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m Paper IF Citations

247 xxtensionMofMtheMbayesianMalphabetMforMgenomicMselectionaMBMCgBioinformaticsYM2011YMdeYMdki 3.6 672

246 weregressingMestimatedMbreedingMvaluesMandMweightingMinformationMforMgenomicMregressionM
analysesaMGeneticsgSelectiongEvolutionYM2009YMgdYMhh 4.9 402

245 tccuracyMofMgenomicMselectionMmethodsMinMaMstandardMdataMsetMofMloblollyMpineMUPinusMtaedaM–aVaM
GeneticsYM2012YMdlcYMdhcfZdc 4 266

244 zenomicMu–UPMdecodedmMaMlookMintoMtheMblackMboxMofMgenomicMpredictionaMGeneticsYM2013YMdlgYMhljZicj 4 194

243 zenomicMpredictionMofMsimulatedMmultibreedMandMpurebredMperformanceMusingMobservedMfiftyM
thousandMsingleMnucleotideMpolymorphismMgenotypesaMJournalgofgAnimalgScienceYM2010YMkkYMhggZhd 0.7 179

242 TechnicalMnotemMwerivationMofMequivalentMcomputingMalgorithmsMforMgenomicMpredictionsMandM
reliabilitiesMofManimalMmeritaMJournalgofgDairygScienceYM2009YMleYMeljdZh 4 161

241 tccuraciesMofMgenomicMbreedingMvaluesMinMtmericanMtngusMbeefMcattleMusingM”ZmeansMclusteringMforM
crossZvalidationaMGeneticsgSelectiongEvolutionYM2011YMgfYMgc 4.9 153

240 zenomeZwideMassociationMstudyMidentifiesM–ociMforMbodyMcompositionMandMstructuralMsoundnessM
traitsMinMpigsaMPLoSgONEYM2011YMiYMedgjei 3.7 149

239  etaZanalysisMofMgenomeZwideMassociationMstudiesMforMcattleMstatureMidentifiesMcommonMgenesMthatM
regulateMbodyMsizeMinMmammalsaMNaturegGeneticsYM2018YMhcYMfieZfij 36.3 139

238 –argeZeffectMpleiotropicMorMcloselyMlinkedMQT–MsegregateMwithinMandMacrossMtenMUSMcattleMbreedsaM
BMCgGenomicsYM2014YMdhYMgge 4.5 124

237 xvidenceMforMaMmajorMQT–MassociatedMwithMhostMresponseMtoMporcineMreproductiveMandMrespiratoryM
syndromeMvirusMchallengeaMJournalgofgAnimalgScienceYM2012YMlcYMdjffZgi 0.7 118

236 tMwholeZgenomeMassociationMstudyMforMpigMreproductiveMtraitsaMAnimalgGeneticsYM2012YMgfYMdkZei 2.5 112

235 ureedingMvalueMpredictionMforMproductionMtraitsMinMlayerMchickensMusingMpedigreeMorMgenomicM
relationshipsMinMaMreducedManimalMmodelaMGeneticsgSelectiongEvolutionYM2011YMgfYMh 4.9 104

234 tMclassMofMuayesianMmethodsMtoMcombineMlargeMnumbersMofMgenotypedMandMnonZgenotypedManimalsM
forMwholeZgenomeManalysesaMGeneticsgSelectiongEvolutionYM2014YMgiYMhc 4.9 92

233 βovelMgenomicMapproachesMunravelMgeneticMarchitectureMofMcomplexMtraitsMinMappleaMBMCgGenomicsYM
2013YMdgYMflf 4.5 89

232 uayesianMmethodsMappliedMtoMzWtSaMMethodsgingMoleculargBiologyYM2013YMdcdlYMefjZjg 1.4 89

231 zenomeZwideMassociationMstudyMforMfeedMefficiencyMandMgrowthMtraitsMinMUaSaMbeefMcattleaMBMCg
GenomicsYM2017YMdkYMfki 4.5 86
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230 WholeMzenomeMtssociationMStudiesMofMResidualMyeedMIntakeMandMRelatedMTraitsMinMtheMPigaMPLoSgONEYM
2013YMkYMeidjhi 3.7 81

229 InfluenceMofMfreeZstallMbaseMonMtarsalMjointMlesionsMandMhygieneMinMdairyMcowsaMJournalgofgDairygScience
YM2007YMlcYMfhhlZii 4 81

228 zenomeZwideMassociationManalysisMandMgeneticMarchitectureMofMeggMweightMandMeggMuniformityMinM
layerMchickensaMAnimalgGeneticsYM2012YMgfMSupplMdYMkjZli 2.5 76

227 zenomeZwideMassociationMstudyMforMintramuscularMfatMdepositionMandMcompositionMinMβelloreMcattleaM
BMCgGeneticsYM2014YMdhYMfl 2.6 73

226 PersistenceMofMaccuracyMofMgenomicMestimatedMbreedingMvaluesMoverMgenerationsMinMlayerMchickensaM
GeneticsgSelectiongEvolutionYM2011YMgfYMef 4.9 73

225 yunctionallyMreciprocalMmutationsMofMtheMprolactinMsignallingMpathwayMdefineMhairyMandMslickMcattleaM
NaturegCommunicationsYM2014YMhYMhkid 17.4 72

224 ImplementingMaMQT–MdetectionMstudyMUzWtSVMusingMgenomicMpredictionMmethodologyaMMethodsging
MoleculargBiologyYM2013YMdcdlYMejhZlk 1.4 72

223 uayesianMgenomeZwideMassociationManalysisMofMgrowthMandMyearlingMultrasoundMmeasuresMofMcarcassM
traitsMinMurangusMheifersaMJournalgofgAnimalgScienceYM2012YMlcYMfflkZfgcl 0.7 69

222 ProfitabilitiesMofMsomeMmatingMsystemsMforMdairyMherdsMinMβewMZealandaMJournalgofgDairygScienceYM
2000YMkfYMdggZhf 4 68

221 TheMnatureYMscopeMandMimpactMofMgenomicMpredictionMinMbeefMcattleMinMtheMUnitedMStatesaMGeneticsg
SelectiongEvolutionYM2011YMgfYMdj 4.9 66

220 zenomicMselectionMofMpurebredManimalsMforMcrossbredMperformanceMinMtheMpresenceMofMdominantM
geneMactionaMGeneticsgSelectiongEvolutionYM2013YMghYMdd 4.9 65

219 WholeZgenomeMassociationManalysesMforMlifetimeMreproductiveMtraitsMinMtheMpigaMJournalgofgAnimalg
ScienceYM2011YMklYMlkkZlh 0.7 63

218 vorrectionMforMaminoMacidMlossMduringMacidMhydrolysisMofMaMpurifiedMproteinaMAnalyticalgBiochemistryYM
1996YMefiYMdllZecj 3.1 63

217 QT–sMassociatedMwithMdryMmatterMintakeYMmetabolicMmidZtestMweightYMgrowthMandMfeedMefficiencyM
haveMlittleMoverlapMacrossMgMbeefMcattleMstudiesaMBMCgGenomicsYM2014YMdhYMdccg 4.5 59

216 tccuracyMofMdirectMgenomicMbreedingMvaluesMforMnationallyMevaluatedMtraitsMinMUSM–imousinMandM
SimmentalMbeefMcattleaMGeneticsgSelectiongEvolutionYM2012YMggYMfk 4.9 56

215
ValidationMandMfurtherMcharacterizationMofMaMmajorMquantitativeMtraitMlocusMassociatedMwithMhostM
responseMtoMexperimentalMinfectionMwithMporcineMreproductiveMandMrespiratoryMsyndromeMvirusaM
AnimalgGeneticsYM2014YMghYMgkZhk

2.5 53

214 IdentificationMofMgenomicMregionsMassociatedMwithMfeedMefficiencyMinMβeloreMcattleaMBMCgGeneticsYM
2014YMdhYMdcc 2.6 52

213 zenomeZwideMassociationMandMpredictionMofMdirectMgenomicMbreedingMvaluesMforMcompositionMofM
fattyMacidsMinMtngusMbeefMcattleaMBMCgGenomicsYM2013YMdgYMjfc 4.5 51

(2013-2013)

3



212 HeritabilityMandMuayesianMgenomeZwideMassociationMstudyMofMfirstMserviceMconceptionMandMpregnancyM
inMurangusMheifersaMJournalgofgAnimalgScienceYM2013YMldYMichZde 0.7 51

211 zenomeZwideMassociationMstudyMforMeggMproductionMandMqualityMinMlayerMchickensaMJournalgofgAnimalg
BreedinggandgGeneticsYM2014YMdfdYMdjfZke 2.9 50

210
TheMeffectMofMfoodMdryMmatterMintakeMonMendogenousMilealMaminoMacidMexcretionMdeterminedMunderM
peptideMalimentationMinMtheMhcMkgMliveweightMpigaMJournalgofgthegSciencegofgFoodgandgAgricultureYM
1993YMieYMefhZegf

4.3 46

209 tspectsMofMSelectionMforMPerformanceMinMSeveralMxnvironmentsMwithMHeterogeneousMVariancesaM
JournalgofgAnimalgScienceYM1987YMihYMgclZged 0.7 46

208 ResponseMandMinbreedingMfromMaMgenomicMselectionMexperimentMinMlayerMchickensaMGeneticsgSelectiong
EvolutionYM2015YMgjYMhl 4.9 44

207 zenomicMbreedingMvalueMpredictionMandMQT–MmappingMofMQT– tSecdcMdataMusingMuayesianM
 ethodsaMBMCgProceedingsYM2011YMhMSupplMfYMSdf 2.3 43

206 uayesianMgenomeZwideMassociationManalysisMofMgrowthMandMyearlingMultrasoundMmeasuresMofMcarcassM
traitsMinMurangusMheifersaMJournalgofgAnimalgScienceYM2012YMlcYMfflkZgcl 0.7 43

205 VarianceMheterogeneityMinMdirectMandMmaternalMweightMtraitsMbyMsexMandMpercentMpurebredMforM
SimmentalZsiredMcalvesaMJournalgofgAnimalgScienceYM1989YMijYMehdhZek 0.7 42

204 tMnovelMnonsenseMmutationMinMtheMw PdMgeneMidentifiedMbyMaMgenomeZwideMassociationMstudyMisM
responsibleMforMinheritedMricketsMinMvorriedaleMsheepaMPLoSgONEYM2011YMiYMeedjfl 3.7 40

203 wβtZbasedMpaternityManalysisMandMgeneticMevaluationMinMaMlargeYMcommercialMcattleMranchMsettingaM
JournalgofgAnimalgScienceYM2007YMkhYMfdhlZil 0.7 40

202 vomparisonMofMmolecularMbreedingMvaluesMbasedMonMwithinZMandMacrossZbreedMtrainingMinMbeefMcattleaM
GeneticsgSelectiongEvolutionYM2013YMghYMfc 4.9 39

201
tssociationMofMpolymorphismsMinMsoluteMcarrierMfamilyMejYMisoformMtiMUS–vejtiVMandMfattyM
acidZbindingMproteinZfMandMfattyMacidZbindingMproteinZgMUytuPfMandMytuPgVMwithMfattyMacidM
compositionMofMbovineMmilkaMJournalgofgDairygScienceYM2013YMliYMiccjZed

4 38

200 TrendsMinMmilkMproductionYMcalvingMrateMandMsurvivalMofMcowsMinMdgMIrishMdairyMherdsMasMaMresultMofMtheM
introgressionMofMHolsteinZyriesianMgenesaMAnimalgScienceYM2006YMkeYMgefZgff 38

199 tnMUpperMuoundMforMtccuracyMofMPredictionMUsingMzu–UPaMPLoSgONEYM2016YMddYMecdidchg 3.7 38

198 xvaluationMofMvariantMidentificationMmethodsMforMwholeMgenomeMsequencingMdataMinMdairyMcattleaM
BMCgGenomicsYM2014YMdhYMlgk 4.5 37

197 tccuraciesMofMdirectMgenomicMbreedingMvaluesMinMHerefordMbeefMcattleMusingMnationalMorMinternationalM
trainingMpopulationsaMJournalgofgAnimalgScienceYM2013YMldYMdhfkZhd 0.7 37

196 InheritanceMofMpulmonaryMarterialMpressureMinMtngusMcattleMandMitsMcorrelationMwithMgrowthaMJournalg
ofgAnimalgScienceYM2008YMkiYMkdhZl 0.7 37

195 vomputationalMstrategiesMforMalternativeMsingleZstepMuayesianMregressionMmodelsMwithMlargeM
numbersMofMgenotypedMandMnonZgenotypedManimalsaMGeneticsgSelectiongEvolutionYM2016YMgkYMli 4.9 37
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194 tpplicationMofMWholeZzenomeMPredictionM ethodsMforMzenomeZWideMtssociationMStudiesmMtM
uayesianMtpproachaMJournalgofgAgriculturalugBiologicalugandgEnvironmentalgStatisticsYM2017YMeeYMdjeZdlf 1.9 36

193 xfficientMstrategiesMforMleaveZoneZoutMcrossMvalidationMforMgenomicMbestMlinearMunbiasedMpredictionaM
JournalgofgAnimalgSciencegandgBiotechnologyYM2017YMkYMfk 6 35

192 vhangesMinMinbreedingMofMUaSaMHerefordsMduringMtheMtwentiethMcenturyaMJournalgofgAnimalgScienceYM
2005YMkfYMlleZdccd 0.7 35

191 zenomeZwideMassociationMstudyMofMinsectMbiteMhypersensitivityMinMtwoMhorseMpopulationsMinMtheM
βetherlandsaMGeneticsgSelectiongEvolutionYM2012YMggYMfd 4.9 34

190 wevelopmentMandMapplicationMofMaMprocessingMmodelMforMtheMIrishMdairyMindustryaMJournalgofgDairyg
ScienceYM2010YMlfYMhcldZdcc 4 34

189 yinancialMimplicationsMofMrecentMdeclinesMinMreproductionMandMsurvivalMofMHolsteinZyriesianMcowsMinM
springZcalvingMIrishMdairyMherdsaMAgriculturalgSystemsYM2006YMklYMdihZdkf 6.1 34

188 ImplementationMofMgenomicMselectionMinMtheMpoultryMindustryaMAnimalgFrontiersYM2016YMiYMefZfd 5.5 34

187 wevelopmentMandMimplementationMofMgenomicMpredictionsMinMbeefMcattleaMAnimalgFrontiersYM2016YMiYMfeZfk5.5 32

186 PopulationMstructureMandMgenomicMinbreedingMinMnineMSwissMdairyMcattleMpopulationsaMGeneticsg
SelectiongEvolutionYM2017YMglYMkf 4.9 32

185 xnvironmentalMsensitivityMinMβewMZealandMdairyMcattleaMJournalgofgDairygScienceYM2007YMlcYMdhfkZgj 4 32

184 zeneticMparametersMforMsensoryMtraitsMinMlongissimusMmuscleMandMtheirMassociationsMwithMtendernessYM
marblingMscoreYMandMintramuscularMfatMinMtngusMcattleaMJournalgofgAnimalgScienceYM2015YMlfYMedZj 0.7 31

183 yixedZlengthMhaplotypesMcanMimproveMgenomicMpredictionMaccuracyMinManMadmixedMdairyMcattleM
populationaMGeneticsgSelectiongEvolutionYM2017YMglYMhg 4.9 30

182 RecombinationMlocationsMandMratesMinMbeefMcattleMassessedMfromMparentZoffspringMpairsaMGeneticsg
SelectiongEvolutionYM2014YMgiYMfg 4.9 30

181 OvarZ hcZZovineMmajorMhistocompatibilityMcomplexmMroleMinMgeneticMresistanceMtoMdiseasesaMNewg
ZealandgVeterinarygJournalYM2006YMhgYMdhfZic 1.7 30

180 TOvarZ hcTMZMovineMmajorMhistocompatibilityMcomplexmMstructureMandMgeneMpolymorphismsaMGeneticsg
andgMoleculargResearchYM2006YMhYMhkdZick 1.2 30

179 zenomeZwideMpredictionMofMageMatMpubertyMandMreproductiveMlongevityMinMsowsaMAnimalgGeneticsYM
2013YMggYMfkjZlj 2.5 29

178 βetworkMtnalysisMRevealsMPutativeMzenesMtffectingM eatMQualityMinMtngusMvattleaMFrontiersging
GeneticsYM2017YMkYMdjd 4.5 29

177
zeneticMparametersMforMcarnitineYMcreatineYMcreatinineYMcarnosineYMandManserineMconcentrationMinM
longissimusMmuscleMandMtheirMassociationMwithMpalatabilityMtraitsMinMtngusMcattleaMJournalgofgAnimalg
ScienceYM2012YMlcYMgegkZhh

0.7 29
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176 vomparisonMofMuayesianMmodelsMtoMestimateMdirectMgenomicMvaluesMinMmultiZbreedMcommercialMbeefM
cattleaMGeneticsgSelectiongEvolutionYM2015YMgjYMef 4.9 28

175 ProducingMandMusingMgeneticMevaluationsMinMtheMUnitedMStatesMbeefMindustryMofMtodayaMJournalgofg
AnimalgScienceYM2009YMkjYMxddZk 0.7 28

174  ultipleZmarkerMmappingMofMwoodMdensityMlociMinManMoutbredMpedigreeMofMradiataMpineaMTheoreticalg
andgAppliedgGeneticsYM2000YMdccYMleiZlff 6 28

173 UtilisationMofMmarkerMassistedMselectionMinMaMcommercialMdairyMcowMpopulationaMLivestockgScienceYM
1997YMgjYMdflZdgj 27

172 zenomeZwideMassociationMstudiesMofMfertilityMandMcalvingMtraitsMinMurownMSwissMcattleMusingMimputedM
wholeZgenomeMsequencesaMBMCgGenomicsYM2017YMdkYMldc 4.5 26

171 xffectsMofMageMatMslaughterMandMsireMgenotypeMonMfatnessYMmuscularityYMandMtheMqualityMofMmeatMfromM
ramMlambsMbornMtoMRomneyMewesaMNewgZealandgJournalgofgAgriculturalgResearchYM2002YMghYMjjZki 1.9 26

170 zeneticMparametersMforMconcentrationsMofMmineralsMinMlongissimusMmuscleMandMtheirMassociationsM
withMpalatabilityMtraitsMinMtngusMcattleaMJournalgofgAnimalgScienceYM2013YMldYMdcijZjh 0.7 25

169 xffectMofMliveMweightMandMdifferingMeconomicMvaluesMonMresponsesMtoMselectionMforMmilkMfatYMproteinYM
volumeYMandMliveMweightaMJournalgofgDairygScienceYM1997YMkcYMehhjZie 4 25

168 vomparisonMofMalternativeMapproachesMtoMsingleZtraitMgenomicMpredictionMusingMgenotypedMandM
nonZgenotypedMHanwooMbeefMcattleaMGeneticsgSelectiongEvolutionYM2017YMglYMe 4.9 24

167 SingleMnucleotideMvariantsMandMInwelsMidentifiedMfromMwholeZgenomeMreZsequencingMofMzuzeratYMzyrYM
zirolandoMandMHolsteinMcattleMbreedsaMPLoSgONEYM2017YMdeYMecdjflhg 3.7 24

166 zenomicMPredictionMfromM ultipleZTraitMuayesianMRegressionM ethodsMUsingM ixtureMPriorsaM
GeneticsYM2018YMeclYMklZdcf 4 24

165 xffectsMofMcalvingMageYMbreedMfractionMandMmonthMofMcalvingMonMcalvingMintervalMandMsurvivalMacrossM
paritiesMinMIrishMspringZcalvingMdairyMcowsaMLivestockgScienceYM2006YMdccYMediZefc 1.7 24

164 UtilisationMofMgeneticMvariationMbyMmarkerMassistedMselectionMinMcommercialMdairyMcattleMpopulationsaM
LivestockgScienceYM1999YMhlYMhdZic 24

163 tMmissenseMmutationMinMtzTPuPdMwasMidentifiedMinMsheepMwithMaMlowerMmotorMneuronMdiseaseaM
HeredityYM2012YMdclYMdhiZie 3.6 23

162 PossibleMeffectsMofMehMyearsMofMselectionMandMcrossbreedingMonMtheMgeneticMmeritMandMproductivityMofM
βewMZealandMdairyMcattleaMJournalgofgDairygScienceYM2000YMkfYMdhgZif 4 23

161 zeneticMdiversityMandMpopulationMstructureMofMtmericanMRedMtngusMcattleaMJournalgofgAnimalgScienceYM
2010YMkkYMhlZik 0.7 22

160 ShortMcommunicationmMxffectMofMenvironmentMonMtheMexpressionMofMbreedMandMheterosisMeffectsMforM
productionMtraitsaMJournalgofgDairygScienceYM2007YMlcYMdhgkZhf 4 22

159 ShortMcommunicationmMquantitativeMtraitMlociManalysisMonMdjMnonproductionMtraitsMinMtheMβewMZealandM
dairyMpopulationaMJournalgofgDairygScienceYM1999YMkeYMehdgZi 4 22
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158 tMfastMx MalgorithmMforMuayestZlikeMpredictionMofMgenomicMbreedingMvaluesaMPLoSgONEYM2012YMjYMegldhj 3.7 22

157 PedigreeMandMgenomicManalysesMofMfeedMconsumptionMandMresidualMfeedMintakeMinMlayingMhensaM
PoultrygScienceYM2013YMleYMeejcZh 3.9 21

156 tccuracyMofMgenomicMpredictionMusingManMevenlyMspacedYMlowZdensityMsingleMnucleotideM
polymorphismMpanelMinMbroilerMchickensaMPoultrygScienceYM2013YMleYMdjdeZef 3.9 21

155 IdentificationMofMbreedingMobjectivesMusingMaMbioeconomicMmodelMforMaMbeefMcattleMproductionM
systemMinMUruguayaMLivestockgScienceYM2014YMdicYMedZek 1.7 21

154 ureedingMobjectivesMforMthreeMsilviculturalMregimesMofMradiataMpineaMCanadiangJournalgofgForestg
ResearchYM2001YMfdYMihgZiie 1.9 21

153 zenomicMstudyMandM edicalMSubjectMHeadingsMenrichmentManalysisMofMearlyMpregnancyMrateMandM
antralMfollicleMnumbersMinMβeloreMheifersaMJournalgofgAnimalgScienceYM2017YMlhYMgjliZgkde 0.7 20

152 InMaMshakeMofMaMlambTsMtailmMusingMgenomicsMtoMunravelMaMcauseMofMchondrodysplasiaMinMTexelMsheepaM
AnimalgGeneticsYM2012YMgfMSupplMdYMlZdk 2.5 20

151 tnMevaluationMofMcirculatingMbovineMviralMdiarrheaMvirusMtypeMeMmaternalMantibodyMlevelMandMresponseM
toMvaccinationMinMtngusMcalvesaMJournalgofgAnimalgScienceYM2013YMldYMgggcZhc 0.7 20

150 tMfastMandMefficientMzibbsMsamplerMforMuayesuMinMwholeZgenomeManalysesaMGeneticsgSelectiong
EvolutionYM2015YMgjYMkc 4.9 19

149 zenomeZwideMassociationMstudyMofMtemperamentMandMtendernessMusingMdifferentMuayesianM
approachesMinMaMβelloreâ��tngusMcrossbredMpopulationaMLivestockgScienceYM2014YMdidYMdjZej 1.7 19

148 zeneticMandMeconomicMresponsesMforMwithinZfamilyMmarkerZassistedMselectionMinMdairyMcattleM
breedingMschemesaMJournalgofgDairygScienceYM1998YMkdYMelgeZhc 4 19

147 VarianceMmodellingMofMlongitudinalMheightMdataMfromMaMPinusMradiataMprogenyMtestaMCanadiangJournalg
ofgForestgResearchYM2000YMfcYMighZihg 1.9 19

146 HostMgeneticMinfluenceMonMpapillomavirusZinducedMtumorsMinMtheMhorseaMInternationalgJournalgofg
CancerYM2016YMdflYMjkgZle 7.5 19

145 ImpactMofMfittingMdominanceMandMadditiveMeffectsMonMaccuracyMofMgenomicMpredictionMofMbreedingM
valuesMinMlayersaMJournalgofgAnimalgBreedinggandgGeneticsYM2016YMdffYMffgZgi 2.9 18

144 zenomeZwideMassociationMstudyMofMgrowthMandMbodyMcompositionMtraitsMinMurangusMbeefMcattleaM
LivestockgScienceYM2016YMdkfYMgZdd 1.7 18

143 WholeMgenomeManalysisMofMinfectiousMbovineMkeratoconjunctivitisMinMtngusMcattleMusingMuayesianM
thresholdMmodelsaMBMCgProceedingsYM2011YMhMSupplMgYMSee 2.3 18

142  ilestonesMinMbeefMcattleMgeneticMevaluationaMJournalgofgAnimalgScienceYM2009YMkjYMxfZdc 0.7 18

141 IdentificationMofMputativeMregulatoryMregionsMandMtranscriptionMfactorsMassociatedMwithM
intramuscularMfatMcontentMtraitsaMBMCgGenomicsYM2018YMdlYMgll 4.5 17

(2018-2012)
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140 TheMevolutionMofMmethodologiesMforMgenomicMpredictionaMLivestockgScienceYM2014YMdiiYMdcZdk 1.7 17

139  aternalMeffectsMonMdocilityMinM–imousinMcattleaMJournalgofgAnimalgScienceYM2007YMkhYMihcZj 0.7 17

138 PredictingMbreedingMvaluesMandMaccuraciesMfromMgroupMinMcomparisonMtoMindividualMobservationsaM
JournalgofgAnimalgScienceYM2006YMkgYMkkZle 0.7 17

137 ParasitismMandMproductionMinMfleeceZweightZselectedMandMcontrolMsheepaMNewgZealandgJournalgofg
AgriculturalgResearchYM1995YMfkYMfkdZfkj 1.9 17

136  ixtureMmodelsMdetectMlargeMeffectMQT–MbetterMthanMzu–UPMandMresultMinMmoreMaccurateMandM
persistentMpredictionsaMJournalgofgAnimalgSciencegandgBiotechnologyYM2016YMjYMj 6 16

135 tnalysisMofMeggMproductionMinMlayerMchickensMusingMaMrandomMregressionMmodelMwithMgenomicM
relationshipsaMPoultrygScienceYM2013YMleYMdgkiZld 3.9 16

134 IntegrationMofMgenomeMwideMassociationMstudiesMandMwholeMgenomeMsequencingMprovidesMnovelM
insightsMintoMfatMdepositionMinMchickenaMScientificgReportsYM2018YMkYMdieee 4.9 16

133 tMgenomeZwideMassociationMstudyMrevealsMnovelMgenomicMregionsMandMpositionalMcandidateMgenesMforM
fatMdepositionMinMbroilerMchickensaMBMCgGenomicsYM2018YMdlYMfjg 4.5 15

132 zenomeZwideMassociationMstudyMofMinfectiousMbovineMkeratoconjunctivitisMinMtngusMcattleaMBMCg
GeneticsYM2013YMdgYMef 2.6 15

131 zenomeZwideMassociationMstudyMforM arekTsMdiseaseMmortalityMinMlayerMchickensaMAviangDiseasesYM
2013YMhjYMflhZgcc 1.6 15

130 TheMtccuracyMandMuiasMofMSingleZStepMzenomicMPredictionMforMPopulationsMUnderMSelectionaMG3:g
GenesugGenomesugGeneticsYM2017YMjYMeikhZeilg 3.2 15

129 SterolMregulatoryMelementMbindingMtranscriptionMfactorMdMUSRxuydVMpolymorphismMandMmilkMfattyMacidM
compositionaMJournalgofgDairygScienceYM2013YMliYMeichZeidi 4 15

128 InheritanceMofMadultMvelvetMantlerMweightsMandMliveMweightsMinMfarmedMredMdeeraMLivestockgScienceYM
1997YMglYMekjZelh 15

127 xffectsMofMselectionMandMcrossbreedingMstrategiesMonMindustryMprofitMinMtheMβewMZealandMdairyM
industryaMJournalgofgDairygScienceYM2000YMkfYMdigZje 4 15

126 tMytSZligandMvariantMassociatedMwithMautoimmuneMlymphoproliferativeMsyndromeMinMcatsaM
MammaliangGenomeYM2017YMekYMgjZhh 3.2 14

125  utationsMinMtheM”inesinZeM otorM”IyfuMvauseManMtutosomalZwominantMviliopathyaMAmericangJournalg
ofgHumangGeneticsYM2020YMdciYMklfZlcg 11 14

124 zenomicMbreedingMvalueMpredictionMandMQT–MmappingMofMQT– tSecddMdataMusingMuayesianMandM
zu–UPMmethodsaMBMCgProceedingsYM2012YMiMSupplMeYMSj 2.3 14

123 zeneticMparametersMandMgeneticMcorrelationsMamongMtriacylglycerolMandMphospholipidMfractionsMinM
tngusMcattleaMJournalgofgAnimalgScienceYM2015YMlfYMheeZk 0.7 14
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122 zenomeZwideMassociationManalysisMrevealsMQT–MandMcandidateMmutationsMinvolvedMinMwhiteMspottingM
inMcattleaMGeneticsgSelectiongEvolutionYM2019YMhdYMie 4.9 14

121 tnMefficientMexactMmethodMtoMobtainMzu–UPMandMsingleZstepMzu–UPMwhenMtheMgenomicMrelationshipM
matrixMisMsingularaMGeneticsgSelectiongEvolutionYM2016YMgkYMkc 4.9 13

120 XSimmMSimulationMofMwescendantsMfromMtncestorsMwithMSequenceMwataaMG3:gGenesugGenomesugGenetics
YM2015YMhYMdgdhZj 3.2 13

119 xstimatingMtheMimpactMofMsomaticMcellMcountMonMtheMvalueMofMmilkMutilisingMparametersMobtainedMfromM
theMpublishedMliteratureaMJournalgofgDairygResearchYM2014YMkdYMeefZfe 1.6 13

118 TheMxffectMofMvalfMzenderMonM ilkMProductionMinMSeasonalMvalvingMvowsMandMItsMImpactMonMzeneticM
xvaluationsaMPLoSgONEYM2016YMddYMecdhdefi 3.7 13
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