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Environmental Factors Modify the Severity of Acute DSS Colitis in Caspase-11-Deficient Mice.

Inflammatory Bowel Diseases, 2018, 24, 2394-2403.

Fecal and Mucosa-Associated Intestinal Microbiota in Patients with Diarrhea-Predominant Irritable

Bowel Syndrome. Digestive Diseases and Sciences, 2018, 63, 1890-1899. 23 72



20

22

24

26

28

30

32

34

36

IAN M CARROLL

ARTICLE IF CITATIONS

A High-Throughput Organoid Microinjection Platform to Study Gastrointestinal Microbiota and
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