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141 MercatorjLaLfastLandLsimpleLwebLserverLforLgenomeLscaleLfunctionalLannotationLofLplantLsequenceL
dataZLPlantlWCellWandWEnvironmentXL2014XLcgXLabe]Yh 8.4 373

140
ydentificationLofLnutrientYresponsiveLqrabidopsisLandLrapeseedLmicroRNqsLbyLcomprehensiveL
realYtimeLpolymeraseLchainLreactionLprofilingLandLsmallLRNqLsequencingZLPlantWPhysiologyXL2009XL
ae]XLaedaYee

6.6 352

139 teLnovoLmutationsLinLsynapticLtransmissionLgenesLincludingLtNMaLcauseLepilepticL
encephalopathiesZLAmericanWJournalWofWHumanWGeneticsXL2014XLieXLcf]Yg] 11 299

138 yntegratedLmultiYomicsLofLtheLhumanLgutLmicrobiomeLinLaLcaseLstudyLofLfamilialLtypeLaLdiabetesZL
NatureWMicrobiologyXL2016XLbXLafah] 26.6 166

137 StarsLandLsymbiosisjLmicroRNqYLandLmicroRNqVYmediatedLtranscriptLcleavageLinvolvedLinLarbuscularL
mycorrhizalLsymbiosisZLPlantWPhysiologyXL2011XLaefXLaii]Yb]a] 6.6 164

136 teLnovoLlossYLorLgainYofYfunctionLmutationsLinL–sNqbLcauseLepilepticLencephalopathyZLNatureW
GeneticsXL2015XLdgXLcicYcii 36.3 162

135 teLnovoLvariantsLinLneurodevelopmentalLdisordersLwithLepilepsyZLNatureWGeneticsXL2018XLe]XLa]dhYa]ec 36.3 139

134 MutationsLinLSTXarXLencodingLaLpresynapticLproteinXLcauseLfeverYassociatedLepilepsyLsyndromesZL
NatureWGeneticsXL2014XLdfXLacbgYcb 36.3 138

133 MetabolomicsYLandLproteomicsYassistedLgenomeLannotationLandLanalysisLofLtheLdraftLmetabolicL
networkLofLshlamydomonasLreinhardtiiZLGeneticsXL2008XLagiXLaegYff 4 128

132 uxpressionLpatternLsuggestsLaLroleLofLMiRciiLinLtheLregulationLofLtheLcellularLresponseLtoLlocalLPiL
increaseLduringLarbuscularLmycorrhizalLsymbiosisZLMolecularWPlantmMicrobeWInteractionsXL2010XLbcXLiaeYbf 3.6 121

131 ZyrLStructureLPredictionLPipelinejLsomposingLaLsomplexLriologicalLWorkflowLThroughLWebL
ServicesZLLectureWNotesWinWComputerWScienceXL2006XLaadhYaaeh 0.9 121

130 rirthLmodeLisLassociatedLwithLearliestLstrainYconferredLgutLmicrobiomeLfunctionsLandL
immunostimulatoryLpotentialZLNatureWCommunicationsXL2018XLiXLe]ia 17.4 112

129 UltraYRareLweneticLVariationLinLtheLupilepsiesjLqLWholeYuxomeLSequencingLStudyLofLagXf]fL
yndividualsZLAmericanWJournalWofWHumanWGeneticsXL2019XLa]eXLbfgYbhb 11 104

128 wenomicLsequenceLdiversityLandLpopulationLstructureLofLSaccharomycesLcerevisiaeLassessedLbyL
RqtYseqZLGt:WGeneslWGenomeslWGeneticsXL2013XLcXLbafcYga 3.2 96

127 qLnovelLvanconiLanaemiaLsubtypeLassociatedLwithLaLdominantYnegativeLmutationLinLRqteaZLNatureW
CommunicationsXL2015XLfXLhhbi 17.4 93

126 TheLeffectsLofLcarbonLdioxideLandLtemperatureLonLmicroRNqLexpressionLinLqrabidopsisL
developmentZLNatureWCommunicationsXL2013XLdXLbade 17.4 92

125 SystemsLgenomicsLevaluationLofLtheLSxYSYeYLneuroblastomaLcellLlineLasLaLmodelLforLParkinsonSsL
diseaseZLBMCWGenomicsXL2014XLaeXLaaed 4.5 87
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124 sxtbLvariantsLareLaLriskLfactorLforLphotosensitivityLinLepilepsyZLBrainXL2015XLachXLaaihYb]g 11.2 81

123 TargetedLproteomicsLforLshlamydomonasLreinhardtiiLcombinedLwithLrapidLsubcellularLproteinL
fractionationXLmetabolomicsLandLmetabolicLfluxLanalysesZLMolecularWBioSystemsXL2010XLfXLa]ahYca 81

122 yMPjLaLpipelineLfor´ reproducibleLreferenceYindependentLintegratedLmetagenomicLandL
metatranscriptomicLanalysesZLGenomeWBiologyXL2016XLagXLbf] 18.3 81

121 uvaluationLofLtheLMolecularLPathogenesisLofLqdrenocorticalLTumorsLbyLWholeYwenomeLSequencingZL
JournalWofWtheWEndocrineWSocietyXL2021XLeXLqfhYqfh 0.4 78

120 shlamysycjLanLintegrativeLsystemsLbiologyLdatabaseLandLwebYportalLforLshlamydomonasL
reinhardtiiZLBMCWGenomicsXL2009XLa]XLb]i 4.5 72

119 sondensingLtheLomicsLfogLofLmicrobialLcommunitiesZLTrendsWinWMicrobiologyXL2013XLbaXLcbeYcc 12.4 62

118
MolecularLandLclinicalLevidenceLforLanLqRMseLtumorLsyndromejLconcurrentLinactivatingLgermlineL
andLsomaticLmutationsLareLassociatedLwithLbothLprimaryLmacronodularLadrenalLhyperplasiaLandL
meningiomaZLJournalWofWClinicalWEndocrinologyWandWMetabolismXL2015XLa]]XLuaaiYbh

5.6 61

117 TargetedLsequencingLofLceaLcandidateLgenesLforLepilepticLencephalopathyLinLaLlargeLcohortLofL
patientsZLMolecularWGeneticsWfamp;WGenomicWMedicineXL2016XLdXLefhYh] 2.3 60

116 MetforminLreversesLTRqPaLmutationYassociatedLalterationsLinLmitochondrialLfunctionLinLParkinsonSsL
diseaseZLBrainXL2017XLad]XLbdddYbdei 11.2 59

115 somparativeLintegratedLomicsjLidentificationLofLkeyLfunctionalitiesLinLmicrobialLcommunityYwideL
metabolicLnetworksZLNpjWBiofilmsWandWMicrobiomesXL2015XLaXLae]]g 8.2 59

114 RecessiveLmutationsLinLS sacqeLresultLinLaLlossLofLcitrateLtransportLandLcauseLneonatalLepilepsyXL
developmentalLdelayLandLteethLhypoplasiaZLBrainXL2015XLachXLcbchYe] 11.2 57

113 sommunityYintegratedLomicsLlinksLdominanceLofLaLmicrobialLgeneralistLtoLfineYtunedLresourceL
usageZLNatureWCommunicationsXL2014XLeXLef]c 17.4 56

112 qnLintegrativeLapproachLtowardsLcompletingLgenomeYscaleLmetabolicLnetworksZLMolecularW
BioSystemsXL2009XLeXLahhiYi]c 56

111 NeuroshipXLanLupdatedLversionLofLtheLNeuroXLgenotypingLplatformLtoLrapidlyLscreenLforLvariantsL
associatedLwithLneurologicalLdiseasesZLNeurobiologyWofWAgingXL2017XLegXLbdgZeiYbdgZeac 5.6 54

110 ParkinsonSsLdiseaseYassociatedLalterationsLofLtheLgutLmicrobiomeLpredictLdiseaseYrelevantLchangesL
inLmetabolicLfunctionsZLBMCWBiologyXL2020XLahXLfb 7.3 50

109 vrequencyLofL ossLofLvunctionLVariantsLinL RR–bLinLParkinsonLtiseaseZLJAMAWNeurologyXL2018XLgeXLadafYadbb17.2 50

108  ossLofLSYNzaLdualLphosphataseLactivityLleadsLtoLearlyLonsetLrefractoryLseizuresLandLprogressiveL
neurologicalLdeclineZLBrainXL2016XLaciXLbdb]Yc] 11.2 49

107 RareLcodingLvariantsLinLgenesLencodingLwqrqLreceptorsLinLgeneticLgeneralisedLepilepsiesjLanL
exomeYbasedLcaseYcontrolLstudyZLLancetWNeurologylWTheXL2018XLagXLfiiYg]h 24.1 44
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106 NewLinsightsLintoLshlamydomonasLreinhardtiiLhydrogenLproductionLprocessesLbyLcombinedL
microarray[RNqYseqLtranscriptomicsZLPlantWBiotechnologyWJournalXL2013XLaaXLgagYcc 11.6 42

105 tockingLwithoutLdockingjLySuqRsxYYpredictionLofLinteractionsLusingLknownLinterfacesZLProteins:W
StructurelWFunctionWandWBioinformaticsXL2007XLfiXLhciYdd 4.2 42

104 sonnectivityLindependentLproteinYstructureLalignmentjLaLhierarchicalLapproachZLBMCWBioinformaticsXL
2006XLgXLea] 3.6 42

103 qLRecurrentLMissenseLVariantLinLqPbMaLympairsLslathrinYMediatedLundocytosisLandLsausesL
tevelopmentalLandLupilepticLuncephalopathyZLAmericanWJournalWofWHumanWGeneticsXL2019XLa]dXLa]f]Ya]gb11 39

102 SmallLRNqLprofilingLofLlowLbiomassLsamplesjLidentificationLandLremovalLofLcontaminantsZLBMCW
BiologyXL2018XLafXLeb 7.3 38

101 PolygenicLburdenLinLfocalLandLgeneralizedLepilepsiesZLBrainXL2019XLadbXLcdgcYcdha 11.2 38

100 sonfrontingLtheLcatalyticLdarkLmatterLencodedLbyLsequencedLgenomesZLNucleicWAcidsWResearchXL
2017XLdeXLaadieYaaead 20.1 38

99
RecessiveLlossYofYfunctionLmutationsLinLqPdSaLcauseLmildLfeverYsensitiveLseizuresXLdevelopmentalL
delayLandLspasticLparaplegiaLthroughLlossLofLqPYdLcomplexLassemblyZLHumanWMolecularWGeneticsXL
2015XLbdXLbbahYbg

5.6 37

98 riallelicLVariantsLinLOTUtfrLsauseLanLyntellectualLtisabilityLSyndromeLqssociatedLwithLSeizuresLandL
tysmorphicLveaturesZLAmericanWJournalWofWHumanWGeneticsXL2017XLa]]XLfgfYfhh 11 36

97
MutationsLinLtisruptLundoplasmicLReticulumYMitochondriaLsontactLSitesLynterferingLwithLsalciumL
xomeostasisLandLMitochondrialLtynamicsLinLParkinsonSsLtiseaseZLAntioxidantsWandWRedoxWSignalingXL
2019XLcaXLabacYabcd

8.4 33

96 TheLRNqLsomplementLofLOuterLMembraneLVesiclesLvromLSerovarLTyphimuriumLUnderLtistinctL
sultureLsonditionsZLFrontiersWinWMicrobiologyXL2018XLiXLb]ae 5.7 31

95 wenomeLsequencingLanalysisLidentifiesLnewLlociLassociatedLwithL ewyLbodyLdementiaLandLprovidesL
insightsLintoLitsLgeneticLarchitectureZLNatureWGeneticsXL2021XLecXLbidYc]c 36.3 31

94 SequenceYstructureLrelationshipsLinLRNqLloopsjLestablishingLtheLbasisLforLloopLhomologyLmodelingZL
NucleicWAcidsWResearchXL2010XLchXLig]Yh] 20.1 30

93 tistributionLpatternLofLsmallLRNqLandLdegradomeLreadsLprovidesLinformationLonLmiRNqLgeneL
structureLandLregulationZLPlantWSignalingWandWBehaviorXL2011XLfXLaf]iYaa 2.5 30

92 ydentificationLandLclassificationLofLncRNqLmoleculesLusingLgraphLpropertiesZLNucleicWAcidsWResearchXL
2009XLcgXLeff 20.1 29

91 PredictingLfunctionalLeffectsLofLmissenseLvariantsLinLvoltageYgatedLsodiumLandLcalciumLchannelsZL
ScienceWTranslationalWMedicineXL2020XLabXL 17.5 27

90 riallelicLVqRSLvariantsLcauseLdevelopmentalLencephalopathyLwithLmicrocephalyLthatLisL
recapitulatedLinLvarsLknockoutLzebrafishZLNatureWCommunicationsXL2019XLa]XLg]h 17.4 27

89 qLrareLlossYofYfunctionLvariantLofLqtqMagLisLassociatedLwithLlateYonsetLfamilialLqlzheimerLdiseaseZL
MolecularWPsychiatryXL2020XLbeXLfbiYfci 15.1 27
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88 slinicalLspectrumLofLYrelatedLepilepticLdisordersZLNeurologyXL2019XLibXLeabchYeabdi 6.5 25

87 RareLwqrRqcLvariantsLareLassociatedLwithLepilepticLseizuresXLencephalopathyLandLdysmorphicL
featuresZLBrainXL2017XLad]XLbhgiYbhid 11.2 24

86 PatientYderivedLorganoidsLandLorthotopicLxenograftsLofLprimaryLandLrecurrentLgliomasLrepresentL
relevantLpatientLavatarsLforLprecisionLoncologyZLActaWNeuropathologicaXL2020XLad]XLiaiYidi 14.3 24

85 SpectrumLofLwqrqqLreceptorLvariantsLinLepilepsyZLCurrentWOpinionWinWNeurologyXL2019XLcbXLahcYai] 7.1 24

84 ynsufficientLevidenceLforLpathogenicityLofLSNsqLxise]wlnLTxe]QULinLParkinsonSsLdiseaseZL
NeurobiologyWofWAgingXL2018XLfdXLaeiZeeYaeiZeh 5.6 23

83
somprehensiveLcharacterizationLofLaminoLacidLpositionsLinLproteinLstructuresLrevealsLmolecularL
effectLofLmissenseLvariantsZLProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofW
AmericaXL2020XLaagXLbhb]aYbhbaa

11.5 22

82 SimpleLslinVarjLanLinteractiveLwebLserverLtoLexploreLandLretrieveLgeneLandLdiseaseLvariantsL
aggregatedLinLslinVarLdatabaseZLNucleicWAcidsWResearchXL2019XLdgXLWiiYWa]e 20.1 21

81
wiveLytLqwOjLTheLSearchLforLmiRNqYqrgonauteLSortingLSignalsLinLqrabidopsisLthalianaLyndicatesLaL
RelevanceLofLSequenceLPositionsLOtherLthanLtheLeSYPositionLqloneZLFrontiersWinWPlantWScienceXL2012XL
cXLbgb

6.2 20

80 yntegrationLofLtimeYseriesLmetaYomicsLdataLrevealsLhowLmicrobialLecosystemsLrespondLtoL
disturbanceZLNatureWCommunicationsXL2020XLaaXLebha 17.4 19

79 somparativeLanalysisLofLmiRNqsLandLtheirLtargetsLacrossLfourLplantLspeciesZLBMCWResearchWNotesXL
2011XLdXLdhc 2.3 18

78 StatisticalLandLMachineL earningLTechniquesLinLxumanLMicrobiomeLStudiesjLsontemporaryL
shallengesLandLSolutionsZLFrontiersWinWMicrobiologyXL2021XLabXLfcegha 5.7 18

77 MetabolicLnetworksLareLNPYhardLtoLreconstructZLJournalWofWTheoreticalWBiologyXL2008XLbedXLh]gYaf 2.3 17

76 NaturalLvariationLofLchronologicalLagingLinLtheLspeciesLrevealsLdietYdependentLmechanismsLofLlifeL
spanLcontrolZLNpjWAgingWandWMechanismsWofWDiseaseXL2018XLdXLc 5.5 16

75 RolesLofLbacteriophagesXLplasmidsLandLsRySPRLimmunityLinLmicrobialLcommunityLdynamicsLrevealedL
usingLtimeYseriesLintegratedLmetaYomicsZLNatureWMicrobiologyXL2021XLfXLabcYace 26.6 16

74 xemapjLqnLynteractiveLOnlineLResourceLforLsharacterizingLMolecularLPhenotypesLacrossL
xematologicLMalignanciesZLCancerWResearchXL2019XLgiXLbdffYbdgi 10.1 14

73 upilepsyLsubtypeYspecificLcopyLnumberLburdenLobservedLinLaLgenomeYwideLstudyLofLagLdehL
subjectsZLBrainXL2020XLadcXLba]fYbaah 11.2 14

72 ydentificationLofLpathogenicLvariantLenrichedLregionsLacrossLgenesLandLgeneLfamiliesZLGenomeW
ResearchXL2020XLc]XLfbYga 9.7 14

71 weneLfamilyLinformationLfacilitatesLvariantLinterpretationLandLidentificationLofLdiseaseYassociatedL
genesLinLneurodevelopmentalLdisordersZLGenomeWMedicineXL2020XLabXLbh 14.4 13
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70 xighYthroughputLtetradLanalysisZLNatureWMethodsXL2013XLa]XLfgaYe 21.6 13

69 PTw YYaLwebYbasedLdatabaseLapplicationLforLproteinLtopologiesZLBioinformaticsXL2004XLb]XLcbggYi 7.2 13

68 SingleYcellLsequencingLofLhumanLmidbrainLrevealsLglialLactivationLandLaLParkinsonYspecificLneuronalL
stateZZLBrainXL2021XL 11.2 13

67 riYallelicLwqtaLvariantsLcauseLaLneonatalLonsetLsyndromicLdevelopmentalLandLepilepticL
encephalopathyZLBrainXL2020XLadcXLaddgYadfa 11.2 12

66 uxomeYwideLanalysisLofLmutationalLburdenLinLpatientsLwithLtypicalLandLatypicalLRolandicLepilepsyZL
EuropeanWJournalWofWHumanWGeneticsXL2018XLbfXLbehYbfd 5.3 12

65 NonYsodingLRNqsLinLtheLrrainYxeartLqxisjLTheLsaseLofLParkinsonSsLtiseaseZLInternationalWJournalWofW
MolecularWSciencesXL2020XLbaXL 6.3 12

64 MajorLchangesLofLcellLfunctionLandLtoxicantLsensitivityLinLculturedLcellsLundergoingLmildXL
quasiYnaturalLgeneticLdriftZLArchivesWofWToxicologyXL2018XLibXLcdhgYce]c 5.8 12

63 unrichmentLofLdamagingLmissenseLvariantsLinLgenesLrelatedLwithLaxonalLguidanceLsignallingLinL
sporadicLMeniereSsLdiseaseZLJournalWofWMedicalWGeneticsXL2020XLegXLhbYhh 5.8 11

62 MissingLheritabilityLinLParkinsonSsLdiseasejLtheLemergingLroleLofLnonYcodingLgeneticLvariationZL
JournalWofWNeuralWTransmissionXL2020XLabgXLgbiYgdh 4.3 11

61 ProteomicLqnalysisLofLthhaLsomplexesLRevealsLaLRoleLforLxspd]LshaperoneLYdjaLinLYeastLPYrodyL
qssemblyZLGt:WGeneslWGenomeslWGeneticsXL2015XLeXLbdigYeaa 3.2 11

60 PathovactjLaLpipelineLforLtheLpredictionLofLvirulenceLfactorsLandLantimicrobialLresistanceLgenesLinL
metagenomicLdataZLMicrobiomeXL2021XLiXLdi 16.6 11

59 RecessiveLmutationsLinLS sceqcLcauseLearlyLonsetLepilepticLencephalopathyLwithLskeletalLdefectsZL
AmericanWJournalWofWMedicalWGeneticslWPartWAXL2017XLagcXLaaaiYaabc 2.5 10

58 uxtractionLandLqnalysisLofLRNqLysolatedLfromLPureLracteriaYterivedLOuterLMembraneLVesiclesZL
MethodsWinWMolecularWBiologyXL2018XLagcgXLbacYbc] 1.4 10

57 PTw jLaLdatabaseLforLsecondaryLstructureYbasedLproteinLtopologiesZLNucleicWAcidsWResearchXL2010XL
chXLtcbfYc] 20.1 10

56 uvaluationLofLPresumablyLtiseaseLsausingLSsNaqLVariantsLinLaLsohortLofLsommonLupilepsyL
SyndromesZLPLoSWONEXL2016XLaaXLe]ae]dbf 3.7 10

55 qLpatientYbasedLmodelLofLRNqLmisYsplicingLuncoversLtreatmentLtargetsLinLParkinsonSsLdiseaseZL
ScienceWTranslationalWMedicineXL2020XLabXL 17.5 10

54 rurdenLofLrareLvariantsLinLsynapticLgenesLinLpatientsLwithLsevereLtinnitusjLqnLexomeLbasedLextremeL
phenotypeLstudyZLEBioMedicineXL2021XLffXLa]cc]i 8.8 10

53 RareLvariantsLinLbLwermanLfamiliesLwithLqlzheimerLdiseaseZLNeurology:WGeneticsXL2018XLdXLebbd 3.8 9
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52 qLproteinLprioritizationLapproachLtailoredLforLtheLvq[rRsqLpathwayZLPLoSWONEXL2013XLhXLefb]ag 3.7 8

51 sriticalLqssessmentLofLMetaProteomeLynvestigationLTsqMPyUjLaLmultiYlaboratoryLcomparisonLofL
establishedLworkflowsZZLNatureWCommunicationsXL2021XLabXLgc]e 17.4 8

50 yntegrationLofLproteomicLandLmetabolomicLprofilingLasLwellLasLmetabolicLmodelingLforLtheL
functionalLanalysisLofLmetabolicLnetworksZLMethodsWinWMolecularWBiologyXL2011XLfidXLcdaYfc 1.4 8

49 SemanticLSimilarityLqnalysisLRevealsLRobustLweneYtiseaseLRelationshipsLinLtevelopmentalLandL
upilepticLuncephalopathiesZLAmericanWJournalWofWHumanWGeneticsXL2020XLa]gXLfhcYfig 11 8

48 sriticalLqssessmentLofLMetaproteomeLynvestigationLTsqMPyUjLqLMultiY abLsomparisonLofL
ustablishedLWorkflows 8

47 ydentificationXLRecoveryXLandLRefinementLofLxithertoLUndescribedLPopulationY evelLwenomesLfromL
theLxumanLwastrointestinalLTractZLFrontiersWinWMicrobiologyXL2016XLgXLhhd 5.7 8

46 wenotypeYphenotypeLcorrelationsLinLSsNhqYrelatedLdisordersLrevealLprognosticLandLtherapeuticL
implicationsZLBrainXL2021XL 11.2 8

45 weneticLqrchitectureLofLParkinsonSsLtiseaseLinLtheLyndianLPopulationjLxarnessingLweneticLtiversityL
toLqddressLsriticalLwapsLinLParkinsonSsLtiseaseLResearchZLFrontiersWinWNeurologyXL2020XLaaXLebd 4.1 7

44 zqy jLaLstructureYbasedLinterfaceLlibraryLforLmacromoleculesZLNucleicWAcidsWResearchXL2009XLcgXLtcchYda 20.1 7

43 PersistenceLofLbirthLmodeYdependentLeffectsLonLgutLmicrobiomeLcompositionXLimmuneLsystemL
stimulationLandLantimicrobialLresistanceLduringLtheLfirstLyearLofLlifeZLISMEWCommunicationsXL2021XLaXL 7

42 MantisjLflexibleLandLconsensusYdrivenLgenomeLannotationZLGigaScienceXL2021XLa]XL 7.6 7

41 weneLfamilyLinformationLfacilitatesLvariantLinterpretationLandLidentificationLofLdiseaseYassociatedLgenes 6

40 SubYgenicLintoleranceXLslinVarXLandLtheLepilepsiesjLqLwholeYexomeLsequencingLstudyLofLbiXafeL
individualsZLAmericanWJournalWofWHumanWGeneticsXL2021XLa]hXLifeYihb 11 6

39 UnderstandingLtheLroleLofLgeneticLvariabilityLinL RR–bLinLyndianLpopulationZLMovementWDisordersXL
2019XLcdXLdifYe]e 7 6

38 wuidelineYbasedLandLbioinformaticLreassessmentLofLlesionYassociatedLgeneLandLvariantL
pathogenicityLinLfocalLhumanLepilepsiesZLEpilepsiaXL2018XLeiXLbadeYbaeb 6.4 6

37 VariantLScoreLRankerYaLwebLapplicationLforLintuitiveLmissenseLvariantLprioritizationZLBioinformaticsXL
2019XLceXLddghYddgi 7.2 5

36 TheLnewLproteinLtopologyLgraphLlibraryLwebLserverZLBioinformaticsXL2016XLcbXLdgdYf 7.2 4

35 yntestinalYsellL–inaseLandLzuvenileLMyoclonicLupilepsyZLNewWEnglandWJournalWofWMedicineXL2019XLch]XLebd 59.2 4
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34 MySsqSTjLMyssenseLvariantLtoLproteinLStrustureLqnalysisLwebLSuiTeZLNucleicWAcidsWResearchXL2020XL
dhXLWacbYWaci 20.1 4

33 uxcessLofLsingletonLlossYofYfunctionLvariantsLinLParkinsonSsLdiseaseLcontributesLtoLgeneticLriskZL
JournalWofWMedicalWGeneticsXL2020XLegXLfagYfbc 5.8 4

32 qssessmentLofLgeneticLvariantLburdenLinLepilepsyYassociatedLbrainLlesionsZLEuropeanWJournalWofW
HumanWGeneticsXL2019XLbgXLagchYagdd 5.3 4

31 ModelingLRNqLloopsLusingLsequenceLhomologyLandLgeometricLconstraintsZLBioinformaticsXL2010XLbfXLafgaYb7.2 4

30 rreastLandLprostateLcancerLriskjLTheLinterplayLofLpolygenicLriskXLrareLpathogenicLgermlineLvariantsXL
andLfamilyLhistoryZZLGeneticsWinWMedicineXL2021XL 8.1 4

29 MantisjLflexibleLandLconsensusYdrivenLgenomeLannotation 4

28 POMOYYPlottingLOmicsLanalysisLresultsLforLMultipleLOrganismsZLBMCWGenomicsXL2013XLadXLiah 4.5 3

27 qlgebraicLconnectivityLmayLexplainLtheLevolutionLofLgeneLregulatoryLnetworksZLJournalWofW
TheoreticalWBiologyXL2010XLbfgXLgYad 2.3 3

26 MendelianLRandomisationLStudyLofLSmokingXLqlcoholXLandLsoffeeLtrinkingLinLRelationLtoL
ParkinsonSsLtiseaseZLJournalWofWParkinsongsWDiseaseXL2021XL 5.3 3

25 wenomeLSequencingLofLSqRSYsoVYbLqllowsLMonitoringLofLVariantsLofLsoncernLthroughLWastewaterZL
WaterWhSwitzerlandiXL2021XLacXLc]ah 3 3

24 teLnovoLVariantsLinLNeurodevelopmentalLtisordersLwithLupilepsy 3

23 RareLgeneLdeletionsLinLgeneticLgeneralizedLandLRolandicLepilepsiesZLPLoSWONEXL2018XLacXLe]b]b]bb 3.7 3

22 MachineLlearningYbasedLidentificationLandLcharacterizationLofLaeLnovelLpathogenicLSUOXLmissenseL
mutationsZLMolecularWGeneticsWandWMetabolismXL2021XLacdXLahhYaid 3.7 3

21 rSqdYeastjLWebYbasedLquantitativeLtraitLlocusLlinkageLanalysisLandLbulkLsegregantLanalysisLofLyeastL
sequencingLdataZLGigaScienceXL2019XLhXL 7.6 2

20 ReplyjLNoLevidenceLforLrareLTRqPaLmutationsLinfluencingLtheLriskLofLidiopathicLParkinsonSsLdiseaseZL
BrainXL2018XLadaXLeag 11.2 2

19 tairyLyntakeLandLParkinsonSsLtiseasejLqLMendelianLRandomizationLStudyZZLMovementWDisordersXL
2022XL 7 2

18 wenomeYwideLlinkageLanalysisLofLfamiliesLwithLprimaryLhyperhidrosisZLPLoSWONEXL2020XLaeXLe]bddefe 3.7 2

17 rurdenLanalysisLofLmissenseLvariantsLinLaXcc]LdiseaseYassociatedLgenesLonLctLprovidesLinsightsLintoL
theLmutationLeffects 2
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16 wenotypeYphenotypeLcorrelationsLinLSsNhqYrelatedLdisordersLrevealLprognosticLandLtherapeuticLimplications 2

15 VariantYtrjLqLToolLforLufficientlyLuxploringLMillionsLofLxumanLweneticLVariantsLandLTheirL
qnnotationsZLLectureWNotesWinWComputerWScienceXL2017XLbbYbh 0.9 1

14 qcceleratedLmicroRNqYPrecursorLtetectionLUsingLtheLSmithYWatermanLqlgorithmLonLvPwqsL2007XLaiYcb 1

13 ysolationLofLnucleicLacidsLfromLlowLbiomassLsamplesjLdetectionLandLremovalLofLsRNqLcontaminants 1

12 PredictingLvunctionalLuffectsLofLMissenseLVariantsLinLVoltageYwatedLSodiumLandLsalciumLshannels 1

11 SharedLgeneticLbasisLbetweenLgeneticLgeneralizedLepilepsyLandLbackgroundL
electroencephalographicLoscillationsZLEpilepsiaXL2021XLfbXLaeahYaebg 6.4 1

10 shallengesXLStrategiesXLandLPerspectivesLforLReferenceYyndependentL ongitudinalLMultiYOmicL
MicrobiomeLStudiesZLFrontiersWinWGeneticsXL2021XLabXLfffbdd 4.5 1

9 binnyjLanLautomatedLbinningLalgorithmLtoLrecoverLhighYqualityLgenomesLfromLcomplexL
metagenomicLdatasets 1

8 ReplicationLofLaLNovelLParkinsonSsL ocusLinLaLuuropeanLqncestryLPopulationZLMovementWDisordersXL
2021XLcfXLafhiYafie 7 0
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