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42 TheSImmuneSLandscapeSofSCancerhSImmunityfS2018fSosfSslmgsnkhelo 32.3 1754

41 OncogenicSSignalingSPathwaysSinSTheSCancerSGenomeSAtlashSCellfS2018fSlrnfSnmlgnnrhelk 56.2 1124

40 CellgofgOriginSPatternsSDominateStheSMolecularSClassificationSofSlkfkkkSTumorsSfromSnnSTypesSofS
CancerhSCellfS2018fSlrnfSmtlgnkoheq 56.2 888

39 ComprehensiveSCharacterizationSofSCancerSDriverSGenesSandSMutationshSCellfS2018fSlrnfSnrlgnsphels 56.2 854

38 IntegratedSgenomicSandSmolecularScharacterizationSofScervicalScancerhSNaturefS2017fSponfSnrsgnso 50.4 755

37 SpatialSOrganizationSandSMolecularSCorrelationSofSTumorgInfiltratingSLymphocytesSUsingSDeepS
LearningSonSPathologySImageshSCellmReportsfS2018fSmnfSlslgltnher 10.6 366

36 PathogenicSGermlineSVariantsSinSlkfnstSAdultSCancershSCellfS2018fSlrnfSnppgnrkhelo 56.2 342

35 ComprehensiveSAnalysisSofSAlternativeSSplicingSAcrossSTumorsSfromSsfrkpSPatientshSCancermCellfS
2018fSnofSmllgmmoheq 24.3 327

34 ScalableSOpenSScienceSApproachSforSMutationSCallingSofSTumorSExomesSUsingSMultipleSGenomicS
PipelineshSCellmSystemsfS2018fSqfSmrlgmslher 10.6 320

33 IntegrativeSMolecularSCharacterizationSofSMalignantSPleuralSMesotheliomahSCancermDiscoveryfS2018fS
sfSlposglpqp 24.4 258

32 DriverSFusionsSandSTheirSImplicationsSinStheSDevelopmentSandSTreatmentSofSHumanSCancershSCellm
ReportsfS2018fSmnfSmmrgmnshen 10.6 235

31 ComparativeSMolecularSAnalysisSofSGastrointestinalSAdenocarcinomashSCancermCellfS2018fSnnfSrmlgrnphes 24.3 228

30 AnalysisSandSfunctionalSannotationSofSanSexpressedSsequenceStagScollectionSforStropicalScropS
sugarcanehSGenomemResearchfS2003fSlnfSmrmpgnp 9.7 207

29 SomaticSMutationalSLandscapeSofSSplicingSFactorSGenesSandSTheirSFunctionalSConsequencesSacrossS
nnSCancerSTypeshSCellmReportsfS2018fSmnfSmsmgmtqheo 10.6 188

28 PerspectiveSonSOncogenicSProcessesSatStheSEndSofStheSBeginningSofSCancerSGenomicshSCellfS2018fS
lrnfSnkpgnmkhelk 56.2 166

27 PangcancerSAlterationsSofStheSMYCSOncogeneSandSItsSProximalSNetworkSacrossStheSCancerSGenomeS
AtlashSCellmSystemsfS2018fSqfSmsmgnkkhem 10.6 159

26 PangCancerSAnalysisSofSlncRNASRegulationSSupportsSTheirSTargetingSofSCancerSGenesSinSEachSTumorS
ContexthSCellmReportsfS2018fSmnfSmtrgnlmhelm 10.6 147
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25 GenomicfSPathwaySNetworkfSandSImmunologicSFeaturesSDistinguishingSSquamousSCarcinomashSCellm
ReportsfS2018fSmnfSltogmlmheq 10.6 146

24 ASPangCancerSAnalysisSofSEnhancerSExpressionSinSNearlyStkkkSPatientSSampleshSCellfS2018fSlrnfSnsqgntthelm56.2 133

23 SystematicSAnalysisSofSSplicegSitegCreatingSMutationsSinSCancerhSCellmReportsfS2018fSmnfSmrkgmslhen 10.6 121

22 TheSpHSsignalingStranscriptionSfactorSPacCSmediatesStheSgrowthSofSTrichophytonSrubrumSonShumanS
nailSinSvitrohSMedicalmMycologyfS2006fSoofSqolgp 3.9 68

21 MachineSLearningSDetectsSPangcancerSRasSPathwaySActivationSinSTheSCancerSGenomeSAtlashSCellm
ReportsfS2018fSmnfSlrmglskhen 10.6 66

20 IntegratedSGenomicSAnalysisSofStheSUbiquitinSPathwaySacrossSCancerSTypeshSCellmReportsfS2018fSmnfSmlngmmqhen10.6 56

19 TranscriptionalSprofilingSrevealsStheSexpressionSofSnovelSgenesSinSresponseStoSvariousSstimuliSinStheS
humanSdermatophyteSTrichophytonSrubrumhSBMCmMicrobiologyfS2010fSlkfSnt 4.5 44

18 MicroRNASexpressionSasSriskSbiomarkerSofSbreastScancerSmetastasisuSaSpilotSretrospectiveS
casegcohortSstudyhSBMCmCancerfS2014fSlofSrnt 4.8 37

17 TranscriptionalSprofilingSrevealsSgenesSinStheShumanSpathogenSTrichophytonSrubrumSthatSareS
expressedSinSresponseStoSpHSsignalinghSMicrobialmPathogenesisfS2010fSosfStlgq 3.8 32

16 MethylationSofStheShsagmiRglmofSSOXlfSTERTfSandSLMXlASgenesSasSbiomarkersSforSprecursorSlesionsS
inScervicalScancerhSGynecologicmOncologyfS2018fSlpkfSpopgppl 4.9 30

15 EmissionsSgeneratedSbySsugarcaneSburningSpromoteSgenotoxicitySinSruralSworkersuSaScaseSstudySinS
BarretosfSBrazilhSEnvironmentalmHealthfS2013fSlmfSsr 6 21

14 IdentificationSofSgenesSdisplayingSdifferentialSexpressionSinStheSnucgmSmutantSstrainSofStheSmoldS
NeurosporaScrassaSgrownSunderSphosphateSstarvationhSFEMSmMicrobiologymLettersfS2007fSmqtfSltqgmkk 2.9 15

13 MicronucleusSevaluationSofSexfoliatedSbuccalSepithelialScellsSusingSliquidgbasedScytologyS
preparationhSActamCytologicafS2014fSpsfSpsmgs 3 12

12 IdentificationSofSgenesSdifferentiallySexpressedSinSaSstrainSofStheSmoldSAspergillusSnidulansScarryingS
aSlossgofgfunctionSmutationSinStheSpalASgenehSCanadianmJournalmofmMicrobiologyfS2008fSpofSskngll 3.2 12

11 AScalcineurinSinhibitorySproteinSoverexpressedSinSDownasSsyndromeSinteractsSwithStheSproductSofSaS
ubiquitouslySexpressedStranscripthSBrazilianmJournalmofmMedicalmandmBiologicalmResearchfS2004fSnrfSrspgt 2.8 12

10 TranscriptionalSchangesSinStheSnucgmASmutantSstrainSofSNeurosporaScrassaScultivatedSunderS
conditionsSofSphosphateSshortagehSMicrobiologicalmResearchfS2009fSlqofSqpsgqo 5.3 10

9 EvaluationSofSDNASMethylationSChangesSandSMicronucleiSinSWorkersSExposedStoSaSConstructionS
EnvironmenthSInternationalmJournalmofmEnvironmentalmResearchmandmPublicmHealthfS2019fSlqfS 4.6 8

8 IsolationSofStranscriptsSoverexpressedSinStheShumanSpathogenSTrichophytonSrubrumSgrownSinSlipidS
asScarbonSsourcehSCanadianmJournalmofmMicrobiologyfS2011fSprfSnnngs 3.2 8
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7 DetectionSofSantigcancerSdrugsSandSmetabolitesSinStheSeffluentsSfromSaSlargeSBrazilianScancerS
hospitalSandSanSevaluationSofSecotoxicologyhSEnvironmentalmPollutionfS2021fSmqsfSllpspr 9.3 8

6 MutationalSProfilingSofSDriverSTumorSSuppressorSandSOncogenicSGenesSinSBrazilianSMalignantS
PleuralSMesotheliomashSPathobiologyfS2020fSsrfSmksgmlq 3.6 6

5 MicroRNASprofilingSinShumanSbreastScancerScellSlinesSexposedStoStheSantigneoplasticSdrugScediranibhS
OncologymReportsfS2016fSnqfSnltrgnmkq 3.5 6

4 SomaticSCopySNumberSAlterationsSandSAssociatedSGenesSinSCleargCellSRenalgCellSCarcinomaSinS
BrazilianSPatientshSInternationalmJournalmofmMolecularmSciencesfS2021fSmmfS 6.3 2

3 DNASmethylationSchangesSinSpromoterSregionSofSgeneSinSworkersSexposedSinSconstructionS
environmenthSBiomarkersfS2020fSmpfSptogqkm 2.6 0

2 GenomicSinstabilitySevaluationSbySBMCytSandStelomereSlengthSinSBrazilianSfamilySfarmersSexposedS
toSpesticideshSMutationmResearchm-mGeneticmToxicologymandmEnvironmentalmMutagenesisfS2022fSsrsfSpknort 3 0

1 AbsoluteStelomereSlengthSinSperipheralSbloodSlymphocytesSofSworkersSexposedStoSconstructionS
environmenthhSInternationalmJournalmofmEnvironmentalmHealthmResearchfS2022fSlgt 3.6
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