealthLstatusaLNatureeMedicineXL2020XL
eiXLddidYddih 50.5 16

159 wevelopmentLandLValidationLofLtheLzeneLxxpressionLPredictorLofLHighYgradeLSerousLOvarianL
varcinomaLβolecularLSubTYPxLTPrOTYPxUaLClinicaleCancereResearchXL2020XLeiXLhgddYhgef 12.9 21

158 vonstructingLknowledgeLgraphsLandLtheirLbiomedicalLapplicationsaLComputationaleandeStructurale
BiotechnologyeJournalXL2020XLdkXLdgdgYdgek 6.8 36

157 IntegrativeLtnalysisLIdentifiesLvandidateLTumorLβicroenvironmentLandLIntracellularLSignalingL
PathwaysLthatLwefineLTumorLHeterogeneityLinLNydaLGenesXL2020XLddXL 4.2 4

156 mutantLfitnessLinLmicrooxiaLisLsupportedLbyLanLtnrYregulatedLoxygenYbindingLhemerythrinaL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2020XLddjXLfdijYfdjf 11.5 12

155 IncorporatingLbiologicalLstructureLintoLmachineLlearningLmodelsLinLbiomedicineaLCurrenteOpinioneine
BiotechnologyXL2020XLifXLdeiYdfg 11.4 15

154 SpecificLhistoneLmodificationsLassociateLwithLalternativeLexonLselectionLduringLmammalianL
developmentaLNucleiceAcidseResearchXL2020XLgkXLgjclYgjeg 20.1 7

153 vorrectingLforLexperimentYspecificLvariabilityLinLexpressionLcompendiaLcanLremoveLunderlyingL
signalsaLGigaScienceXL2020XLlXL 7.6 4

152 xmbracingLstudyLheterogeneityLforLfindingLgeneticLinteractionsLinLlargeYscaleLresearchLconsortiaaL
GeneticeEpidemiologyXL2020XLggXLheYii 2.6 1

151 uiologicallyLInformedLNeuralLNetworksLPredictLwrugLResponsesaLCancereCellXL2020XLfkXLidfYidh 24.3 3

150 TransparencyLandLreproducibilityLinLartificialLintelligenceaLNatureXL2020XLhkiXLxdgYxdi 50.4 85

(2020-2021)
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149 ResponsibleXLpracticalLgenomicLdataLsharingLthatLacceleratesLresearchaLNatureeReviewseGeneticsXL
2020XLedXLidhYiel 30.1 20

148 uacteriaLvontributeLtoLPlantLSecondaryLvompoundLwegradationLinLaLzeneralistLHerbivoreLSystemaL
MBioXL2020XLddXL 7.8 9

147 PopulationYscaleLlongitudinalLmappingLofLvOVIwYdlLsymptomsXLbehaviourLandLtestingaLNaturee
HumaneBehaviourXL2020XLgXLljeYlke 12.8 51

146 TheLantimicrobialLpotentialLofLStreptomycesLfromLinsectLmicrobiomesaLNatureeCommunicationsXL
2019XLdcXLhdi 17.4 110

145 βultiP–IxRmLtLTransferL–earningLyrameworkLforLTranscriptomicsLRevealsLSystemicLyeaturesLofLRareL
wiseaseaLCelleSystemsXL2019XLkXLfkcYflgaeg 10.6 38

144 OpenLcollaborativeLwritingLwithLβanubotaLPLoSeComputationaleBiologyXL2019XLdhXLedccjdek 5 24

143 ShowLmeLtheLmodelsaLNatureeBiotechnologyXL2019XLfjXLiefYieh 44.5

142 TheLPediatricLvellLttlasmLwefiningLtheLzrowthLPhaseLofLHumanLwevelopmentLatLSingleYvellL
ResolutionaLDevelopmentaleCellXL2019XLglXLdcYel 10.2 39

141 PrivacyYPreservingLzenerativeLweepLNeuralLNetworksLSupportLvlinicalLwataLSharingaLCirculation:e
CardiovasculareQualityeandeOutcomesXL2019XLdeXLecchdee 5.8 79

140 wiscoveringLPathwayLandLvellLTypeLSignaturesLinLTranscriptomicLvompendiaLwithLβachineL–earningaL
AnnualeRevieweofeBiomedicaleDataeScienceXL2019XLeXLdYdj 5.6 7

139 zenomicLProfilingLofLvhildhoodLTumorLPatientYwerivedLXenograftLβodelsLtoLxnableLRationalL
vlinicalLTrialLwesignaLCelleReportsXL2019XLelXLdijhYdiklael 10.6 51

138
ParameterLtuningLisLaLkeyLpartLofLdimensionalityLreductionLviaLdeepLvariationalLautoencodersLforL
singleLcellLRNtLtranscriptomicsaLPacificeSymposiumeoneBiocomputingePacificeSymposiumeone
BiocomputingXL2019XLegXLfieYfjf

1.3 22

137 IntegratedLphosphoproteomicsLandLtranscriptionalLclassifiersLrevealLhiddenLRtSLsignalingLdynamicsL
inLmultipleLmyelomaaLBloodeAdvancesXL2019XLfXLfedgYfeej 7.8 9

136 TheLvtytLchallengeLreportsLimprovedLproteinLfunctionLpredictionLandLnewLfunctionalLannotationsL
forLhundredsLofLgenesLthroughLexperimentalLscreensaLGenomeeBiologyXL2019XLecXLegg 18.3 111

135 ImmuneLlandscapesLassociatedLwithLdifferentLglioblastomaLmolecularLsubtypesaLActae
NeuropathologicaeCommunicationsXL2019XLjXLecf 7.3 56

134 NewL–ongYTermLβemoryLzenesLRevealedLbyLtssessingLvomputationalLyunctionLPredictionL
βethodsaLG3:eGenesseGenomesseGeneticsXL2019XLlXLehdYeij 3.2 11

133 –earningLandLImputationLforLβassYspecLuiasLReductionLT–IβuRUaLBioinformaticsXL2019XLfhXLdhdkYdhei 7.2 9

132 OpportunitiesLandLobstaclesLforLdeepLlearningLinLbiologyLandLmedicineaLJournaleofetheeRoyaleSocietye
InterfaceXL2018XLdhXL 4.1 780
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131 OncogenicLSignalingLPathwaysLinLTheLvancerLzenomeLttlasaLCellXL2018XLdjfXLfedYffjaedc 56.2 1124

130 βachineL–earningLwetectsLPanYcancerLRasLPathwayLtctivationLinLTheLvancerLzenomeLttlasaLCelle
ReportsXL2018XLefXLdjeYdkcaef 10.6 66

129 zenomicLandLβolecularL–andscapeLofLwNtLwamageLRepairLweficiencyLacrossLTheLvancerLzenomeL
ttlasaLCelleReportsXL2018XLefXLeflYehgaei 10.6 405

128 InclusionLofLUnstructuredLvlinicalLTextLImprovesLxarlyLPredictionLofLweathLorLProlongedLIvULStayaL
CriticaleCareeMedicineXL2018XLgiXLddehYddfe 1.4 37

127 tLβultimodalLStrategyLUsedLbyLaL–argeLcYdiYzβPLNetworkaLJournaleofeBacteriologyXL2018XLeccXL 3.5 29

126 xxtractingLaLbiologicallyLrelevantLlatentLspaceLfromLcancerLtranscriptomesLwithLvariationalL
autoencodersL2018XL 20

125 PathvORxYTmLidentifyingLandLvisualizingLgloballyLcoYoccurringLpathwaysLinLlargeLtranscriptomicL
compendiaaLBioDataeMiningXL2018XLddXLdg 4.3 6

124 βetabolicLpathwaysLandLimmunometabolismLinLrareLkidneyLdiseasesaLAnnalseofetheeRheumatice
DiseasesXL2018XLjjXLdeeiYdeff 2.4 41

123 xnterLtheLβatrixmLyactorizationLUncoversL”nowledgeLfromLOmicsaLTrendseineGeneticsXL2018XLfgXLjlcYkch 8.5 84

122 xxtractingLaLbiologicallyLrelevantLlatentLspaceLfromLcancerLtranscriptomesLwithLvariationalL
autoencodersaLPacificeSymposiumeoneBiocomputingePacificeSymposiumeoneBiocomputingXL2018XLefXLkcYld 1.3 57

121
yunctionalLnetworkLcommunityLdetectionLcanLdisaggregateLandLfilterLmultipleLunderlyingLpathwaysL
inLenrichmentLanalysesaLPacificeSymposiumeoneBiocomputingePacificeSymposiumeoneBiocomputingXL
2018XLefXLdhjYdij

1.3

120 IntegratingLPhosphoproteomicsLandLTranscriptionalLvlassifiersLRevealsLNHiddenLSignalingNLinL
βultipleLβyelomaLIncludingLwifferentialL”RtSLandLNRtSLβutantLxffectsaLBloodXL2018XLdfeXLgilYgil 2.2

119 ParameterLtuningLisLaLkeyLpartLofLdimensionalityLreductionLviaLdeepLvariationalLautoencodersLforL
singleLcellLRNtLtranscriptomicsL2018XL 7

118 tLparasiteSsLperspectiveLonLdataLsharingaLGigaScienceXL2018XLjXL 7.6 4

117 uayesianLdeepLlearningLforLsingleYcellLanalysisaLNatureeMethodsXL2018XLdhXLdcclYdcdc 21.6 14

116 SciYHubLprovidesLaccessLtoLnearlyLallLscholarlyLliteratureaLELifeXL2018XLjXL 8.9 59

115 wataYSharingLβodelsaLNeweEnglandeJournaleofeMedicineXL2017XLfjiXLefchYefci 59.2 10

114 TissueYspecificLnetworkYbasedLgenomeLwideLstudyLofLamygdalaLimagingLphenotypesLtoLidentifyL
functionalLinteractionLmodulesaLBioinformaticsXL2017XLffXLfehcYfehj 7.2 18

(2017-2018)

5



113 tLnovelLmultiYnetworkLapproachLrevealsLtissueYspecificLcellularLmodulatorsLofLfibrosisLinLsystemicL
sclerosisaLGenomeeMedicineXL2017XLlXLej 14.4 60

112 velebratingLparasitesaLNatureeGeneticsXL2017XLglXLgkfYgkg 36.3 19

111 ReproducibilityLofLcomputationalLworkflowsLisLautomatedLusingLcontinuousLanalysisaLNaturee
BiotechnologyXL2017XLfhXLfgeYfgi 44.5 73

110 twtzxLsignatureLanalysismLdifferentialLexpressionLanalysisLwithLdataYdefinedLgeneLsetsaLBMCe
BioinformaticsXL2017XLdkXLhde 3.6 7

109 βachineL–earningLtnalysisLIdentifiesLasLanLImportantL–earningLandLβemoryLzeneLRequiredLforL
βemoryLRetentionLandLSocialL–earningaLG3:eGenesseGenomesseGeneticsXL2017XLjXLfjchYfjdk 3.2 6

108 UnsupervisedLxxtractionLofLStableLxxpressionLSignaturesLfromLPublicLvompendiaLwithLanLxnsembleL
ofLNeuralLNetworksaLCelleSystemsXL2017XLhXLifYjdaei 10.6 50

107 ImplicatingLcandidateLgenesLatLzWtSLsignalsLbyLleveragingLtopologicallyLassociatingLdomainsaL
EuropeaneJournaleofeHumaneGeneticsXL2017XLehXLdekiYdekl 5.3 15

106 vhallengesLandLOpportunitiesLinLStudyingLtheLxpidemiologyLofLOvarianLvancerLSubtypesaLCurrente
EpidemiologyeReportsXL2017XLgXLeddYeec 2.9 33

105 tLPilotLvharacterizationLofLtheLHumanLvhronobiomeaLScientificeReportsXL2017XLjXLdjdgd 4.9 48

104 tLmachineLlearningLclassifierLtrainedLonLcancerLtranscriptomesLdetectsLNydLinactivationLsignalLinL
glioblastomaaLBMCeGenomicsXL2017XLdkXLdej 4.5 23

103 NOYuOUNwtRYLTHIN”INzLINLuIOINyORβtTIvSaLPacificeSymposiumeoneBiocomputingePacifice
SymposiumeoneBiocomputingXL2017XLeeXLigiYigk 1.3 1

102 TellLmeLyourLneighborsXLandLILwillLtellLyouLwhatLyouLareaLScienceeTranslationaleMedicineXL2017XLlXL 17.5 1

101 tdaptingLbioinformaticsLcurriculaLforLbigLdataaLBriefingseineBioinformaticsXL2016XLdjXLgfYhc 13.4 37

100 SemiYsupervisedLlearningLofLtheLelectronicLhealthLrecordLforLphenotypeLstratificationaLJournaleofe
BiomedicaleInformaticsXL2016XLigXLdikYdjk 10.2 92

99 PathwayLandLnetworkYbasedLstrategiesLtoLtranslateLgeneticLdiscoveriesLintoLeffectiveLtherapiesaL
HumaneMoleculareGeneticsXL2016XLehXLRlgYRlk 5.6 22

98 NetworkYbasedLanalysisLofLgeneticLvariantsLassociatedLwithLhippocampalLvolumeLinLtlzheimerSsL
diseasemLaLstudyLofLtwNILcohortsaLBioDataeMiningXL2016XLlXLf 4.3 21

97 twtzxYuasedLIntegrationLofLPubliclyLtvailableLzeneLxxpressionLwataLwithLwenoisingLtutoencodersL
IlluminatesLβicrobeYHostLInteractionsaLMSystemsXL2016XLdXL 7.6 70

96 RecentLtdvancesLandLxmergingLtpplicationsLinLTextLandLwataLβiningLforLuiomedicalLwiscoveryaL
BriefingseineBioinformaticsXL2016XLdjXLffYge 13.4 89
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95 xvolutionLofLHighLvellulolyticLtctivityLinLSymbioticLStreptomycesLthroughLSelectionLofLxxpandedL
zeneLvontentLandLvoordinatedLzeneLxxpressionaLPLoSeBiologyXL2016XLdgXLedccegjh 9.7 46

94 velluloseYxnrichedLβicrobialLvommunitiesLfromL–eafYvutterLtntLTtttaLcolombicaULRefuseLwumpsL
VaryLinLTaxonomicLvompositionLandLwegradationLtbilityaLPLoSeONEXL2016XLddXLecdhdkgc 3.7 17

93
zenomicLcharacterizationLofLpatientYderivedLxenograftLmodelsLestablishedLfromLfineLneedleL
aspirateLbiopsiesLofLaLprimaryLpancreaticLductalLadenocarcinomaLandLfromLpatientYmatchedL
metastaticLsitesaLOncotargetXL2016XLjXLdjckjYdce

3.3 30

92 vrossYplatformLnormalizationLofLmicroarrayLandLRNtYseqLdataLforLmachineLlearningLapplicationsaL
PeerJXL2016XLgXLedied 3.1 45

91 vheapYseqaLScienceeTranslationaleMedicineXL2016XLkXLfjcececf 17.5

90 vomprehensiveLvrossYPopulationLtnalysisLofLHighYzradeLSerousLOvarianLvancerLSupportsLNoLβoreL
ThanLThreeLSubtypesaLG3:eGenesseGenomesseGeneticsXL2016XLiXLgcljYgdcf 3.2 18

89 vOβPUTtTIONt–LtPPROtvHxSLTOLSTUwYLβIvROuxSLtNwLβIvROuIOβxSL2016XL 3

88 zeneticLtssociationYzuidedLtnalysisLofLzeneLNetworksLforLtheLStudyLofLvomplexLTraitsaLCirculation:e
CardiovasculareGeneticsXL2016XLlXLdjlYkg 7

87 tnLexpandedLevaluationLofLproteinLfunctionLpredictionLmethodsLshowsLanLimprovementLinL
accuracyaLGenomeeBiologyXL2016XLdjXLdkg 18.3 218

86 IntegrativeLNetworksLIlluminateLuiologicalLyactorsLUnderlyingLzeneâ��wiseaseLtssociationsaLCurrente
GeneticeMedicineeReportsXL2016XLgXLdhhYdie 2.2 6

85 TargetedLexplorationLandLanalysisLofLlargeLcrossYplatformLhumanLtranscriptomicLcompendiaaLNaturee
MethodsXL2015XLdeXLeddYgXLfLpLfollowingLedg 21.6 92

84 SystemsLlevelLanalysisLofLsystemicLsclerosisLshowsLaLnetworkLofLimmuneLandLprofibroticLpathwaysL
connectedLwithLgeneticLpolymorphismsaLPLoSeComputationaleBiologyXL2015XLddXLedccgcch 5 78

83 UnderstandingLmulticellularLfunctionLandLdiseaseLwithLhumanLtissueYspecificLnetworksaLNaturee
GeneticsXL2015XLgjXLhilYji 36.3 473

82 InternationalLgenomeYwideLmetaYanalysisLidentifiesLnewLprimaryLbiliaryLcirrhosisLriskLlociLandL
targetableLpathogenicLpathwaysaLNatureeCommunicationsXL2015XLiXLkcdl 17.4 185

81
IdentificationLofLsharedLandLuniqueLsusceptibilityLpathwaysLamongLcancersLofLtheLlungXLbreastXLandL
prostateLfromLgenomeYwideLassociationLstudiesLandLtissueYspecificLproteinLinteractionsaLHumane
MoleculareGeneticsXL2015XLegXLjgciYec

5.6 11

80 IdentificationLofLNovelLzeneticLβodelsLofLzlaucomaLUsingLtheLâ��xβxRzxNTâ��LzeneticL
ProgrammingYuasedLtrtificialLIntelligenceLSystemaLGeneticeandeEvolutionaryeComputationXL2015XLdjYfh 0.8 4

79 –everagingLglobalLgeneLexpressionLpatternsLtoLpredictLexpressionLofLunmeasuredLgenesaLBMCe
GenomicsXL2015XLdiXLdcih 4.5 2

78 TestingLmultipleLhypothesesLthroughLIβPLweightedLywRLbasedLonLaLgeneticLfunctionalLnetworkL
withLapplicationLtoLaLnewLzebrafishLtranscriptomeLstudyaLBioDataeMiningXL2015XLkXLdj 4.3 2

(2015-2016)
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77
UnsupervisedLfeatureLconstructionLandLknowledgeLextractionLfromLgenomeYwideLassaysLofLbreastL
cancerLwithLdenoisingLautoencodersaLPacificeSymposiumeoneBiocomputingePacificeSymposiumeone
BiocomputingXL2015XLdfeYgf

1.3 43

76 vellulolyticLStreptomycesLstrainsLassociatedLwithLherbivorousLinsectsLshareLaLphylogeneticallyL
linkedLcapacityLtoLdegradeLlignocelluloseaLAppliedeandeEnvironmentaleMicrobiologyXL2014XLkcXLgileYjcd 4.8 49

75 vomputationalLgeneticsLanalysisLofLgreyLmatterLdensityLinLtlzheimerSsLdiseaseaLBioDataeMiningXL
2014XLjXLdj 4.3 5

74 uigLdataLbioinformaticsaLJournaleofeCellularePhysiologyXL2014XLeelXLdkliYlcc 7 109

73 UNSUPxRVISxwLyxtTURxLvONSTRUvTIONLtNwL”NOW–xwzxLxXTRtvTIONLyROβLzxNOβxYWIwxL
tSStYSLOyLuRxtSTLvtNvxRLWITHLwxNOISINzLtUTOxNvOwxRSL2014XL 27

72 xvolutionLofLsubstrateLspecificityLinLbacterialLttdcLlyticLpolysaccharideLmonooxygenasesaL
BiotechnologyeforeBiofuelsXL2014XLjXLdcl 7.8 59

71 PredictingLtargetedLdrugLcombinationsLbasedLonLParetoLoptimalLpatternsLofLcoexpressionLnetworkL
connectivityaLGenomeeMedicineXL2014XLiXLff 14.4 9

70 uiochemicalLpropertiesLandLatomicLresolutionLstructureLofLaLproteolyticallyLprocessedL˛†YmannanaseL
fromLcellulolyticLStreptomycesLspaLSirexttYxaLPLoSeONEXL2014XLlXLelgdii 3.7 12

69 terobicLdeconstructionLofLcellulosicLbiomassLbyLanLinsectYassociatedLStreptomycesaLScientifice
ReportsXL2013XLfXLdcfc 4.9 93

68 wefiningLcellYtypeLspecificityLatLtheLtranscriptionalLlevelLinLhumanLdiseaseaLGenomeeResearchXL2013XL
efXLdkieYjf 9.7 139

67 yunctionalLknowledgeLtransferLforLhighYaccuracyLpredictionLofLunderYstudiedLbiologicalLprocessesaL
PLoSeComputationaleBiologyXL2013XLlXLedccelhj 5 44

66 –TYIIbTTdfIUXLaLnonYtoxicLtypeLIILheatYlabileLenterotoxinXLaugmentsLtheLcapacityLofLaLricinLtoxinL
subunitLvaccineLtoLevokeLneutralizingLantibodiesLandLprotectiveLimmunityaLPLoSeONEXL2013XLkXLeilijk 3.7 14

65 TimeYPointLSpecificLWeightingLImprovesLvoexpressionLNetworksLfromLTimeYvourseLxxperimentsaL
LectureeNoteseineComputereScienceXL2013XLddYee 0.9 1

64 PharmacologicalLValidationLOfLPotentiatingLTargetsLyromLStHtLRNtYInterferenceLβodifierLScreensL
InLtcuteLβyeloidL–eukemiaaLBloodXL2013XLdeeXLfkfeYfkfe 2.2

63 tccurateLevaluationLandLanalysisLofLfunctionalLgenomicsLdataLandLmethodsaLAnnalseofetheeNeweYorke
AcademyeofeSciencesXL2012XLdeicXLlhYdcc 6.5 19

62 TxXTLtNwLwtTtLβININzLyORLuIOβxwIvt–LwISvOVxRYL2012XL 1

61 vhapterLemLwataYdrivenLviewLofLdiseaseLbiologyaLPLoSeComputationaleBiologyXL2012XLkXLedccekdi 5 11

60 IβPmLaLmultiYspeciesLfunctionalLgenomicsLportalLforLintegrationXLvisualizationLandLpredictionLofL
proteinLfunctionsLandLnetworksaLNucleiceAcidseResearchXL2012XLgcXLWgkgYlc 20.1 76

Casey S. Greene

8



59 xvolvingLhardLproblemsmLzeneratingLhumanLgeneticsLdatasetsLwithLaLcomplexLetiologyaLBioDatae
MiningXL2011XLgXLed 4.3 12

58 PI–zRβmLanLinteractiveLdataYdrivenLdiscoveryLplatformLforLexpertLbiologistsaLNucleiceAcidseResearchXL
2011XLflXLWfikYjg 20.1 22

57 tnLtnalysisLofLNewLxxpertL”nowledgeLScalingLβethodsLforLuiologicallyLInspiredLvomputingaLLecturee
NoteseineComputereScienceXL2011XLekiYelf 0.9 1

56 tnLOpenYxndedLvomputationalLxvolutionLStrategyLforLxvolvingLParsimoniousLSolutionsLtoLHumanL
zeneticsLProblemsaLLectureeNoteseineComputereScienceXL2011XLfdfYfec 0.9 1

55 βultifactorLdimensionalityLreductionLforLgraphicsLprocessingLunitsLenablesLgenomeYwideLtestingLofL
epistasisLinLsporadicLt–SaLBioinformaticsXL2010XLeiXLilgYh 7.2 60

54 yastLgenomeYwideLepistasisLanalysisLusingLantLcolonyLoptimizationLforLmultifactorLdimensionalityL
reductionLanalysisLonLgraphicsLprocessingLunitsL2010XL 6

53 IntegrativeLsystemsLbiologyLforLdataYdrivenLknowledgeLdiscoveryaLSeminarseineNephrologyXL2010XLfcXLggfYhg4.8 11

52 xnablingLpersonalLgenomicsLwithLanLexplicitLtestLofLepistasisaLPacificeSymposiumeoneBiocomputinge
PacificeSymposiumeoneBiocomputingXL2010XLfejYfi 1.3 31

51 TheLInformativeLxxtremesmLUsingLuothLNearestLandLyarthestLIndividualsLvanLImproveLReliefL
tlgorithmsLinLtheLwomainLofLHumanLzeneticsaLLectureeNoteseineComputereScienceXL2010XLdkeYdlf 0.9 16

50 trtificialLImmuneLSystemsLforLxpistasisLtnalysisLinLHumanLzeneticsaLLectureeNoteseineComputere
ScienceXL2010XLdlgYecg 0.9 3

49 tLβodelLyreeLβethodLtoLzenerateLHumanLzeneticsLwatasetsLwithLvomplexLzeneYwiseaseL
RelationshipsaLLectureeNoteseineComputereScienceXL2010XLjgYkh 0.9 2

48 SensibleLInitializationLofLaLvomputationalLxvolutionLSystemLUsingLxxpertL”nowledgeLforLxpistasisL
tnalysisLinLHumanLzeneticsaLAdaptationseLearningseandeOptimizationXL2010XLedhYeei 0.7 8

47 xnvironmentalLSensingLofLxxpertL”nowledgeLinLaLvomputationalLxvolutionLSystemLforLvomplexL
ProblemLSolvingLinLHumanLzeneticsaLGeneticeandeEvolutionaryeComputationXL2010XLdlYfi 0.8 8

46 yailureLtoLreplicateLaLgeneticLassociationLmayLprovideLimportantLcluesLaboutLgeneticLarchitectureaL
PLoSeONEXL2009XLgXLehifl 3.7 198

45 wevelopmentLandLevaluationLofLanLopenYendedLcomputationalLevolutionLsystemLforLtheLcreationLofL
digitalLorganismsLwithLcomplexLgeneticLarchitectureL2009XL 1

44 SensibleLInitializationLUsingLxxpertL”nowledgeLforLzenomeYWideLtnalysisLofLxpistasisLUsingL
zeneticLProgrammingL2009XLecclXLdeklYdeli 12

43 xnvironmentalLnoiseLimprovesLepistasisLmodelsLofLgeneticLdataLdiscoveredLusingLaLcomputationalL
evolutionLsystemL2009XL 6

42 tcceleratingLepistasisLanalysisLinLhumanLgeneticsLwithLconsumerLgraphicsLhardwareaLBMCeResearche
NotesXL2009XLeXLdgl 2.3 29

(2009-2011)
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41 SpatiallyLuniformLrelieffLTSURyULforLcomputationallyYefficientLfilteringLofLgeneYgeneLinteractionsaL
BioDataeMiningXL2009XLeXLh 4.3 105

40 OptimalLUseLofLxxpertL”nowledgeLinLtntLvolonyLOptimizationLforLtheLtnalysisLofLxpistasisLinL
HumanLwiseaseaLLectureeNoteseineComputereScienceXL2009XLleYdcf 0.9 21

39 UsingLexpertLknowledgeLinLinitializationLforLgenomeYwideLanalysisLofLepistasisLusingLgeneticL
programmingL2008XL 3

38 SolvingLcomplexLproblemsLinLhumanLgeneticsLusingLzPaLACMeSIGEVOlutionXL2008XLfXLeYk 0.1 3

37 tbilityLofLepistaticLinteractionsLofLcytokineLsingleYnucleotideLpolymorphismsLtoLpredictL
susceptibilityLtoLdiseaseLsubsetsLinLsystemicLsclerosisLpatientsaLArthritiseandeRheumatismXL2008XLhlXLljgYkf 30

36 tntLvolonyLOptimizationLforLzenomeYWideLzeneticLtnalysisaLLectureeNoteseineComputereScienceXL
2008XLfjYgj 0.9 27

35 tnLxxpertL”nowledgeYzuidedLβutationLOperatorLforLzenomeYWideLzeneticLtnalysisLUsingLzeneticL
ProgrammingaLLectureeNoteseineComputereScienceXL2007XLfcYgc 0.9 12

34 –TRLretrotransposonYgeneLassociationsLinLwrosophilaLmelanogasteraLJournaleofeMoleculareEvolutionXL
2006XLieXLdddYec 3.1 20

33 SolvingLvomplexLProblemsLinLHumanLzeneticsLUsingLNatureYInspiredLtlgorithmsLRequiresL
StrategiesLwhichLxxploitLwomainYSpecificL”nowledgedkijYdkkd

32 SciYHubLprovidesLaccessLtoLnearlyLallLscholarlyLliterature 10

31 SciYHubLprovidesLaccessLtoLnearlyLallLscholarlyLliterature 5

30 NewLwrosophilaLlongYtermLmemoryLgenesLrevealedLbyLassessingLcomputationalLfunctionLpredictionLmethods 3

29 vomprehensiveLvrossYPopulationLtnalysisLofLHighYzradeLSerousLOvarianLvancerLSupportsLNoLβoreL
ThanLThreeLSubtypes 2

28 twtzxLanalysisLofLpubliclyLavailableLgeneLexpressionLdataLcollectionsLilluminatesLPseudomonasL
aeruginosaYhostLinteractions 5

27 TribemLTheLcollaborativeLplatformLforLreproducibleLwebYbasedLanalysisLofLgeneLsets 1

26 ReproducibleLvomputationalLWorkflowsLwithLvontinuousLtnalysis 2

25 vrossYPlatformLNormalizationLxnablesLβachineL–earningLβodelLTrainingLOnLβicroarrayLtndL
RNtYSeqLwataLSimultaneously 5

24 OpportunitiesLandLobstaclesLforLdeepLlearningLinLbiologyLandLmedicine 45

Casey S. Greene
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23 PrivacyYpreservingLgenerativeLdeepLneuralLnetworksLsupportLclinicalLdataLsharing 23

22 xxtractingLaLuiologicallyLRelevantL–atentLSpaceLfromLvancerLTranscriptomesLwithLVariationalLtutoencoders 23

21 xnterLtheLmatrixmLfactorizationLuncoversLknowledgeLfromLomicsLNamesbtffiliations 2

20 SingleYcellLtranscriptomicLprofileLrevealsLmacrophageLheterogeneityLinLmedulloblastomaLandLtheirL
treatmentYdependentLrecruitment 1

19 zenomeYwideLassociationLstudyLimplicatesLnovelLlociLandLrevealsLcandidateLeffectorLgenesLforL
longitudinalLpediatricLboneLaccrualLthroughLvariantYtoYgeneLmapping 5

18 tnalysisLofLISvuLhonoreesLandLkeynotesLrevealsLdisparities 7

17 zeneticLdemultiplexingLofLpooledLsingleYcellLRNtYsequencingLsamplesLinLcancerLfacilitatesLeffectiveL
experimentalLdesign 2

16 SpecificLhistoneLmodificationsLassociateLwithLalternativeLexonLselectionLduringLmammalianLdevelopment 2

15 ParameterLtuningLisLaLkeyLpartLofLdimensionalityLreductionLviaLdeepLvariationalLautoencodersLforL
singleLcellLRNtLtranscriptomics 13

14 βultiP–IxRmLaLtransferLlearningLframeworkLforLtranscriptomicsLrevealsLsystemicLfeaturesLofLrareLdisease 4

13 InflammatoryLandL“t”YSTtTLPathwaysLasLSharedLβolecularLTargetsLforLtNvtYtssociatedLVasculitisL
andLNephroticLSyndrome 2

12 IntegratedLPhosphoproteomicsLandLTranscriptionalLvlassifiersLRevealLHiddenLRtSLSignalingL
wynamicsLinLβultipleLβyeloma 1

11 SequentialLcompressionLofLgeneLexpressionLacrossLdimensionalitiesLandLmethodsLrevealsLnoLsingleL
bestLmethodLorLdimensionality 3

10 TheLvtytLchallengeLreportsLimprovedLproteinLfunctionLpredictionLandLnewLfunctionalLannotationsL
forLhundredsLofLgenesLthroughLexperimentalLscreens 7

9 xxpandingLaLwatabaseYderivedLuiomedicalL”nowledgeLzraphLviaLβultiYrelationLxxtractionLfromL
uiomedicalLtbstracts 1

8 SemiYSupervisedL–earningLofLtheLxlectronicLHealthLRecordLforLPhenotypeLStratification 1

7 UnsupervisedLextractionLofLstableLexpressionLsignaturesLfromLpublicLcompendiaLwithLetwtzx 1

6 βachineLlearningLanalysisLidentifiesLwrosophilaLzrungebttrophinLasLanLimportantLlearningLandL
memoryLgeneLrequiredLforLmemoryLretentionLandLsocialLlearning 2

(-)
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5 miQvmLtnLadaptiveLprobabilisticLframeworkLforLqualityLcontrolLofLsingleYcellLRNtYsequencingLdata 3

4 vharacterizingL–ongLvOVIwmLweepLPhenotypeLofLaLvomplexLvondition 1

3 tnalysisLofLscientificLjournalismLinLNatureLrevealsLgenderLandLregionalLdisparitiesLinLcoverage 1

2 –inguisticLtnalysisLofLtheLbioRxivLPreprintL–andscape 3

1 SolvingLvomplexLProblemsLinLHumanLzeneticsLusingLNatureYInspiredLtlgorithmsLRequiresL
StrategiesLwhichLxxploitLwomainYSpecificL”nowledgediiYdkc
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