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l Paper IF Citations

173 vommonMvariantsMconferringMriskMofMschizophreniaaMNatureYM2009YMgicYMjggZj 50.4 1350

172 zenomeZwideMassociationManalysesMidentifyMggMriskMvariantsMandMrefineMtheMgeneticMarchitectureMofM
majorMdepressionaMNaturemGeneticsYM2018YMhcYMiikZikd 36.3 1301

171 wiscoveryMofMtheMfirstMgenomeZwideMsignificantMriskMlociMforMattentionMdeficitbhyperactivityMdisorderaM
NaturemGeneticsYM2019YMhdYMifZjh 36.3 826

170 vommonMschizophreniaMallelesMareMenrichedMinMmutationZintolerantMgenesMandMinMregionsMunderM
strongMbackgroundMselectionaMNaturemGeneticsYM2018YMhcYMfkdZfkl 36.3 787

169  dentificationMofMcommonMgeneticMriskMvariantsMforMautismMspectrumMdisorderaMNaturemGeneticsYM2019YM
hdYMgfdZggg 36.3 746

168 tnalysisMofMsharedMheritabilityMinMcommonMdisordersMofMtheMbrainaMScienceYM2018YMficYM 33.3 666

167 zenomeZwideMassociationMstudyMidentifiesMfcMlociMassociatedMwithMbipolarMdisorderaMNaturemGeneticsYM
2019YMhdYMjlfZkcf 36.3 662

166 LargeZScaleMxxomeMSequencingMStudyM mplicatesMuothMwevelopmentalMandMyunctionalMvhangesMinM
theMNeurobiologyMofMtutismaMCellYM2020YMdkcYMhikZhkgaeef 56.2 578

165 PsychiatricMzenomicsmMtnMUpdateMandManMtgendaaMAmericanmJournalmofmPsychiatryYM2018YMdjhYMdhZej 11.9 328

164 PolygenicMtransmissionMdisequilibriumMconfirmsMthatMcommonMandMrareMvariationMactMadditivelyMtoM
createMriskMforMautismMspectrumMdisordersaMNaturemGeneticsYM2017YMglYMljkZlkh 36.3 254

163 zeneticMriskMforMautismMspectrumMdisordersMandMneuropsychiatricMvariationMinMtheMgeneralM
populationaMNaturemGeneticsYM2016YMgkYMhheZh 36.3 238

162
PolygenicMRiskMScoreYMParentalMSocioeconomicMStatusYMyamilyM–istoryMofMPsychiatricMwisordersYMandM
theMRiskMforMSchizophreniamMtMwanishMPopulationZuasedMStudyMandMMetaZanalysisaMJAMAmPsychiatryYM
2015YMjeYMifhZgd

14.5 177

161  nternationalMmetaZanalysisMofMPTSwMgenomeZwideMassociationMstudiesMidentifiesMsexZMandM
ancestryZspecificMgeneticMriskMlociaMNaturemCommunicationsYM2019YMdcYMghhk 17.4 151

160 TheMiPSYv–ecdeMcaseZcohortMsamplemMnewMdirectionsMforMunravellingMgeneticMandMenvironmentalM
architecturesMofMsevereMmentalMdisordersaMMolecularmPsychiatryYM2018YMefYMiZdg 15.1 140

159 zenomeZwideMstudyMofMassociationMandMinteractionMwithMmaternalMcytomegalovirusMinfectionM
suggestsMnewMschizophreniaMlociaMMolecularmPsychiatryYM2014YMdlYMfehZff 15.1 133

158
zenomeZwideMtssociationMforMMajorMwepressionMThroughMtgeMatMOnsetMStratificationmMMajorM
wepressiveMwisorderMWorkingMzroupMofMtheMPsychiatricMzenomicsMvonsortiumaMBiologicalmPsychiatryYM
2017YMkdYMfehZffh

7.9 129

157 tMmajorMroleMforMcommonMgeneticMvariationMinManxietyMdisordersaMMolecularmPsychiatryYM2020YMehYMfeleZffcf15.1 114
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156 xxperimentalMvalidationMofMmethodsMforMdifferentialMgeneMexpressionManalysisMandMsampleMpoolingMinM
RNtZseqaMBMCmGenomicsYM2015YMdiYMhgk 4.5 106

155 tssociationMbetweenMMentalMwisordersMandMSubsequentMMedicalMvonditionsaMNewmEnglandmJournalmofm
MedicineYM2020YMfkeYMdjedZdjfd 59.2 103

154 zeneMexpressionMimputationMacrossMmultipleMbrainMregionsMprovidesMinsightsMintoMschizophreniaMriskaM
NaturemGeneticsYM2019YMhdYMihlZijg 36.3 99

153 tMgenomeZwideMassociationMstudyMofMsharedMriskMacrossMpsychiatricMdisordersMimplicatesMgeneM
regulationMduringMfetalMneurodevelopmentaMNaturemNeuroscienceYM2019YMeeYMfhfZfid 25.5 93

152 tMzeneticM nvestigationMofMSexMuiasMinMtheMPrevalenceMofMtttentionZweficitb–yperactivityMwisorderaM
BiologicalmPsychiatryYM2018YMkfYMdcggZdchf 7.9 93

151 SequencingMandMdeMnovoMassemblyMofMdhcMgenomesMfromMwenmarkMasMaMpopulationMreferenceaM
NatureYM2017YMhgkYMkjZld 50.4 87

150 zenomeZwideMassociationMstudyMofMmoreMthanMgcYcccMbipolarMdisorderMcasesMprovidesMnewMinsightsM
intoMtheMunderlyingMbiologyaMNaturemGeneticsYM2021YMhfYMkdjZkel 36.3 83

149 xndogenousMandMtntipsychoticZRelatedMRisksMforMwiabetesMMellitusMinMYoungMPeopleMWithM
SchizophreniamMtMwanishMPopulationZuasedMvohortMStudyaMAmericanmJournalmofmPsychiatryYM2017YMdjgYMikiZilg11.9 77

148 tSwMandMschizophreniaMshowMdistinctMdevelopmentalMprofilesMinMcommonMgeneticMoverlapMwithM
populationZbasedMsocialMcommunicationMdifficultiesaMMolecularmPsychiatryYM2018YMefYMeifZejc 15.1 69

147 zenomeZwideMmetaZanalysisMofMproblematicMalcoholMuseMinMgfhYhifMindividualsMyieldsMinsightsMintoM
biologyMandMrelationshipsMwithMotherMtraitsaMNaturemNeuroscienceYM2020YMefYMkclZkdk 25.5 69

146 vommonMvariantMatMdipddaeMconferringMriskMofMpsychosisaMMolecularmPsychiatryYM2014YMdlYMdckZdg 15.1 67

145 xvidenceMimplicatingMuRwdMwithMbrainMdevelopmentMandMsusceptibilityMtoMbothMschizophreniaMandM
bipolarMaffectiveMdisorderaMMolecularmPsychiatryYM2006YMddYMddeiZfk 15.1 65

144 zeneticMVariantsMtssociatedMWithMtnxietyMandMStressZRelatedMwisordersmMtMzenomeZWideM
tssociationMStudyMandMMouseZModelMStudyaMJAMAmPsychiatryYM2019YMjiYMlegZlfe 14.5 64

143 tutismMspectrumMdisorderMandMattentionMdeficitMhyperactivityMdisorderMhaveMaMsimilarMburdenMofMrareM
proteinZtruncatingMvariantsaMNaturemNeuroscienceYM2019YMeeYMdlidZdlih 25.5 64

142 zenomeZwideMassociationMstudyMimplicatesMv–RNteMinMcannabisMuseMdisorderaMNaturemNeuroscienceYM
2019YMeeYMdciiZdcjg 25.5 60

141 zenomeZwideMscansMusingMarchivedMneonatalMdriedMbloodMspotMsamplesaMBMCmGenomicsYM2009YMdcYMelj 4.5 60

140 QuantifyingMtheM mpactMofMRareMandMUltraZrareMvodingMVariationMacrossMtheMPhenotypicMSpectrumaM
AmericanmJournalmofmHumanmGeneticsYM2018YMdceYMdecgZdedd 11 59

139 xlevatedMpolygenicMburdenMforMautismMisMassociatedMwithMdifferentialMwNtMmethylationMatMbirthaM
GenomemMedicineYM2018YMdcYMdl 14.4 58

(2018-2015)
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138 RobustnessMofMgenomeZwideMscanningMusingMarchivedMdriedMbloodMspotMsamplesMasMaMwNtMsourceaM
BMCmGeneticsYM2011YMdeYMhk 2.6 58

137 zenomeZwideManalysesMofMselfZreportedMempathymMcorrelationsMwithMautismYMschizophreniaYMandM
anorexiaMnervosaaMTranslationalmPsychiatryYM2018YMkYMfh 8.6 55

136
PrevalenceMofMrearrangementsMinMtheMeeqddaeMregionMandMpopulationZbasedMriskMofMneuropsychiatricM
andMdevelopmentalMdisordersMinMaMwanishMpopulationmMaMcaseZcohortMstudyaMLancetmPsychiatry,theYM
2018YMhYMhjfZhkc

23.3 53

135 zeneticMinfluencesMonMeightMpsychiatricMdisordersMbasedMonMfamilyMdataMofMgMgckMigiMfullMandM
halfZsiblingsYMandMgeneticMdataMofMfffMjgkMcasesMandMcontrolsaMPsychologicalmMedicineYM2019YMglYMddiiZddjf6.9 52

134  nvestigatingMtheMassociationMbetweenMbodyMfatMandMdepressionMviaMMendelianMrandomizationaM
TranslationalmPsychiatryYM2019YMlYMdkg 8.6 45

133 –ighMloadingMofMpolygenicMriskMinMcasesMwithMchronicMschizophreniaaMMolecularmPsychiatryYM2016YMedYMlilZjg15.1 44

132 tMnewMlocusMforMSeckelMsyndromeMonMchromosomeMdkpddafdZqddaeaMEuropeanmJournalmofmHumanm
GeneticsYM2001YMlYMjhfZj 5.3 43

131 TwoMnovelMvariantsMinMtheMwOPtMdecarboxylaseMgenemMassociationMwithMbipolarMaffectiveMdisorderaM
MolecularmPsychiatryYM1999YMgYMhghZhd 15.1 43

130 tMlargeZscaleMgenomeZwideMassociationMstudyMmetaZanalysisMofMcannabisMuseMdisorderaMLancetm
Psychiatry,theYM2020YMjYMdcfeZdcgh 23.3 43

129 vubamMexploringMtheMhistoryMofMadmixtureMandMtheMgeneticMbasisMofMpigmentationMusingMautosomalM
andMuniparentalMmarkersaMPLoSmGeneticsYM2014YMdcYMedccggkk 6 42

128 SupportMofMassociationMbetweenMuRwdMandMbothMschizophreniaMandMbipolarMaffectiveMdisorderaM
AmericanmJournalmofmMedicalmGeneticsmPartmB:mNeuropsychiatricmGeneticsYM2010YMdhfuYMhkeZhld 3.5 42

127 SearchMforMcommonMhaplotypesMonMchromosomeMeeqMinMpatientsMwithMschizophreniaMorMbipolarM
disorderMfromMtheMyaroeM slandsaMAmericanmJournalmofmMedicalmGeneticsmPartmAYM2002YMddgYMeghZhe 38

126 zeneticMMarkersMofMtw–wZRelatedMVariationsMinM ntracranialMVolumeaMAmericanmJournalmofmPsychiatryYM
2019YMdjiYMeekZefk 11.9 36

125
SystematicM ntegrationMofMurainMeQTLMandMzWtSM dentifiesMZNyfefMasMaMNovelMSchizophreniaMRiskM
zeneMandMSuggestsMRecentMPositiveMSelectionMuasedMonMvompensatoryMtdvantageMonMPulmonaryM
yunctionaMSchizophreniamBulletinYM2015YMgdYMdelgZfck

1.3 36

124 SharedMgeneticMbackgroundMbetweenMchildrenMandMadultsMwithMattentionMdeficitbhyperactivityM
disorderaMNeuropsychopharmacologyYM2020YMghYMdidjZdiei 8.7 35

123  ntegratedMpathwayZbasedMapproachMidentifiesMassociationMbetweenMgenomicMregionsMatMvTvyMandM
vtvNueMandMschizophreniaaMPLoSmGeneticsYM2014YMdcYMedccgfgh 6 35

122 –umanMandMmouseMmitochondrialMorthologsMofMbacterialMvlpXaMMammalianmGenomeYM2000YMddYMkllZlch 3.2 35

121 tssignmentMofMtheMurokinaseZtypeMplasminogenMactivatorMreceptorMgeneMUPLtURVMtoMchromosomeM
dlqdfadZqdfaeaMAmericanmJournalmofmHumanmGeneticsYM1992YMhcYMgleZj 11 35
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120 MappingMgenomicMlociMimplicatesMgenesMandMsynapticMbiologyMinMschizophreniaaaMNatureYM2022YM 50.4 35

119 ReducedMneonatalMbrainZderivedMneurotrophicMfactorMisMassociatedMwithMautismMspectrumMdisordersaM
TranslationalmPsychiatryYM2019YMlYMehe 8.6 34

118 TheMoriginMofMtheMisolatedMpopulationMofMtheMyaroeM slandsMinvestigatedMusingMYMchromosomalM
markersaMHumanmGeneticsYM2004YMddhYMdlZek 6.3 33

117 vommonMriskMvariantsMidentifiedMinMautismMspectrumMdisorder 32

116  nfluenceMofMPolygenicMRiskMScoresMonMtheMtssociationMuetweenM nfectionsMandMSchizophreniaaM
BiologicalmPsychiatryYM2016YMkcYMiclZdi 7.9 31

115 SocialMandMnonZsocialMautismMsymptomsMandMtraitMdomainsMareMgeneticallyMdissociableaM
CommunicationsmBiologyYM2019YMeYMfek 6.7 30

114 xpigenomeZWideMtssociationMStudyMofMvognitiveMyunctioningMinMMiddleZtgedMMonozygoticMTwinsaM
FrontiersminmAgingmNeuroscienceYM2017YMlYMgdf 5.3 30

113 PossibleMparentZofZoriginMeffectMofMwopaMdecarboxylaseMinMsusceptibilityMtoMbipolarMaffectiveM
disorderM2003YMddjuYMdkZee 30

112 MetaZanalysisMofMheterogeneousMdataMsourcesMforMgenomeZscaleMidentificationMofMriskMgenesMinM
complexMphenotypesaMGeneticmEpidemiologyYM2011YMfhYMfdkZfe 2.6 28

111 wopaMdecarboxylaseMgenotypesMmayMinfluenceMageMatMonsetMofMschizophreniaaMMolecularmPsychiatryYM
2001YMiYMjdeZj 15.1 28

110 zenomeZwideMassociationMstudyMidentifiesMfcMLociMtssociatedMwithMuipolarMwisorder 28

109 zenomeZwideMwNtMmethylationMprofilingMwithMMew PZseqMusingMarchivedMdriedMbloodMspotsaMClinicalm
EpigeneticsYM2016YMkYMkd 7.7 27

108 tttentionZdeficitbhyperactivityMdisorderMandMlifetimeMcannabisMusemMgeneticMoverlapMandMcausalityaM
MolecularmPsychiatryYM2020YMehYMeglfZehcf 15.1 26

107 xpigenomeZwideMassociationMstudyMofMdepressionMsymptomatologyMinMelderlyMmonozygoticMtwinsaM
TranslationalmPsychiatryYM2019YMlYMedg 8.6 25

106  dentificationMofMtheMuRwdMinteractionMnetworkMandMitsMimpactMonMmentalMdisorderMriskaMGenomem
MedicineYM2016YMkYMhf 14.4 23

105  nvestigatingMcausalityMbetweenMliabilityMtoMtw–wMandMsubstanceMuseYMandMliabilityMtoMsubstanceMuseM
andMtw–wMriskYMusingMMendelianMrandomizationaMAddictionmBiologyYM2021YMeiYMedekgl 4.6 22

104 uloodMwNtMmethylationMageMisMnotMassociatedMwithMcognitiveMfunctioningMinMmiddleZagedM
monozygoticMtwinsaMNeurobiologymofmAgingYM2017YMhcYMicZif 5.6 21

103 tssociationMofMtheMpolygenicMriskMscoreMforMschizophreniaMwithMmortalityMandMsuicidalMbehaviorMZMtM
wanishMpopulationZbasedMstudyaMSchizophreniamResearchYM2017YMdkgYMdeeZdej 3.6 21

(2017-2022)
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102 VariantsMinMtheMfetalMgenomeMnearMproZinflammatoryMcytokineMgenesMonMeqdfMassociateMwithM
gestationalMdurationaMNaturemCommunicationsYM2019YMdcYMflej 17.4 21

101 LargeZscaleMexomeMsequencingMstudyMimplicatesMbothMdevelopmentalMandMfunctionalMchangesMinMtheM
neurobiologyMofMautism 21

100
 mmunityMandMmentalMillnessmMfindingsMfromMaMwanishMpopulationZbasedMimmunogeneticMstudyMofM
sevenMpsychiatricMandMneurodevelopmentalMdisordersaMEuropeanmJournalmofmHumanmGeneticsYM2019YM
ejYMdgghZdghh

5.3 20

99 PolygenicMRiskMandMProgressionMtoMuipolarMorMPsychoticMwisordersMtmongM ndividualsMwiagnosedM
WithMUnipolarMwepressionMinMxarlyMLifeaMAmericanmJournalmofmPsychiatryYM2020YMdjjYMlfiZlgf 11.9 20

98 zeneticManalysesMidentifyMwidespreadMsexZdifferentialMparticipationMbiasaMNaturemGeneticsYM2021YMhfYMiifZijd36.3 20

97 tMlargeZscaleMgenomicMinvestigationMofMsusceptibilityMtoMinfectionMandMitsMassociationMwithMmentalM
disordersMinMtheMwanishMpopulationaMTranslationalmPsychiatryYM2019YMlYMekf 8.6 19

96 wisentanglingMpolygenicMassociationsMbetweenMattentionZdeficitbhyperactivityMdisorderYMeducationalM
attainmentYMliteracyMandMlanguageaMTranslationalmPsychiatryYM2019YMlYMfh 8.6 18

95 zeneticMliabilityMtoMtw–wMandMsubstanceMuseMdisordersMinMindividualsMwithMtw–waMAddictionYM2020YM
ddhYMdfikZdfjj 4.6 18

94 TheMSchizophreniaMandMuipolarMwisorderMassociatedMuRwdMgeneMisMregulatedMuponMchronicMrestraintM
stressaMEuropeanmNeuropsychopharmacologyYM2012YMeeYMihdZi 1.2 17

93  nvestigationMofMtheMinvolvementMofMM RdkhMandMitsMtargetMgenesMinMtheMdevelopmentMofM
schizophreniaaMJournalmofmPsychiatrymandmNeuroscienceYM2014YMflYMfkiZli 4.5 16

92 xlectroconvulsiveMseizuresMregulatesMtheMurddMgeneMinMtheMfrontalMcortexMandMhippocampusMofMtheM
adultMrataMNeurosciencemLettersYM2012YMhdiYMddcZf 3.3 15

91 ReplicationMstudyMandMmetaZanalysisMinMxuropeanMsamplesMsupportsMassociationMofMtheMfpedadMlocusM
withMbipolarMdisorderaMBiologicalmPsychiatryYM2012YMjeYMighZhc 7.9 15

90 zeneticManalysesMidentifyMwidespreadMsexZdifferentialMparticipationMbias 15

89 tMpolygenicMresilienceMscoreMmoderatesMtheMgeneticMriskMforMschizophreniaaMMolecularmPsychiatryYM
2021YMeiYMkccZkdh 15.1 15

88 xWSMandMyUSMbindMaMsubsetMofMtranscribedMgenesMencodingMproteinsMenrichedMinMRNtMregulatoryM
functionsaMBMCmGenomicsYM2015YMdiYMlel 4.5 14

87 vharcotZMarieZToothMdiseaseMtypeMdtmMtheMparentalMoriginMofMaMdeMnovoMdjpddaeZpdeMduplicationaM
ClinicalmGeneticsYM1994YMgiYMeldZg 4 14

86 wNtMMethylationMtnalysisMofMuRwdMPromoterMRegionsMandMtheMSchizophreniaMrsdfkkkcMRiskMtlleleaM
PLoSmONEYM2017YMdeYMecdjcded 3.7 13

85 xxploringMgeneticMvariationMthatMinfluencesMbrainMmethylationMinMattentionZdeficitbhyperactivityM
disorderaMTranslationalmPsychiatryYM2019YMlYMege 8.6 12
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84 RoadmapMforMaMprecisionZmedicineMinitiativeMinMtheMNordicMregionaMNaturemGeneticsYM2019YMhdYMlegZlfc 36.3 12

83 vommonMschizophreniaMriskMvariantsMareMenrichedMinMopenMchromatinMregionsMofMhumanM
glutamatergicMneuronsaMNaturemCommunicationsYM2020YMddYMhhkd 17.4 12

82 yurtherMimmunohistochemicalMcharacterizationMofMuRwdMaMnewMsusceptibilityMgeneMforMschizophreniaM
andMbipolarMaffectiveMdisorderaMBrainmStructuremandmFunctionYM2009YMedgYMfjZgj 4 12

81 RefinedMmappingMofMtheMpsoriasinMgeneMSdcctjMtoMchromosomeMdcenZqedaMHumanmGeneticsYM1995YM
liYMhleZi 6.3 12

80 zenomicManalysisMofMtheMnaturalMhistoryMofMattentionZdeficitbhyperactivityMdisorderMusingM
NeanderthalMandMancientM–omoMsapiensMsamplesaMScientificmReportsYM2020YMdcYMkiee 4.9 12

79 tSwMandMtw–wMhaveMaMsimilarMburdenMofMrareMproteinZtruncatingMvariants 12

78 xxaminingMSexZwifferentiatedMzeneticMxffectsMtcrossMNeuropsychiatricMandMuehavioralMTraitsaM
BiologicalmPsychiatryYM2021YMklYMddejZddfj 7.9 12

77  nvestigatingMSharedMzeneticMuasisMtcrossMTouretteMSyndromeMandMvomorbidMNeurodevelopmentalM
wisordersMtlongMtheM mpulsivityZvompulsivityMSpectrumaMBiologicalmPsychiatryYM2021YMlcYMfdjZfej 7.9 12

76 zenomeZwideMassociationMstudyMofMoverMgcYcccMbipolarMdisorderMcasesMprovidesMnewMinsightsMintoM
theMunderlyingMbiology 11

75 TheMgeneticMarchitectureMofMsporadicMandMmultipleMconsecutiveMmiscarriageaMNaturemCommunicationsYM
2020YMddYMhlkc 17.4 11

74 SexZwependentMSharedMandMNonsharedMzeneticMtrchitectureMtcrossMMoodMandMPsychoticMwisordersaM
BiologicalmPsychiatryYM2022YMldYMdceZddj 7.9 11

73 RiskMofMxarlyZOnsetMwepressionMtssociatedMWithMPolygenicMLiabilityYMParentalMPsychiatricM–istoryYM
andMSocioeconomicMStatusaMJAMAmPsychiatryYM2021YMjkYMfkjZflj 14.5 11

72 wissectingMtheMSharedMzeneticMtrchitectureMofMSuicideMtttemptYMPsychiatricMwisordersYMandMKnownM
RiskMyactorsaMBiologicalmPsychiatryYM2021YM 7.9 11

71
MiceMheterozygousMforManMinactivatedMalleleMofMtheMschizophreniaMassociatedMurddMgeneMdisplayM
selectiveMcognitiveMdeficitsMwithMtranslationalMrelevanceMtoMschizophreniaaMNeurobiologymofmLearningm
andmMemoryYM2017YMdgdYMggZhe

3.1 10

70 vontributionMofM ntellectualMwisabilityZRelatedMzenesMtoMtw–wMRiskMandMtoMLocomotorMtctivityMinaM
AmericanmJournalmofmPsychiatryYM2020YMdjjYMheiZhfi 11.9 10

69 zeneticMriskMscoresMforMmajorMpsychiatricMdisordersMandMtheMriskMofMpostpartumMpsychiatricMdisordersaM
TranslationalmPsychiatryYM2019YMlYMekk 8.6 10

68 SchizophreniaMpolygenicMriskMscoresYMurbanicityMandMtreatmentZresistantMschizophreniaaM
SchizophreniamResearchYM2019YMedeYMjlZkh 3.6 9

67 TranscriptomicM mputationMofMuipolarMwisorderMandMuipolarMsubtypesMrevealsMelMnovelMassociatedMgenes 9

(-2019)
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66 MolecularMgeneticMoverlapMbetweenMposttraumaticMstressMdisorderMandMsleepMphenotypesaMSleepYM
2020YMgfYM 1.1 9

65 zenomeZwideMtssociationMStudyMofMtnxietyMandMStressZrelatedMwisordersMinMtheMiPSYv–Mvohort 8

64  dentificationMofMgeneticMlociMassociatedMwithMnocturnalMenuresismMaMgenomeZwideMassociationMstudyaM
ThemLancetmChildmandmAdolescentmHealthYM2021YMhYMecdZecl 14.5 7

63 NoMevidenceMofMassociationsMbetweenMgeneticMliabilityMforMschizophreniaMandMdevelopmentMofM
cannabisMuseMdisorderaMPsychologicalmMedicineYM2021YMhdYMgjlZgkg 6.9 7

62 urainMvolumetricMalterationsMaccompaniedMwithMlossMofMstriatalMmediumZsizedMspinyMneuronsMandM
corticalMparvalbuminMexpressingMinterneuronsMinMurddMmiceaMScientificmReportsYM2018YMkYMdigki 4.9 7

61 tdolescentMresidentialMmobilityYMgeneticMliabilityMandMriskMofMschizophreniaYMbipolarMdisorderMandM
majorMdepressionaMBritishmJournalmofmPsychiatryYM2020YMedjYMflcZfli 5.4 6

60 zenomeZwideMassociationManalysesMofMindividualMdifferencesMinMquantitativelyMassessedMreadingZMandM
languageZrelatedMskillsMinMupMtoMfgYcccMpeople 6

59 MetaZanalysisMofMproblematicMalcoholMuseMinMgfhYhifMindividualsMidentifiesMelMriskMvariantsMandMyieldsM
insightsMintoMbiologyYMpleiotropyMandMcausality 6

58
tMlargeMpopulationZbasedMinvestigationMintoMtheMgeneticsMofMsusceptibilityMtoMgastrointestinalM
infectionsMandMtheMlinkMbetweenMgastrointestinalMinfectionsMandMmentalMillnessaMHumanmGeneticsYM
2020YMdflYMhlfZicg

6.3 5

57 zWtSYMcytomegalovirusMinfectionYMandMschizophreniaaMCurrentmBehavioralmNeurosciencemReportsYM2014
YMdYMedhZeef 1.7 5

56 SchizophreniaZassociatedMmtZwNtMSNPsMexhibitMhighlyMvariableMhaplogroupMaffiliationMandMnuclearM
ancestrymMuiZgenomicMdependenceMraisesMmajorMconcernsMforMlinkMtoMdiseaseaMPLoSmONEYM2018YMdfYMececkkek3.7 5

55 tnMxcoR MpolymorphismMforMtheMPLtURMgeneaMNucleicmAcidsmResearchYM1991YMdlYMiiid 20.1 4

54 yUTeZtuOMepistasisMincreasesMtheMriskMofMearlyMchildhoodMasthmaMandMStreptococcusMpneumoniaeM
respiratoryMillnessesaMNaturemCommunicationsYM2020YMddYMiflk 17.4 4

53 zeneticMtrchitectureMofMddMMajorMPsychiatricMwisordersMatMuiobehavioralYMyunctionalMzenomicYMandM
MolecularMzeneticMLevelsMofMtnalysis 4

52 SharedMgeneticMbackgroundMbetweenMchildrenMandMadultsMwithMattentionMdeficitbhyperactivityMdisorder 4

51 PharmacogeneticMgenotypeMandMphenotypeMfrequenciesMinMaMlargeMwanishMpopulationZbasedM
caseZcohortMsampleaMTranslationalmPsychiatryYM2021YMddYMelg 8.6 4

50 zeneticMfactorsMunderlyingMtheMbidirectionalMrelationshipMbetweenMautoimmuneMandMmentalM
disordersMZMyindingsMfromMaMwanishMpopulationZbasedMstudyaMBrain,mBehavior,mandmImmunityYM2021YMldYMdcZef16.6 4

49  dentifyingMtheMvommonMzeneticMuasisMofMtntidepressantMResponseaMBiologicalmPsychiatrymGlobalm
OpenmScienceYM2021YM 4
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48 zeneticYMvlinicalYMandMSociodemographicMyactorsMtssociatedMWithMStimulantMTreatmentMOutcomesMinM
tw–waMAmericanmJournalmofmPsychiatryYM2021YMdjkYMkhgZkig 11.9 4

47 zeneticMarchitectureMofMddMmajorMpsychiatricMdisordersMatMbiobehavioralYMfunctionalMgenomicMandM
molecularMgeneticMlevelsMofManalysisaaMNaturemGeneticsYM2022YMhgYMhgkZhhl 36.3 4

46 tssignmentMofMtheMhumanMtryptophanylZtRNtMsynthetaseMgeneMUWtRSVMtoMchromosomeMdgqfeaeMZZqM
qfeafeaMCytogeneticmandmGenomemResearchYM1996YMjfYMllZdcf 1.9 3

45 RefinedMlocalizationMofMtheMpyruvateMdehydrogenaseMxdMalphaMgeneMUPw–tdVMbyMlinkageManalysisaM
HumanmGeneticsYM1997YMllYMkcZe 6.3 3

44 vomparingMvopyMNumberMVariationsMinMaMwanishMvaseMvohortMofM ndividualsMWithMPsychiatricM
wisordersaMJAMAmPsychiatryYM2021YM 14.5 3

43 PsychiatricMzenomicsmMtnMUpdateMandManMtgenda 3
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