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117 xiscoveryYMresearchYMandMdevelopmentMofMnewMantibioticsnMtheMWβOMpriorityMlistMofM
antibioticaresistantMbacteriaMandMtuberculosisbMLancetgInfectiousgDiseasesugTheYM2018YMelYMgelagfk 25.5 1815

116 IdentificationMofMaMnovelMplasmidamediatedMcolistinaresistanceMgeneYMmcrafYMinMyscherichiaMcoliYM
velgiumYMJuneMfdejbMEurosurveillanceYM2016YMfeYM 19.8 508

115 ReszinderMhbdMforMpredictionsMofMphenotypesMfromMgenotypesbMJournalgofgAntimicrobialg
ChemotherapyYM2020YMkiYMghmeagidd 5.1 441

114
yffectMofMazithromycinMandMclarithromycinMtherapyMonMpharyngealMcarriageMofMmacrolidearesistantM
streptococciMinMhealthyMvolunteersnMaMrandomisedYMdoubleablindYMplaceboacontrolledMstudybMLancetug
TheYM2007YMgjmYMhlfamd

40 379

113 MethicillinaresistantMStaphylococcusMaureusbMNaturegReviewsgDiseasegPrimersYM2018YMhYMeldgg 51.1 374

112 MultiplexMPwRMforMdetectionMofMplasmidamediatedMcolistinMresistanceMdeterminantsYMandMforM
surveillanceMpurposesbMEurosurveillanceYM2018YMfgYM 19.8 264

111
InterventionsMtoMreduceMcolonisationMandMtransmissionMofMantimicrobialaresistantMbacteriaMinM
intensiveMcareMunitsnManMinterruptedMtimeMseriesMstudyMandMclusterMrandomisedMtrialbMLancetgInfectiousg
DiseasesugTheYM2014YMehYMgeagm

25.5 245

110 yuropeanMSurveillanceMofMuntimicrobialMwonsumptionMUySuwVnMoutpatientMantibioticMuseMinMyuropebM
JournalgofgAntimicrobialgChemotherapyYM2006YMilYMhdeak 5.1 199

109 SurveillanceMforMcontrolMofMantimicrobialMresistancebMLancetgInfectiousgDiseasesugTheYM2018YMelYMemmaeedj 25.5 144

108 MultiplexMPwRMforMsimultaneousMdetectionMofMmacrolideMandMtetracyclineMresistanceMdeterminantsMinM
streptococcibMAntimicrobialgAgentsgandgChemotherapyYM2005YMhmYMhkmlaldd 5.9 122

107 wolistinMresistanceMgeneMmcraeMharbouredMonMaMmultidrugMresistantMplasmidbMLancetgInfectiousg
DiseasesugTheYM2016YMejYMflgah 25.5 111

106 andMInteractionsMbetweenMandMsppbMFrontiersgingCellulargandgInfectiongMicrobiologyYM2017YMkYMedj 5.9 98

105 wurrentMtrendsMinMrapidMdiagnosticsMforMmethicillinaresistantMStaphylococcusMaureusMandM
glycopeptidearesistantMenterococcusMspeciesbMJournalgofgClinicalgMicrobiologyYM2008YMhjYMeikkalk 9.7 95

104 wolistinaresistantMyscherichiaMcoliMharbouringMmcraeMisolatedMfromMfoodManimalsMinMβanoiYMVietnambM
LancetgInfectiousgDiseasesugTheYM2016YMejYMfljak 25.5 89

103 MLSTMrevealsMpotentiallyMhighariskMinternationalMclonesMofMynterobacterMcloacaebMJournalgofg
AntimicrobialgChemotherapyYM2015YMkdYMhlaij 5.1 86

102
wurrentMtrendsMinMcultureabasedMandMmolecularMdetectionMofM
extendedaspectruma˛†alactamaseaharboringMandMcarbapenemaresistantMynterobacteriaceaebMJournalg
ofgClinicalgMicrobiologyYM2012YMidYMeehdaj

9.7 84

101 yuropeanMSurveillanceMofMuntimicrobialMwonsumptionMUySuwVnMoutpatientMquinoloneMuseMinMyuropebM
JournalgofgAntimicrobialgChemotherapyYM2006YMilYMhfgak 5.1 82
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100
xecontaminationMStrategiesMandMvloodstreamMInfectionsMWithMuntibioticaResistantMMicroorganismsM
inMVentilatedMPatientsnMuMRandomizedMwlinicalMTrialbMJAMAgvgJournalgofgthegAmericangMedicalg
AssociationYM2018YMgfdYMfdlkafdml

27.4 78

99 wonsolidatingMandMyxploringMuntibioticMResistanceM eneMxataMResourcesbMJournalgofgClinicalg
MicrobiologyYM2016YMihYMlieam 9.7 65

98 ProposalMforMassignmentMofMalleleMnumbersMforMmobileMcolistinMresistanceMUmcrVMgenesbMJournalgofg
AntimicrobialgChemotherapyYM2018YMkgYMfjfiafjgd 5.1 64

97 wompleteMsequenceMofManMInczIIMplasmidMharbouringMtheMcolistinMresistanceMgeneMmcraeMisolatedMfromM
velgianMpigMfarmsbMJournalgofgAntimicrobialgChemotherapyYM2016YMkeYMfghfah 5.1 53

96 yvaluationMofMchromogenicMmediaMforMdetectionMofMmethicillinaresistantMStaphylococcusMaureusbM
JournalgofgClinicalgMicrobiologyYM2010YMhlYMedhdaj 9.7 49

95 TheMeffectsMofMantibioticMcyclingMandMmixingMonMantibioticMresistanceMinMintensiveMcareMunitsnMaM
clusterarandomisedMcrossoverMtrialbMLancetgInfectiousgDiseasesugTheYM2018YMelYMhdeahdm 25.5 48

94 yuropeanMSurveillanceMofMuntimicrobialMwonsumptionMUySuwVnMoutpatientMmacrolideYMlincosamideM
andMstreptograminMUMLSVMuseMinMyuropebMJournalgofgAntimicrobialgChemotherapyYM2006YMilYMhelaff 5.1 47

93 yvaluationMofMcolistinMstabilityMinMagarMandMcomparisonMofMfourMmethodsMforMMIwMtestingMofMcolistinbM
EuropeangJournalgofgClinicalgMicrobiologygandgInfectiousgDiseasesYM2018YMgkYMghiagig 5.3 45

92 womparisonMofMstrategiesMtoMreduceMmeticillinaresistantMStaphylococcusMaureusMratesMinMsurgicalM
patientsnMaMcontrolledMmulticentreMinterventionMtrialbMBMJgOpenYM2013YMgYMeddgefj 3 40

91
yffectMofMoutpatientMantibioticsMforMurinaryMtractMinfectionsMonMantimicrobialMresistanceMamongM
commensalMynterobacteriaceaenMaMmultinationalMprospectiveMcohortMstudybMClinicalgMicrobiologygandg
InfectionYM2018YMfhYMmkfamkm

9.5 36

90 womparisonMofMbiofilmMformationMbetweenMmajorMclonalMlineagesMofMmethicillinMresistantM
StaphylococcusMaureusbMPLoSgONEYM2014YMmYMeedhije 3.7 35

89
wharacterizationMofMcarbapenemaseaproducingMynterobacteriaceaeMfromMcolonizedMpatientsMinMaM
universityMhospitalMinMMadridYMSpainYMduringMtheMRa NOSISMprojectMdepictsMincreasedMclonalMdiversityM
overMtimeMwithMmaintenanceMofMhighariskMclonesbMJournalgofgAntimicrobialgChemotherapyYM2018YMkgYMgdgmagdhg

5.1 31

88 wlonalMspreadMofMfluoroquinoloneMnonasusceptibleMStreptococcusMpyogenesbMJournalgofgAntimicrobialg
ChemotherapyYM2005YMiiYMgfdai 5.1 31

87 TheMendotrachealMtubeMmicrobiomeMassociatedMwithMPseudomonasMaeruginosaMorMStaphylococcusM
epidermidisbMScientificgReportsYM2016YMjYMgjidk 4.9 30

86 uctiveMliquidMdegassingMinMmicrofluidicMsystemsbMLabgongAgChipYM2013YMegYMhgjjakg 7.2 30

85 MacrolideaMandMtelithromycinaresistantMStreptococcusMpyogenesYMvelgiumYMemmmafddgbMEmergingg
InfectiousgDiseasesYM2005YMeeYMmgmahf 10.2 29

84
IntegratedMxNuMandMRNuMextractionMandMpurificationMonManMautomatedMmicrofluidicMcassetteMfromM
bacterialMandMviralMpathogensMcausingMcommunityaacquiredMlowerMrespiratoryMtractMinfectionsbMLabgong
AgChipYM2014YMehYMeiemafj

7.2 28

83 untimicrobialMdrugMuseMandMmacrolidearesistantMStreptococcusMpyogenesYMvelgiumbMEmergingg
InfectiousgDiseasesYM2012YMelYMeieial 10.2 28

(2012-2018)
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82 wolistinaResistantMucinetobacterMbaumanniiMwlinicalMStrainsMwithMxeficientMviofilmMzormationbM
AntimicrobialgAgentsgandgChemotherapyYM2015YMjdYMelmfai 5.9 24

81 yvaluationMofMmolecularMassaysMforMrapidMdetectionMofMmethicillinaresistantMStaphylococcusMaureusbM
JournalgofgClinicalgMicrobiologyYM2010YMhlYMhimlajde 9.7 24

80 vacitracinaresistantMcloneMofMStreptococcusMpyogenesMisolatedMfromMpharyngitisMpatientsMinMvelgiumbM
JournalgofgClinicalgMicrobiologyYM2003YMheYMiflfah 9.7 24

79
ymergenceMofMhighalevelMfluoroquinoloneMresistanceMinMemmjMStreptococcusMpyogenesMandMinMvitroM
resistanceMselectionMwithMciprofloxacinYMlevofloxacinMandMmoxifloxacinbMJournalgofgAntimicrobialg
ChemotherapyYM2009YMjgYMlljamh

5.1 22

78
yzzywTMOzM TSafeYMuNMuLPβukMNIwOTINIwMuwyTYLwβOLINyMRywyPTORMu ONISTYMONM
wLPaINxUwyxMINzLuMMuTORYYM uSTROINTySTINuLMMOTILITYYMuNxMwOLONIwMPyRMyuvILITYM
wβuN ySMINMMIwybMShockYM2016YMhiYMhidam

3.4 22

77
uMmultinationalMstudyMofMcolonizationMwithMextendedMspectrumM˛†alactamaseaproducingM
ynterobacteriaceaeMinMhealthcareMpersonnelMandMfamilyMmembersMofMcarrierMpatientsMhospitalizedMinM
rehabilitationMcentresbMClinicalgMicrobiologygandgInfectionYM2014YMfdYMOiejafg

9.5 21

76 OropharyngealMcarriageMofMmacrolidearesistantMviridansMgroupMstreptococcinMaMprevalenceMstudyM
amongMhealthyMadultsMinMvelgiumbMJournalgofgAntimicrobialgChemotherapyYM2004YMigYMfkeaj 5.1 21

75
ImpactMofMamoxicillinMtherapyMonMresistanceMselectionMinMpatientsMwithMcommunityaacquiredMlowerM
respiratoryMtractMinfectionsnMaMrandomizedYMplaceboacontrolledMstudybMJournalgofgAntimicrobialg
ChemotherapyYM2016YMkeYMgfilagfjk

5.1 21

74 NasopharyngealMsbMpneumoniaeMcarriageMandMdensityMinMvelgianMinfantsMafterMmMyearsMofM
pneumococcalMconjugateMvaccineMprogrammebMVaccineYM2018YMgjYMeiaff 4.1 21

73 zattyMacidMkinaseMuMisManMimportantMdeterminantMofMbiofilmMformationMinMStaphylococcusMaureusM
USugddbMBMCgGenomicsYM2015YMejYMlje 4.5 20

72 unMinMvitroMdeletionMinMribyMencodingMlumazineMsynthaseMcontributesMtoMnitrofurantoinMresistanceMinM
yscherichiaMcolibMAntimicrobialgAgentsgandgChemotherapyYM2014YMilYMkffiagg 5.9 20

71 zollowaupMofMserotypeMdistributionMandMantimicrobialMsusceptibilityMofMStreptococcusMpneumoniaeMinM
childMcarriageMafterMaMPwVegatoaPwVedMvaccineMswitchMinMvelgiumbMVaccineYM2019YMgkYMedldaedlj 4.1 19

70 MetagenomicManalysisMofMtheMimpactMofMnitrofurantoinMtreatmentMonMtheMhumanMfaecalMmicrobiotabM
JournalgofgAntimicrobialgChemotherapyYM2015YMkdYMemlmamf 5.1 19

69
ystimatingMtheMassociationMbetweenMantibioticMexposureMandMcolonizationMwithMextendedaspectrumM
˛†alactamaseaproducingM ramanegativeMbacteriaMusingMmachineMlearningMmethodsnMaMmulticentreYM
prospectiveMcohortMstudybMClinicalgMicrobiologygandgInfectionYM2020YMfjYMlkamh

9.5 19

68 zaropenemMwonsumptionMisMIncreasingMinMIndiabMClinicalgInfectiousgDiseasesYM2016YMjfYMedidaf 11.6 17

67 uddressingMtheMchallengesMinMantisepsisnMfocusMonMpovidoneMiodinebMInternationalgJournalgofg
AntimicrobialgAgentsYM2020YMijYMedjdjh 14.3 16

66 IncreaseMinMfluoroquinoloneMnonasusceptibilityMamongMclinicalMStreptococcusMpyogenesMinMvelgiumM
duringMfddkaedbMJournalgofgAntimicrobialgChemotherapyYM2012YMjkYMfjdfai 5.1 16

65 TheMwOMPuRyMxataMβubsbMDatabase:gthegJournalgofgBiologicalgDatabasesgandgCurationYM2019YMfdemYM 5 16
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64
womparisonMofM eneXpertMMRSucSuMyTuMassayMwithMsemiaquantitativeMandMquantitativeMculturesMandM
geneabasedMqPwRMforMdetectionMofMinMendotrachealMaspirateMsamplesbMAntimicrobialgResistancegandg
InfectiongControlYM2019YMlYMh

6.2 16

63 unimalMmodelsMofMhospitalaacquiredMpneumonianMcurrentMpracticesMandMfutureMperspectivesbMAnnalsg
ofgTranslationalgMedicineYM2017YMiYMegf 3.2 15

62 viofilmaInducedMTypeMfMInnateMImmunityMinMaMwysticMzibrosisMModelMofbMFrontiersgingCellulargandg
InfectiongMicrobiologyYM2017YMkYMfkh 5.9 15

61 InterspeciesMrecombinationMoccursMfrequentlyMinMquinoloneMresistanceadeterminingMregionsMofM
clinicalMisolatesMofMStreptococcusMpyogenesbMAntimicrobialgAgentsgandgChemotherapyYM2008YMifYMhemeag 5.9 15

60 untimicrobialMResistanceMzollowingMuzithromycinMMassMxrugMudministrationnMPotentialMSurveillanceM
StrategiesMtoMussessMPublicMβealthMImpactbMClinicalgInfectiousgDiseasesYM2020YMkdYMeideaeidl 11.6 15

59
veneficialMyffectsMofMuntiaInterleukinajMuntibodiesMonMImpairedM astrointestinalMMotilityYM
InflammationMandMIncreasedMwolonicMPermeabilityMinMaMMurineMModelMofMSepsisMureMMostMPronouncedM
WhenMudministeredMinMaMPreventiveMSetupbMPLoSgONEYM2016YMeeYMedeifmeh

3.7 15

58 RapidMevolutionMandMhostMimmunityMdriveMtheMriseMandMfallMofMcarbapenemMresistanceMduringManMacuteM
PseudomonasMaeruginosaMinfectionbMNaturegCommunicationsYM2021YMefYMfhjd 17.4 14

57 UnusualMresistanceMpatternsMinMmacrolidearesistantMStreptococcusMpyogenesMharbouringMermUuVbM
JournalgofgAntimicrobialgChemotherapyYM2009YMjgYMhfaj 5.1 13

56 uMLateralMzlowMImmunoassayMforMtheMRapidMIdentificationMofMwTXaMaProducingMynterobacteralesM
fromMwultureMPlatesMandMPositiveMvloodMwulturesbMDiagnosticsYM2020YMedYM 3.8 12

55 wharacterizingMtheMinMvitroMbiofilmMphenotypeMofMStaphylococcusMepidermidisMisolatesMfromMcentralM
venousMcathetersbMJournalgofgMicrobiologicalgMethodsYM2016YMefkYMmiaede 2.8 12

54 ymployingMwholeMgenomeMmappingMforMoptimalMdeMnovoMassemblyMofMbacterialMgenomesbMBMCg
ResearchgNotesYM2014YMkYMhlh 2.3 11

53 wompleteM enomeMSequencesMofMTwoMProlificMviofilmazormingMStaphylococcusMaureusMIsolatesM
velongingMtoMUSugddMandMyMRSuaeiMwlonalMLineagesbMGenomegAnnouncementsYM2014YMfYM 11

52
yffectMofMumoxicillinMxoseMandMTreatmentMxurationMonMtheMNeedMforMuntibioticMReatreatmentMinM
whildrenMWithMwommunityaucquiredMPneumonianMTheMwuPaITMRandomizedMwlinicalMTrialbMJAMAgvg
JournalgofgthegAmericangMedicalgAssociationYM2021YMgfjYMekegaekfh

27.4 11

51 βowMnasopharyngealMpneumococcalMcarriageMevolvedMduringMandMafterMaMPwVegatoaPwVedM
vaccinationMprogrammeMswitchMinMvelgiumYMfdejMtoMfdelbMEurosurveillanceYM2020YMfiYM 19.8 11

50 uMRmapnMunMInteractiveMWebMPlatformMforMunalysisMofMuntimicrobialMResistanceMSurveillanceMxataMinM
RussiabMFrontiersgingMicrobiologyYM2021YMefYMjfdddf 5.7 11

49 TheMglobalMdisseminationMofMhospitalMclonesMofMynterococcusMfaeciumbMGenomegMedicineYM2021YMegYMif 14.4 10

48 MicrobiotaabasedMmarkersMpredictiveMofMdevelopmentMofMwlostridioidesMdifficileMinfectionbMNatureg
CommunicationsYM2021YMefYMffhe 17.4 10

47 NoMSuRSawoVafMcarriageMobservedMinMchildrenMattendingMdaycareMcentersMduringMtheMintial´ weeksMofM
theMepidemicMinMvelgiumbMJournalgofgMedicalgVirologyYM2021YMmgYMelflaelge 19.7 10

(2021-2019)
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46 WholeMgenomeMmappingMasMaMfastatrackMtoolMtoMassessMgenomicMstabilityMofMsequencedM
StaphylococcusMaureusMstrainsbMBMCgResearchgNotesYM2014YMkYMkdh 2.3 9

45
ProspectiveMOneMβealthMgeneticMsurveillanceMinMVietnamMidentifiesMdistinctMblaaharbouringM
yscherichiaMcoliMinMfoodachainMandMhumanaderivedMsamplesbMClinicalgMicrobiologygandgInfectionYM2021YM
fkYMeieibeeaeieibel

9.5 9

44 vacPipenMuMRapidYMUserazriendlyMWholea enomeMSequencingMPipelineMforMwlinicalMxiagnosticM
vacteriologybMIScienceYM2020YMfgYMeddkjm 6.1 7

43 WholeagenomeMtypingMandMcharacterizationMofMblaVIMemaharbouringMSTglgMKlebsiellaMpneumoniaeM
byMPz yYMwholeagenomeMmappingMandMW SbMJournalgofgAntimicrobialgChemotherapyYM2016YMkeYMeideam 5.1 7

42
OptimizationMofManMinMvitroMgutMmicrobiomeMbiotransformationMplatformMwithMchlorogenicMacidMasM
modelMcompoundnMzromMfecalMsampleMtoMbiotransformationMproductMidentificationbMJournalgofg
PharmaceuticalgandgBiomedicalgAnalysisYM2019YMekiYMeefkjl

3.5 7

41 wompleteM enomeMSequencesMofMNitrofurantoinaSensitiveMandMaResistantMyscherichiaMcoliMSTihdMandM
STfkhkMStrainsbMGenomegAnnouncementsYM2014YMfYM 7

40 uMlongitudinalMstudyMofMStaphylococcusMaureusMcolonizationMinMpigsMinMIrelandbMVeterinaryg
MicrobiologyYM2014YMekhYMidhaieg 3.3 7

39 QuantifyingMantibioticMimpactMonMwithinapatientMdynamicsMofMextendedaspectrumMbetaalactamaseM
resistancebMELifeYM2020YMmYM 8.9 7

38 ussociationMofMStaphylococcusMaureusMwolonizationMandMPneumoniaMinMtheMIntensiveMwareMUnitbMJAMAg
NetworkgOpenYM2020YMgYMefdefkhe 10.4 7

37 yxploringMVirulenceMzactorsMandMulternativeMTherapiesMagainstMPneumoniabMToxinsYM2020YMefYM 4.9 7

36
RemarkableMgeographicalMvariationsMbetweenMIndiaMandMyuropeMinMcarriageMofMtheMstaphylococcalM
surfaceMproteinaencodingMsasXcsesIMandMinMtheMpopulationMstructureMofMmethicillinaresistantM
StaphylococcusMaureusMbelongingMtoMclonalMcomplexMlbMClinicalgMicrobiologygandgInfectionYM2019YMfiYMjflbeeajflbek

9.5 7

35 InadepthManalysisMofMpneumococcalMserotypesMinMvelgianMchildrenMUfdeiafdelVnMxiversityYMinvasiveM
diseaseMpotentialYMandMantimicrobialMsusceptibilityMinMcarriageMandMdiseasebMVaccineYM2021YMgmYMgkfagkm 4.1 7

34 ynzymesMwatalyzingMtheMTwuaMandMUreaMwycleMInfluenceMtheMMatrixMwompositionMofMviofilmsMzormedM
byMMethicillinaResistantMUSugddbMMicroorganismsYM2018YMjYM 4.9 7

33
ymergenceMofMcolistinMresistanceMduringMtreatmentMofMrecurrentMpneumoniaMcausedMbyM
carbapenemaseMproducingMKlebsiellaMpneumoniaebMDiagnosticgMicrobiologygandgInfectiousgDiseaseYM
2019YMmhYMhdkahdm

2.9 6

32 MechanicalMVentilationMImpairsMILaekMwytokineMzamilyMyxpressionMinMVentilatoraussociatedM
PneumoniabMInternationalgJournalgofgMoleculargSciencesYM2019YMfdYM 6.3 6

31
RationaleMandMdesignMofMuSPIRyaIwUnMaMprospectiveMcohortMstudyMonMtheMincidenceMandMpredictorsMofM
StaphylococcusMaureusMandMPseudomonasMaeruginosaMpneumoniaMinMtheMIwUbMBMCgInfectiousg
DiseasesYM2017YMekYMjhg

4 6

30
TheMeffectsMofMtopicalMantibioticsMonMeradicationMandMacquisitionMofMthirdagenerationMcephalosporinM
andMcarbapenemaresistantM ramanegativeMbacteriaMinMIwUMpatientsoMaMpostMhocManalysisMfromMaM
multicentreMclusterarandomizedMtrialbMClinicalgMicrobiologygandgInfectionYM2020YMfjYMhliahme

9.5 6

29 yffectsMofMintestinalMalkalineMphosphataseMonMintestinalMbarrierMfunctionMinMaMcecalMligationMandM
punctureMUwLPVainducedMmouseMmodelMforMsepsisbMNeurogastroenterologygandgMotilityYM2020YMgfYMeegkih 4 5
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28 MolecularMpathwaysMtoMhighalevelMazithromycinMresistanceMinMNeisseriaMgonorrhoeaebMJournalgofg
AntimicrobialgChemotherapyYM2021YMkjYMekifaekil 5.1 5

27 whlorogenicMucidMasMaMModelMwompoundMforMOptimizationMofManMInMVitroM utM
MicrobiomeaMetabolismMModelbMProceedingsgpmdpirYM2019YMeeYMge 0.3 4

26 PotentialMinMvivoMtransferMofMaMblaaharbouringMplasmidMestablishedMbyMcombiningMlongaMandM
shortareadMsequencingbMJournalgofgMicrobiologicalgMethodsYM2019YMeimYMeah 2.8 4

25 MolecularMcharacteristicsMofMcommunityaassociatedMmethicillinaresistantMStaphylococcusMaureusM
colonizingMsurgicalMpatientsMinM reecebMDiagnosticgMicrobiologygandgInfectiousgDiseaseYM2012YMkhYMhfdaf 2.9 4

24 uMdynamicMmucinMmRNuMsignatureMassociatesMwithMwOVIxaemMdiseaseMpresentationMandMseveritybMJCIg
InsightYM2021YMjYM 9.9 4

23 RemarkableM enomeMStabilityMamongMemmeM roupMuMStreptococcusMinMvelgiumMoverMemMYearsbM
GenomegBiologygandgEvolutionYM2019YMeeYMehgfaehgm 3.9 3

22 xetectionMandMcharacterizationMofMtwoMNxMaeaproducingMKlebsiellaMpneumoniaeMstrainsMfromM
vulgariabMJournalgofgAntimicrobialgChemotherapyYM2016YMkeYMehflagd 5.1 3

21 SubaInhibitoryMwoncentrationsMofMwhlorhexidineMInduceMResistanceMtoMwhlorhexidineMandMxecreaseM
untibioticMSusceptibilityMinMbbMFrontiersgingMicrobiologyYM2021YMefYMkkjmdm 5.7 3

20 NoMSuRSawoVafMcarriageMobservedMinMchildrenMattendingMdaycareMcentersMduringMtheMfirstMweeksMofM
theMepidemicMinMvelgium 3

19 TheMwOMPuRyMxataMβubs 3

18 xetectionMofMcolistinMresistanceMinMtheMhighlyMvirulentMyscherichiaMcoliMSTegeMβgdRxMcloneMinM reecebM
JournalgofgGlobalgAntimicrobialgResistanceYM2020YMfdYMgeagf 3.4 3

17 IncidenceMandMpredictiveMbiomarkersMofMwlostridioidesMdifficileMinfectionMinMhospitalizedMpatientsM
receivingMbroadaspectrumMantibioticsbMNaturegCommunicationsYM2021YMefYMffhd 17.4 3

16 SusceptibilityMprofilesMandMresistanceMgenomicsMofMPseudomonasMaeruginosaMisolatesMfromMyuropeanM
IwUsMparticipatingMinMtheMuSPIRyaIwUMtrialbbMJournalgofgAntimicrobialgChemotherapyYM2022YM 5.1 3

15 ymergenceMofMSTjihMPseudomonasMaeruginosaMcoaharbouringMblaMandMblaMinMnovelMclassMIMintegronM
InellhMfromMvulgariabMJournalgofgGlobalgAntimicrobialgResistanceYM2020YMffYMjkfajkg 3.4 2

14 MechanicalMVentilationMInducesMInterleukinMhMSecretionMinMLungsMandMReducesMtheMPhagocyticM
wapacityMofMLungMMacrophagesbMJournalgofgInfectiousgDiseasesYM2018YMfekYMejhiaejii 7 2

13 IdentificationMofMinMwlinicalMIsolatesMzromMQatarMandMyvaluationMofMTheirMuntimicrobialMProfilesbM
FrontiersgingMicrobiologyYM2020YMeeYMemih 5.7 2

12 wlonalMtransmissionMofMmultidrugaresistantMucinetobacterMbaumanniiMharbouringMblaMandMblaMgenesM
inMaMtertiaryMhospitalMinMulbaniabMJournalgofgGlobalgAntimicrobialgResistanceYM2020YMfgYMkmale 3.4 2

11 βostMImmunityMInfluencesMtheMwompositionMofMMurineM utMMicrobiotabbMFrontiersgingImmunologyYM
2022YMegYMlfldej 8.4 2

(2022-2021)
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10 TheMinterplayMbetweenMcommunityMandMhospitalMclonesMwithinMhealthacareMsettingsnMaMgenomicM
analysisbbMLancetgMicrobeugTheYM2022YMgYMeeggaeehe 22.2 1

9 womparisonMofMbiofilmMdispersalMapproachesMinMPseudomonasMaeruginosaMandMevaluationMofM
dispersedMcellsMinMacuteMinfectionMmouseMmodel 1

8 NovelMcompositeMSwwmecMtypeMIIIMelementMinMSTfgmMMRSuMisolatedMfromManMIndianMhospitalbMJournalg
ofgAntimicrobialgChemotherapyYM2019YMkhYMfjhafjj 5.1 1

7 SerotypesMwarriedMbyMYoungMwhildrenMandMTheirMussociationMWithMucuteMOtitisMMediaMxuringMtheM
PeriodMfdejafdembMFrontiersgingPediatricsYM2021YMmYMjjhdlg 3.4 1

6 ussessingMtheMImpactMofMzlavophospholipolMandMVirginiamycinMSupplementationMonMtheMvroilerM
MicrobiotanMaMProspectiveMwontrolledMInterventionMStudybMMSystemsYM2021YMeddglefe 7.6 0

5
yvaluationMofM eneXpertMPuMassayMcomparedMtoMgenomicMandMUsemiaVquantitativeMcultureMmethodsM
forMdirectMdetectionMofMPseudomonasMaeruginosaMinMendotrachealMaspiratesbMAntimicrobialgResistanceg
andgInfectiongControlYM2021YMedYMeed

6.2 0

4 ObesityMinfluencesMtheMmicrobioticMbiotransformationMofMchlorogenicMacidbbMJournalgofg
PharmaceuticalgandgBiomedicalgAnalysisYM2021YMfeeYMeehiid 3.5

3 ehljbMPhylogeneticMandMalphaMtoxinMvariantManalysesMofMStaphylococcusMaureusMstrainsMisolatedMfromM
patientsMduringMtheMSuuTyLLITyMstudybMOpengForumgInfectiousgDiseasesYM2020YMkYMSkhhaSkhi 1

2 wOMvuwTyMLuvaNetnMbuildingMaMyuropeanMlaboratoryMnetworkMforMclinicalMtrialsMonMantiainfectivesbM
FuturegMicrobiologyYM2021YMejYMjgiajhk 2.9

1 IdentificationMofMPotentialMUrinaryMMetaboliteMviomarkersMofMVentilatoraussociatedMPneumoniabbM
BiomarkergInsightsYM2022YMekYMeekkfkemffedmmege 3.5
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