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n Paper IF Citations

109 IntegrativeNanalysisNofNfffNreferenceNhumanNepigenomescNNatureaN2015aNjfmaNhflbhe 50.4 3849

108 ²enomebwideNmapsNofNchromatinNstateNinNpluripotentNandNlineagebcommittedNcellscNNatureaN2007aN
iimaNjjhbke 50.4 3296

107 ²enomebscaleNyNvNmethylationNmapsNofNpluripotentNandNdifferentiatedNcellscNNatureaN2008aNijiaNlkkble 50.4 1999

106 yNvNmethylationoNrolesNinNmammalianNdevelopmentcNNaturenReviewsnGeneticsaN2013aNfiaNgeibge 30.1 1935

105 yissectingNdirectNreprogrammingNthroughNintegrativeNgenomicNanalysiscNNatureaN2008aNijiaNinbjj 50.4 1205

104 xhartingNaNdynamicNyNvNmethylationNlandscapeNofNtheNhumanNgenomecNNatureaN2013aNjeeaNillbmf 50.4 932

103 ReducedNrepresentationNbisulfiteNsequencingNforNcomparativeNhighbresolutionNyNvNmethylationN
analysiscNNucleicnAcidsnResearchaN2005aNhhaNjmkmbll 20.1 823

102 ReferenceNMapsNofNhumanNzSNandNiPSNcellNvariationNenableNhighbthroughputNcharacterizationNofN
pluripotentNcellNlinescNCellaN2011aNfiiaNihnbjg 56.2 756

101 ynmthaNisNessentialNforNhematopoieticNstemNcellNdifferentiationcNNaturenGeneticsaN2011aNiiaNghbhf 36.3 737

100 vNuniqueNregulatoryNphaseNofNyNvNmethylationNinNtheNearlyNmammalianNembryocNNatureaN2012aNimiaNhhnbii50.4 723

99 PreparationNofNreducedNrepresentationNbisulfiteNsequencingNlibrariesNforNgenomebscaleNyNvN
methylationNprofilingcNNaturenProtocolsaN2011aNkaNikmbmf 18.8 505

98 yNvNmethylationNdynamicsNofNtheNhumanNpreimplantationNembryocNNatureaN2014aNjffaNkffbj 50.4 390

97 yNvNmethylationNsignaturesNlinkNprenatalNfamineNexposureNtoNgrowthNandNmetabolismcNNaturen
CommunicationsaN2014aNjaNjjng 17.4 368

96 TranscriptionalNandNepigeneticNdynamicsNduringNspecificationNofNhumanNembryonicNstemNcellscNCellaN
2013aNfjhaNffinbkh 56.2 332

95 zpigeneticNmodificationsNinNpluripotentNandNdifferentiatedNcellscNNaturenBiotechnologyaN2010aNgmaNfelnbmm44.5 302

94 ReprogrammingNfactorNexpressionNinitiatesNwidespreadNtargetedNchromatinNremodelingcNCellnStemn
CellaN2011aNmaNnkbfej 18 295

93 TargetedNdisruptionNofNyNMTfaNyNMThvNandNyNMThwNinNhumanNembryonicNstemNcellscNNaturen
GeneticsaN2015aNilaNiknblm 36.3 288
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92 InNvivoNcontrolNofNxp²NandNnonbxp²NyNvNmethylationNbyNyNvNmethyltransferasescNPLoSnGeneticsaN
2012aNmaNefeeglje 6 279

91 SequentialNxhIPbbisulfiteNsequencingNenablesNdirectNgenomebscaleNinvestigationNofNchromatinNandN
yNvNmethylationNcrossbtalkcNGenomenResearchaN2012aNggaNffgmbhm 9.7 277

90 yNvNmethylationNdynamicsNduringNinNvivoNdifferentiationNofNbloodNandNskinNstemNcellscNMolecularn
CellaN2012aNilaNkhhbil 17.6 271

89 TranscriptionNfactorNbindingNdynamicsNduringNhumanNzSNcellNdifferentiationcNNatureaN2015aNjfmaNhiibn 50.4 232

88 LocallyNdisorderedNmethylationNformsNtheNbasisNofNintratumorNmethylomeNvariationNinNchronicN
lymphocyticNleukemiacNCancernCellaN2014aNgkaNmfhbmgj 24.3 216

87 ²elbfreeNmultiplexedNreducedNrepresentationNbisulfiteNsequencingNforNlargebscaleNyNvNmethylationN
profilingcNGenomenBiologyaN2012aNfhaNRng 18.3 183

86 xoverageNrecommendationsNforNmethylationNanalysisNbyNwholebgenomeNbisulfiteNsequencingcN
NaturenMethodsaN2015aNfgaNghebgaNfNpNfollowingNghg 21.6 171

85 IntegrativeNvnalysesNofNγumanNReprogrammingNRevealNyynamicNNatureNofNInducedNPluripotencycN
CellaN2015aNfkgaNifgbigi 56.2 148

84 ProtoboncogenicNroleNofNmutantNIyγgNinNleukemiaNinitiationNandNmaintenancecNCellnStemnCellaN2014aN
fiaNhgnbif 18 141

83 MolecularNrecordingNofNmammalianNembryogenesiscNNatureaN2019aNjleaNllbmg 50.4 140

82 yissectingNneuralNdifferentiationNregulatoryNnetworksNthroughNepigeneticNfootprintingcNNatureaN
2015aNjfmaNhjjbhjn 50.4 140

81 ProlongedNMekfdgNsuppressionNimpairsNtheNdevelopmentalNpotentialNofNembryonicNstemNcellscN
NatureaN2017aNjimaNgfnbggh 50.4 135

80 zpigeneticNMemoryNUnderliesNxellbvutonomousNγeterogeneousNwehaviorNofNγematopoieticNStemN
xellscNCellaN2016aNfklaNfhfebfhggcefl 56.2 124

79 MolecularNfeaturesNofNcellularNreprogrammingNandNdevelopmentcNNaturenReviewsnMolecularnCelln
BiologyaN2016aNflaNfhnbji 48.7 109

78 zpigeneticNevolutionNandNlineageNhistoriesNofNchronicNlymphocyticNleukaemiacNNatureaN2019aNjknaNjlkbjme50.4 104

77 ²eneticNandNzpigeneticNVariationaNbutNNotNyietaNShapeNtheNSpermNMethylomecNDevelopmentalnCellaN
2015aNhjaNljebm 10.2 102

76 zpigenomebwideNstudyNuncoversNlargebscaleNchangesNinNhistoneNacetylationNdrivenNbyNtauNpathologyN
inNagingNandNvlzheimerUsNhumanNbrainscNNaturenNeuroscienceaN2019aNggaNhlbik 25.5 99

75 vNqPxRNScorexardNquantifiesNtheNdifferentiationNpotentialNofNhumanNpluripotentNstemNcellscNNaturen
BiotechnologyaN2015aNhhaNffmgbng 44.5 97

(2015-2012)
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74 KyMjNγistoneNyemethylaseNvctivityNLinksNxellularNTranscriptomicNγeterogeneityNtoNTherapeuticN
ResistancecNCancernCellaN2018aNhiaNnhnbnjhcen 24.3 93

73 InducedNPluripotentNStemNxellNyifferentiationNznablesN unctionalNValidationNofN²WvSNVariantsNinN
MetabolicNyiseasecNCellnStemnCellaN2017aNgeaNjilbjjlcel 18 86

72 zpigeneticNrestrictionNofNextraembryonicNlineagesNmirrorsNtheNsomaticNtransitionNtoNcancercNNatureaN
2017aNjinaNjihbjil 50.4 86

71 ²enomebwideNtrackingNofNdxasnbmethyltransferaseNfootprintscNNaturenCommunicationsaN2018aNnaNjnl 17.4 85

70 ²eneticNdeterminantsNandNepigeneticNeffectsNofNpioneerbfactorNoccupancycNNaturenGeneticsaN2018aN
jeaNgjebgjm 36.3 85

69 ²roundNStateNxonditionsNInduceNRapidNReorganizationNofNxoreNPluripotencyN actorNwindingNbeforeN
²lobalNzpigeneticNReprogrammingcNCellnStemnCellaN2015aNflaNikgble 18 78

68 XNchromosomeNreactivationNdynamicsNrevealNstagesNofNreprogrammingNtoNpluripotencycNCellaN2014aN
fjnaNfkmfbnl 56.2 77

67 xancerb²ermlineNvntigenNzxpressionNyiscriminatesNxlinicalNOutcomeNtoNxTLvbiNwlockadecNCellaN2018
aNflhaNkgibkhhcem 56.2 71

66 LongbtermNpersistenceNandNdevelopmentNofNinducedNpancreaticNbetaNcellsNgeneratedNbyNlineageN
conversionNofNacinarNcellscNNaturenBiotechnologyaN2014aNhgaNfgghbhe 44.5 71

65 MouseNembryonicNstemNcellsNselfborganizeNintoNtrunkblikeNstructuresNwithNneuralNtubeNandNsomitescN
ScienceaN2020aNhleaN 33.3 61

64 xircadianNzntrainmentNTriggersNMaturationNofNγumanNIn´ VitroNIsletscNCellnStemnCellaN2020aNgkaNfembfggcefe18 57

63 vnalysisNofNshortNtandemNrepeatNexpansionsNandNtheirNmethylationNstateNwithNnanoporeNsequencingcN
NaturenBiotechnologyaN2019aNhlaNfilmbfimf 44.5 57

62 vnalysingNhumanNneuralNstemNcellNontogenyNbyNconsecutiveNisolationNofNNotchNactiveNneuralN
progenitorscNNaturenCommunicationsaN2015aNkaNkjee 17.4 51

61 NotchNinhibitionNallowsNoncogenebindependentNgenerationNofNiPSNcellscNNaturenChemicalnBiologyaN
2014aNfeaNkhgbkhn 11.7 48

60 PRxgNIsNRequiredNtoNMaintainNzxpressionNofNtheNMaternalN²tlgbRianbMirgNLocusNbyNPreventingNyeN
NovoNyNvNMethylationNinNMouseNzmbryonicNStemNxellscNCellnReportsaN2015aNfgaNfijkble 10.6 46

59 TheNuseNofNsmallNmoleculesNinNsomaticbcellNreprogrammingcNTrendsninnCellnBiologyaN2014aNgiaNflnbml 18.3 46

58 xrossbRegulationNbetweenNTyPbihNandNParaspecklesNPromotesNPluripotencybyifferentiationN
TransitioncNMolecularnCellaN2019aNliaNnjfbnkjcefh 17.6 45

57 ReducedNMzKNinhibitionNpreservesNgenomicNstabilityNinNnaiveNhumanNembryonicNstemNcellscNNaturen
MethodsaN2018aNfjaNlhgblie 21.6 44
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56 yUSPnNModulatesNyNvNγypomethylationNinN emaleNMouseNPluripotentNStemNxellscNCellnStemnCellaN
2017aNgeaNlekblfncel 18 43

55 TheNroadNaheadNinNgeneticsNandNgenomicscNNaturenReviewsnGeneticsaN2020aNgfaNjmfbjnk 30.1 43

54 vligningNSinglebxellNyevelopmentalNandNReprogrammingNTrajectoriesNIdentifiesNMolecularN
yeterminantsNofNMyogenicNReprogrammingNOutcomecNCellnSystemsaN2018aNlaNgjmbgkmceh 10.6 40

53 xorruptedNcoordinationNofNepigeneticNmodificationsNleadsNtoNdivergingNchromatinNstatesNandN
transcriptionalNheterogeneityNinNxLLcNNaturenCommunicationsaN2019aNfeaNfmli 17.4 38

52 UnblendingNofNTranscriptionalNxondensatesNinNγumanNRepeatNzxpansionNyiseasecNCellaN2020aNfmfaNfekgbfelncehe56.2 38

51 ZikaNVirusNvltersNyNvNMethylationNofNNeuralN²enesNinNanNOrganoidNModelNofNtheNyevelopingNγumanN
wraincNMSystemsaN2018aNhaN 7.6 37

50 TzTsNcompeteNwithNyNMThNactivityNinNpluripotentNcellsNatNthousandsNofNmethylatedNsomaticN
enhancerscNNaturenGeneticsaN2020aNjgaNmfnbmgl 36.3 36

49 yissectingNtheN unctionalNxonsequencesNofNyeNNovoNyNvNMethylationNyynamicsNinNγumanNMotorN
NeuronNyifferentiationNandNPhysiologycNCellnStemnCellaN2018aNggaNjjnbjlicen 18 36

48 vctivationNofNneuronalNgenesNviaNLINzbfNelementsNuponNglobalNyNvNdemethylationNinNhumanNneuralN
progenitorscNNaturenCommunicationsaN2019aNfeaNhfmg 17.4 36

47 TheNRNvNγelicaseNyyXkNxontrolsNxellularNPlasticityNbyNModulatingNPbwodyNγomeostasiscNCellnStemn
CellaN2019aNgjaNkggbkhmcefh 18 35

46 vgebNandNpregnancybassociatedNyNvNmethylationNchangesNinNmammaryNepithelialNcellscNStemnCelln
ReportsaN2015aNiaNgnlbhff 8 35

45 ProspectiveNIsolationNofNPoisedNiPSxNIntermediatesNRevealsNPrinciplesNofNxellularNReprogrammingcN
CellnStemnCellaN2018aNghaNgmnbhejcej 18 34

44 ²lobalNdelayNinNnascentNstrandNyNvNmethylationcNNaturenStructuralnandnMolecularnBiologyaN2018aNgjaNhglbhhg17.6 32

43 vnNIntermediateNPluripotentNStateNxontrolledNbyNMicroRNvsNIsNRequiredNforNtheNNaivebtobPrimedN
StemNxellNTransitioncNCellnStemnCellaN2018aNggaNmjfbmkicej 18 31

42 zpigeneticNregulatorNfunctionNthroughNmouseNgastrulationcNNatureaN2020aNjmiaNfegbfem 50.4 30

41 znablingNconsistencyNinNpluripotentNstemNcellbderivedNproductsNforNresearchNandNdevelopmentNandN
clinicalNapplicationsNthroughNmaterialNstandardscNStemnCellsnTranslationalnMedicineaN2015aNiaNgflbgh 6.9 29

40 vssociationNofNyNvNmethylationNinNtheNbrainNwithNageNinNolderNpersonsNisNconfoundedNbyNcommonN
neuropathologiescNInternationalnJournalnofnBiochemistrynandnCellnBiologyaN2015aNklaNjmbki 5.6 27

39 yifferentialNyNvNmethylationNofNvocalNandNfacialNanatomyNgenesNinNmodernNhumanscNNaturen
CommunicationsaN2020aNffaNffmn 17.4 27

(2020-2017)

5



38 TranscriptionalNandNxhromatinNyynamicsNofNMuscleNRegenerationNafterNSevereNTraumacNStemnCelln
ReportsaN2016aNlaNnmhbnnl 8 26

37 vNxLKhbγM²vgNvlternativeNSplicingNvxisNImpactsNγumanNγematopoieticNStemNxellNMolecularN
IdentityNthroughoutNyevelopmentcNCellnStemnCellaN2018aNggaNjljbjmmcel 18 24

36 XNxhromosomeNyosageNInfluencesNyNvNMethylationNyynamicsNduringNReprogrammingNtoNMouseN
iPSxscNStemnCellnReportsaN2018aNfeaNfjhlbfjje 8 24

35 yerivationNandNmanipulationNofNmurineNembryonicNstemNcellscNMethodsninnMolecularnBiologyaN2009aN
imgaNhbfn 1.4 22

34 InducibleNhistoneNKbtobMNmutationsNareNdynamicNtoolsNtoNprobeNtheNphysiologicalNroleNofN
sitebspecificNhistoneNmethylationNinNvitroNandNinNvivocNNaturenCellnBiologyaN2019aNgfaNfiinbfikf 23.4 21

33 ynmtfNhasNdeNnovoNactivityNtargetedNtoNtransposableNelementscNNaturenStructuralnandnMolecularn
BiologyaN2021aNgmaNjnibkeh 17.6 21

32 IdentificationNofNdistinctNlociNforNdeNnovoNyNvNmethylationNbyNyNMThvNandNyNMThwNduringN
mammalianNdevelopmentcNNaturenCommunicationsaN2020aNffaNhfnn 17.4 19

31 xhromatinbdependentNallostericNregulationNofNyNMThvNactivityNbyNMexPgcNNucleicnAcidsnResearchaN
2018aNikaNneiibnejk 20.1 19

30 TheNsimplestNexplanationoNpassiveNyNvNdemethylationNinNP²xscNEMBOnJournalaN2013aNhgaNhfmbgf 13 17

29 TargetedNbisulfiteNsequencingNofNtheNdynamicNyNvNmethylomecNEpigeneticsnandnChromatinaN2016aNnaNjj 5.8 17

28 zpigeneticNpredispositionNtoNreprogrammingNfatesNinNsomaticNcellscNEMBOnReportsaN2015aNfkaNhlebm 6.5 16

27 TargetsNandNgenomicNconstraintsNofNectopicNynmthbNexpressioncNELifeaN2018aNlaN 8.9 16

26 NetrinbfNpromotesNnaiveNpluripotencyNthroughNNeofNandNUncjbNcobregulationNofNWntNandNMvPKN
signallingcNNaturenCellnBiologyaN2020aNggaNhmnbiee 23.4 13

25 InNvivoNMonitoringNofNTranscriptionalNyynamicsNvfterNLowerbLimbNMuscleNInjuryNznablesN
QuantitativeNxlassificationNofNγealingcNScientificnReportsaN2015aNjaNfhmmj 4.9 13

24 In´ VivoNandNin´ vitroNdynamicsNofNundifferentiatedNembryonicNcellNtranscriptionNfactorNfcNStemnCelln
ReportsaN2014aNgaNgijbjg 8 9

23 InNvivoNandNdeletionNelucidatesNrolesNforNautosomalNgeneNregulationcNELifeaN2019aNmaN 8.9 9

22 MouseNembryonicNstemNcellsNselfborganizeNintoNtrunkblikeNstructuresNwithNneuralNtubeNandNsomites 8

21 xellbspecificNtranscriptionalNcontrolNofNmitochondrialNmetabolismNbyNTI f˛‡NdrivesNerythropoiesiscN
ScienceaN2021aNhlgaNlfkblgf 33.3 8
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20 xomparativeNgenomicNanalysisNofNembryonicaNlineagebconvertedNandNstemNcellbderivedNmotorN
neuronscNDevelopmentnwCambridgeyaN2018aNfijaN 6.6 8

19 ²uidingNyNvNmethylationcNCellnStemnCellaN2011aNnaNhmmbne 18 7

18 SmartbRRwSNforNsinglebcellNmethylomeNandNtranscriptomeNanalysiscNNaturenProtocolsaN2021aNfkaNieeibiehe18.8 7

17 PreneoplasticNvlterationsNyefineNxLLNyNvNMethylomeNandNPersistNthroughNyiseaseNProgressionNandN
TherapycNBloodnCancernDiscoveryaN2021aNgaNjibkn 7 6

16 LossNofNyNvNmethyltransferaseNactivityNinNprimedNhumanNzSNcellsNtriggersNincreasedNcellbcellN
variabilityNandNtranscriptionalNrepressioncNDevelopmentnwCambridgeyaN2019aNfikaN 6.6 5

15 yiverseNepigeneticNmechanismsNmaintainNparentalNimprintsNwithinNtheNembryonicNandN
extraembryonicNlineagescNDevelopmentalnCellaN2021aNjkaNgnnjbheejcei 10.2 4

14 xhromatinbstateNbarriersNenforceNanNirreversibleNmammalianNcellNfateNdecisioncNCellnReportsaN2021aN
hlaNfennkl 10.6 4

13 SystematicNprofilingNofNyNMThvNvariantsNrevealsNproteinNinstabilityNmediatedNbyNtheNyxv mNzhN
ubiquitinNligaseNadaptorcNCancernDiscoveryaN2021aN 24.4 4

12 yifferentialNregulationNofNOxTiNtargetsNfacilitatesNreacquisitionNofNpluripotencycNNaturen
CommunicationsaN2019aNfeaNiiii 17.4 2

11 NanopypeoNaNmodularNandNscalableNnanoporeNdataNprocessingNpipelinecNBioinformaticsaN2019aNhjaNillebillg7.2 2

10 TheNxLLbffeeNProjectoNTowardsNxompleteN²enomicNxharacterizationNandNImprovedNPrognosticsNforN
xLLcNBloodaN2020aNfhkaNhbi 2.2 2

9 IntegrationNofNγibxNandNNanoporeNSequencingNforNStructuralNVariantNvnalysisNinNvMLNwithNaNxomplexN
KaryotypeoNVxhromothripsisW´†cNBloodaN2020aNfhkaNgmbgm 2.2 2

8 TopologicalNisolationNofNdevelopmentalNregulatorsNinNmammalianNgenomescNNaturenCommunicationsaN
2021aNfgaNimnl 17.4 2

7 zmergenceNandNpatterningNdynamicsNofNmousebdefinitiveNendodermccNIScienceaN2022aNgjaNfehjjk 6.1 1

6 vctivationNofNNotchNandNMycNsignalingNviaNwNcellbrestrictedNdepletionNofNynmthaNgeneratesNaN
consistentNmurineNmodelNofNchronicNlymphocyticNleukemiacNCancernResearchaN2021aN 10.1 1

5 γypoxiaNinducesNaNtranscriptionalNearlyNprimitiveNstreakNsignatureNinNpluripotentNcellsNenhancingN
spontaneousNelongationNandNlineageNrepresentationNinNgastruloids 1

4 ²enerationNofNMouseNPluripotentNStemNxellbderivedNTrunkblikeNStructuresoNvnNModelNofN
PostbimplantationNzmbryogenesiscNBio-protocolaN2021aNffaNeieig 0.9 1

3 RobustNyiscoveryNofNxandidateNyNvNMethylationNxancerNyriverscNBloodaN2020aNfhkaNhhbhi 2.2

(2020-2018)
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2 wNxellbRestrictedNyepletionNofNynmthaNvctivatesNNotchNSignalingNandNxausesNxhronicNLymphocyticN
LeukemiacNBloodaN2021aNfhmaNginbgin 2.2

1 yecipheringNtheNRoleNofNLocallyNyisorderedNyNvNMethylationNonNxLLNyevelopmentNInNVivocNBloodaN
2019aNfhiaNflhlbflhl 2.2
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