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The correlation of long non-coding RNAs IFNG-AS1 and ZEB2-AS1 with IFN-13 and ZEB-2 expression in
PBMCs and clinical features of patients with coronary artery disease. Molecular Biology Reports,
2022, 49, 3389-3399.

An update on autosomal recessive hearing loss and loci involved in it. Indian Journal of Otology, 0.2 o
2022, 28, 6. )

Designing a novel multid€‘epitope vaccine against Ebola virus using reverse vaccinology approach.
Scientific Reports, 2022, 12, 7757.

Design of a multi-epitope vaccine against cervical cancer using immunoinformatics approaches. 3.3 31
Scientific Reports, 2021, 11, 12397. :

Explorinﬁ SARS-COV-2 structural proteins to design a multi-epitope vaccine using immunoinformatics
approach: An in silico study. Computers in Biology and Medicine, 2021, 133, 104390.

Frequency of virulence-associated genotypes of Helicobacter pylori and their correlation with

clinical outcome and histological parameters in infected patients. Heliyon, 2021, 7, e07610. 3.2 2

<i>CJB2<[i>a€related hearing loss in central Iran: Review of the spectrum and frequency of gene
mutations. Annals of Human Genetics, 2020, 84, 107-113.

From genes polymorphisms to mucosal expression of cytokines: evaluating IL-23/IL-17 axis in adult

patients with gastritis. African Health Sciences, 2020, 20, 1452-1462. 0.7 1

Genetics of hereditary hearing loss in east Iran population: A systematic review of
&lt;i&gt;CJB2R&IL;[i&gt; mutations. Intractable and Rare Diseases Research, 2019, 8, 172-178.

Mutations in GJB2 as Major Causes of Autosomal Recessive Non-Syndromic Hearindg Loss: First Report
of ¢.299-300delAT Mutation in Kurdish Population of Iran. Journal of Audiology and Otology, 2019, 23, 0.8 26
20-26.

Update of spectrum c.35delG and c.&€23+1G&gt;A mutations on the <i>CJB2<[i> gene in individuals with
autosomal recessive nonsyndromic hearing loss. Annals of Human Genetics, 2019, 83, 1-10.

Genetics of Hearing Loss in North Iran Population: An Update of Spectrum and Frequency of GJB2 0.8 ;
Mutations. Journal of Audiology and Otology, 2019, 23, 175-180. )

Screening of 10 DFNB Loci Causing Autosomal Recessive Non-Syndromic Hearing Loss in Two Iranian
Populations Negative for Mutations. Iranian Journal of Public Health, 2019, 48, 1704-1713.

Up-regulated Th17 cell function is associated with increased peptic ulcer disease in Helicobacter

pylori -infection. Infection, Genetics and Evolution, 2018, 60, 117-125. 23 40

A novel variant of SLC26A4 and first report of the c.716T&gt;A variant in Iranian pedigrees with
non-syndromic sensorineural hearing loss. American Journal of Otolaryngology - Head and Neck
Medicine and Surgery, 2018, 39, 719-725.

Downregulated regulatory T cell function is associated with increased peptic ulcer in Helicobacter 9.9 49
pylori-infection. Microbial Pathogenesis, 2017, 110, 165-175. :

Role of Regulatory T-cells in Different Clinical Expressions of Helicobacter pylori Infection. Archives

of Medical Research, 2016, 47, 245-254.

Clinical relevance of Helicobacter pylori virulence factors in Iranian patients with gastrointestinal 9.9 28
diseases. Microbial Pathogenesis, 2016, 100, 154-162. :
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Altered Th17 Cytokine Expression in<i>Helicobacter pylori</i>Patients with TLR4 (D299G)

Polymorphism. Immunological Investigations, 2016, 45, 161-171.

Correlation Between Mucosal IL-6 mRNA Expression Level and Virulence Factors of Helicobacter pylori

in Iranian Adult Patients With Chronic Gastritis. Jundishapur Journal of Microbiology, 2015, 8, e21701. 05 16

Clinical immunology Mucosal interleukin-21 mRNA expression level is high in patients with
Helicobacter pylori and is associated with the severity of gastritis. Central-European Journal of
Immunology, 2015, 1, 61-67.

Comparative Immune Response in Children and Adults with<i>H. pylori</i>Infection. Journal of 9.9 56
Immunology Research, 2015, 2015, 1-6. ’

Frequency of virulence factors in Helicobacter pylori-infected patients with gastritis. Microbial
Pathogenesis, 2015, 80, 67-72.

The biological functions of IL-17 in different clinical expressions of Helicobacter pylori-infection. 9.9 65
Microbial Pathogenesis, 2015, 81, 33-38. :

The role of Th1 and Th17 cells in glomerulonephritis. Journal of Nephropathology, 2015, 4, 32-7.

Associations of a TLR4 single-nucleotide polymorphism with H.Apylori associated gastric diseases in
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Virulence factors of Helicobacter pylori vacA increase markedly gastric mucosal TGF-121 mRNA

expression in gastritis patients. Microbial Pathogenesis, 2014, 67-68, 1-7.

Association of the virulence factors of Helicobacter prlori and gastric mucosal interleukin-17/23 o7 2
mRNA expression in dyspeptic patients. EXCLI Journal, 2013, 12, 5-14. ’



