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m Paper IF Citations

153 MaxQuantKenablesKhighKpeptideKidentificationKratesWKindividualizedKpbpbbbarangeKmassKaccuraciesK
andKproteomeawideKproteinKquantificationbKNatureiBiotechnologyWK2008WKfjWKegjkakf 44.5 9012

152 TheKPRαxyKdatabaseKandKrelatedKtoolsKandKresourcesKinKfdemnKimprovingKsupportKforKquantificationK
databKNucleiciAcidsiResearchWK2019WKhkWKxhhfaxhid 20.1 3856

151 undromedanKaKpeptideKsearchKengineKintegratedKintoKtheKMaxQuantKenvironmentbKJournaliofi
ProteomeiResearchWK2011WKedWKekmhaldi 5.6 3402

150 TheKPerseusKcomputationalKplatformKforKcomprehensiveKanalysisKofKSproteTomicsKdatabKNaturei
MethodsWK2016WKegWKkgeahd 21.6 3257

149 uccurateKproteomeawideKlabelafreeKquantificationKbyKdelayedKnormalizationKandKmaximalKpeptideK
ratioKextractionWKtermedKMaxLzQbKMoleculariandiCellulariProteomicsWK2014WKegWKfiegafj 7.6 2578

148 TheKMaxQuantKcomputationalKplatformKforKmassKspectrometryabasedKshotgunKproteomicsbKNaturei
ProtocolsWK2016WKeeWKfgdeafgem 18.8 1656

147 QuantitativeKphosphoproteomicsKrevealsKwidespreadKfullKphosphorylationKsiteKoccupancyKduringK
mitosisbKScienceiSignalingWK2010WKgWKrag 8.8 1106

146 uKhumanKinteractomeKinKthreeKquantitativeKdimensionsKorganizedKbyKstoichiometriesKandK
abundancesbKCellWK2015WKejgWKkefafg 56.2 788

145 womprehensiveKmassaspectrometryabasedKproteomeKquantificationKofKhaploidKversusKdiploidKyeastbK
NatureWK2008WKhiiWKefieah 50.4 745

144 xeepKproteomeKandKtranscriptomeKmappingKofKaKhumanKcancerKcellKlinebKMoleculariSystemsiBiologyWK
2011WKkWKihl 12.2 723

143 uKproteomeawideWKquantitativeKsurveyKofKinKvivoKubiquitylationKsitesKrevealsKwidespreadKregulatoryK
rolesbKMoleculariandiCellulariProteomicsWK2011WKedWKMeeebdegflh 7.6 644

142 uKpracticalKguideKtoKtheKMaxQuantKcomputationalKplatformKforKSαLuwabasedKquantitativeK
proteomicsbKNatureiProtocolsWK2009WKhWKjmlakdi 18.8 637

141 UltradeepKhumanKphosphoproteomeKrevealsKaKdistinctKregulatoryKnatureKofKTyrKandKSercThrabasedK
signalingbKCelliReportsWK2014WKlWKeilgamh 10.6 616

140 MassKspectrometryabasedKproteomicsKusingKQKyxactiveWKaKhighaperformanceKbenchtopKquadrupoleK
OrbitrapKmassKspectrometerbKMoleculariandiCellulariProteomicsWK2011WKedWKMeeebdeedei 7.6 614

139 womparativeKproteomicKanalysisKofKelevenKcommonKcellKlinesKrevealsKubiquitousKbutKvaryingK
expressionKofKmostKproteinsbKMoleculariandiCellulariProteomicsWK2012WKeeWKMeeebdehdid 7.6 566

138 QuantitativeWKhigharesolutionKproteomicsKforKdataadrivenKsystemsKbiologybKAnnualiReviewiofi
BiochemistryWK2011WKldWKfkgamm 29.1 550

137 MoreKthanKeddWdddKdetectableKpeptideKspeciesKeluteKinKsingleKshotgunKproteomicsKrunsKbutKtheK
majorityKisKinaccessibleKtoKdataadependentKLwaMScMSbKJournaliofiProteomeiResearchWK2011WKedWKekliamg 5.6 486
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136 QuantitativeKproteomicsKrevealsKsubsetaspecificKviralKrecognitionKinKdendriticKcellsbKImmunityWK2010WK
gfWKfkmalm 32.3 435

135 SuperaSαLuwKmixKforKquantitativeKproteomicsKofKhumanKtumorKtissuebKNatureiMethodsWK2010WKkWKglgai 21.6 431

134 exKandKfxKannotationKenrichmentnKaKstatisticalKmethodKintegratingKquantitativeKproteomicsKwithK
complementaryKhighathroughputKdatabKBMCiBioinformaticsWK2012WKegKSupplKejWKSef 3.6 393

133 xirectKidentificationKofKclinicallyKrelevantKneoepitopesKpresentedKonKnativeKhumanKmelanomaKtissueK
byKmassKspectrometrybKNatureiCommunicationsWK2016WKkWKeghdh 17.4 386

132 P−OSαxuKSphosphorylationKsiteKdatabaseTnKmanagementWKstructuralKandKevolutionaryKinvestigationWK
andKpredictionKofKphosphositesbKGenomeiBiologyWK2007WKlWKRfid 18.3 376

131 SystemawideKchangesKtoKSUMOKmodificationsKinKresponseKtoKheatKshockbKScienceiSignalingWK2009WKfWKrafh 8.8 367

130 αsKproteomicsKtheKnewKgenomicssbKCellWK2007WKegdWKgmial 56.2 350

129 QuantitativeKproteomicsKcombinedKwithKvuwKTransgeneOmicsKrevealsKinKvivoKproteinKinteractionsbK
JournaliofiCelliBiologyWK2010WKelmWKkgmaih 7.3 341

128 uKMproteomicKrulerMKforKproteinKcopyKnumberKandKconcentrationKestimationKwithoutKspikeainK
standardsbKMoleculariandiCellulariProteomicsWK2014WKegWKghmkaidj 7.6 324

127 SystemawideKperturbationKanalysisKwithKnearlyKcompleteKcoverageKofKtheKyeastKproteomeKbyK
singleashotKultraK−PLwKrunsKonKaKbenchKtopKOrbitrapbKMoleculariandiCellulariProteomicsWK2012WKeeWKMeeebdegkff7.6 313

126 TheKcomingKageKofKcompleteWKaccurateWKandKubiquitousKproteomesbKMoleculariCellWK2013WKhmWKilgamd 17.6 294

125 –lobalWKquantitativeKandKdynamicKmappingKofKproteinKsubcellularKlocalizationbKELifeWK2016WKiWK 8.9 282

124 OnlineKParallelKuccumulationaSerialKzragmentationKSPuSyzTKwithKaKNovelKTrappedKαonKMobilityKMassK
SpectrometerbKMoleculariandiCellulariProteomicsWK2018WKekWKfighafihi 7.6 280

123 xefiningKtheKtranscriptomeKandKproteomeKinKthreeKfunctionallyKdifferentKhumanKcellKlinesbK
MoleculariSystemsiBiologyWK2010WKjWKhid 12.2 269

122 –lobalKanalysisKofKgenomeWKtranscriptomeKandKproteomeKrevealsKtheKresponseKtoKaneuploidyKinK
humanKcellsbKMoleculariSystemsiBiologyWK2012WKlWKjdl 12.2 266

121 xeepKandKhighlyKsensitiveKproteomeKcoverageKbyKLwaMScMSKwithoutKprefractionationbKMoleculari
andiCellulariProteomicsWK2011WKedWKMeedbddgjmm 7.6 264

120 αnavivoKquantitativeKproteomicsKrevealsKaKkeyKcontributionKofKpostatranscriptionalKmechanismsKtoK
theKcircadianKregulationKofKliverKmetabolismbKPLoSiGeneticsWK2014WKedWKeeddhdhk 6 260

119
UltraKhighKresolutionKlinearKionKtrapKOrbitrapKmassKspectrometerKSOrbitrapKyliteTKfacilitatesKtopK
downKLwKMScMSKandKversatileKpeptideKfragmentationKmodesbKMoleculariandiCellulariProteomicsWK
2012WKeeWKOeeebdegjml

7.6 255

(2012-2010)
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118 MislocalizedKactivationKofKoncogenicKRTKsKswitchesKdownstreamKsignalingKoutcomesbKMoleculariCellWK
2009WKgjWKgfjagm 17.6 245

117 StableKisotopeKlabelingKbyKaminoKacidsKinKcellKcultureKSSαLuwTKandKproteomeKquantitationKofKmouseK
embryonicKstemKcellsKtoKaKdepthKofKiWeeeKproteinsbKMoleculariandiCellulariProteomicsWK2008WKkWKjkfalg 7.6 242

116 αodoacetamideainducedKartifactKmimicsKubiquitinationKinKmassKspectrometrybKNatureiMethodsWK2008WK
iWKhimajd 21.6 237

115 UseKofKstableKisotopeKlabelingKbyKaminoKacidsKinKcellKcultureKasKaKspikeainKstandardKinKquantitativeK
proteomicsbKNatureiProtocolsWK2011WKjWKehkaik 18.8 232

114 MSQuantWKanKopenKsourceKplatformKforKmassKspectrometryabasedKquantitativeKproteomicsbKJournali
ofiProteomeiResearchWK2010WKmWKgmgahdg 5.6 225

113 PerseusnKuKvioinformaticsKPlatformKforKαntegrativeKunalysisKofKProteomicsKxataKinKwancerKResearchbK
MethodsiiniMoleculariBiologyWK2018WKekeeWKeggaehl 1.4 200

112 voxwarKacquisitionKmethodKenablesKsingleashotKproteomicsKatKaKdepthKofKedWdddKproteinsKinKeddK
minutesbKNatureiMethodsWK2018WKeiWKhhdahhl 21.6 198

111 ProteomicsKonKanKOrbitrapKbenchtopKmassKspectrometerKusingKallaionKfragmentationbKMoleculariandi
CellulariProteomicsWK2010WKmWKffifaje 7.6 189

110 ucetylationKsiteKspecificitiesKofKlysineKdeacetylaseKinhibitorsKinKhumanKcellsbKNatureiBiotechnologyWK
2015WKggWKheiafg 44.5 186

109 TheKnucleolusKfunctionsKasKaKphaseaseparatedKproteinKqualityKcontrolKcompartmentbKScienceWK2019WK
gjiWKghfaghk 33.3 185

108 ProteomicKmapsKofKbreastKcancerKsubtypesbKNatureiCommunicationsWK2016WKkWKedfim 17.4 178

107 αnitialKquantitativeKproteomicKmapKofKflKmouseKtissuesKusingKtheKSαLuwKmousebKMoleculariandi
CellulariProteomicsWK2013WKefWKekdmaff 7.6 166

106 xeepKproteomicsKofKmouseKskeletalKmuscleKenablesKquantitationKofKproteinKisoformsWKmetabolicK
pathwaysWKandKtranscriptionKfactorsbKMoleculariandiCellulariProteomicsWK2015WKehWKlheaig 7.6 162

105 VisualizationKofKLwaMScMSKproteomicsKdataKinKMaxQuantbKProteomicsWK2015WKeiWKehigaj 4.8 143

104 ThermalizationKofKquantumKfieldsKfromKtimeareversalKinvariantKevolutionKequationsbKPhysicsiLettersyi
SectioniB:iNuclearyiElementaryiParticleiandiHigh-EnergyiPhysicsWK2001WKiekWKgjmagkh 4.2 143

103 zeasibilityKofKlargeascaleKphosphoproteomicsKwithKhigherKenergyKcollisionalKdissociationK
fragmentationbKJournaliofiProteomeiResearchWK2010WKmWKjkljamh 5.6 139

102 SuperaSαLuwKallowsKclassificationKofKdiffuseKlargeKvacellKlymphomaKsubtypesKbyKtheirKproteinK
expressionKprofilesbKMoleculariandiCellulariProteomicsWK2012WKeeWKkkalm 7.6 135

101 uKlargeKsyntheticKpeptideKandKphosphopeptideKreferenceKlibraryKforKmassKspectrometryabasedK
proteomicsbKNatureiBiotechnologyWK2013WKgeWKiikajh 44.5 132
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100 –uidelinesKforK–enomeaScaleKunalysisKofKviologicalKRhythmsbKJournaliofiBiologicaliRhythmsWK2017WK
gfWKgldagmg 3.2 127

99 TheKubiquitinaproteasomeKsystemKisKaKkeyKcomponentKofKtheKSUMOafcgKcyclebKMoleculariandiCellulari
ProteomicsWK2008WKkWKfedkaff 7.6 124

98 UltraadeepKandKquantitativeKsalivaKproteomeKrevealsKdynamicsKofKtheKoralKmicrobiomebKGenomei
MedicineWK2016WKlWKhh 14.4 122

97 ProteomicsKstrategyKforKquantitativeKproteinKinteractionKprofilingKinKcellKextractsbKNatureiMethodsWK
2009WKjWKkheah 21.6 121

96 SolidKtumorKproteomeKandKphosphoproteomeKanalysisKbyKhighKresolutionKmassKspectrometrybK
JournaliofiProteomeiResearchWK2008WKkWKigehafj 5.6 119

95 −ighaqualityKMScMSKspectrumKpredictionKforKdataadependentKandKdataaindependentKacquisitionK
dataKanalysisbKNatureiMethodsWK2019WKejWKiemaifi 21.6 116

94 TheKαmpactKααWKaKVeryK−ighaResolutionKQuadrupoleKTimeaofazlightKαnstrumentKSQTOzTKforKxeepK
ShotgunKProteomicsbKMoleculariandiCellulariProteomicsWK2015WKehWKfdehafm 7.6 116

93 xNuKrepairbKProteomicsKrevealsKdynamicKassemblyKofKrepairKcomplexesKduringKbypassKofKxNuK
crossalinksbKScienceWK2015WKghlWKefigjke 33.3 116

92 unalysisKofKhighKaccuracyWKquantitativeKproteomicsKdataKinKtheKMaxQvKdatabasebKMoleculariandi
CellulariProteomicsWK2012WKeeWKMeeebdehdjl 7.6 116

91 ProteomicKportraitKofKhumanKbreastKcancerKprogressionKidentifiesKnovelKprognosticKmarkersbKCanceri
ResearchWK2012WKkfWKfhflagm 10.1 107

90 wellatypearesolvedKquantitativeKproteomicsKofKmurineKliverbKCelliMetabolismWK2014WKfdWKedkjalk 24.6 106

89 SoftwareKlockKmassKbyKtwoadimensionalKminimizationKofKpeptideKmassKerrorsbKJournaliofithei
AmericaniSocietyiforiMassiSpectrometryWK2011WKffWKegkgald 3.5 103

88 −ighaaccuracyKidentificationKandKbioinformaticKanalysisKofKinKvivoKproteinKphosphorylationKsitesKinK
yeastbKProteomicsWK2009WKmWKhjhfaif 4.8 103

87 TheKProteomeKofKPrimaryKProstateKwancerbKEuropeaniUrologyWK2016WKjmWKmhfaif 10.2 97

86 ProteomicKchangesKresultingKfromKgeneKcopyKnumberKvariationsKinKcancerKcellsbKPLoSiGeneticsWK2010WK
jWKeeddedmd 6 97

85
TheKmzTabKdataKexchangeKformatnKcommunicatingKmassaspectrometryabasedKproteomicsKandK
metabolomicsKexperimentalKresultsKtoKaKwiderKaudiencebKMoleculariandiCellulariProteomicsWK2014WK
egWKfkjiaki

7.6 96

84 TheKyRKmembraneKproteinKcomplexKinteractsKcotranslationallyKtoKenableKbiogenesisKofKmultipassK
membraneKproteinsbKELifeWK2018WKkWK 8.9 92

83 wombinedKuseKofKRNuiKandKquantitativeKproteomicsKtoKstudyKgeneKfunctionKinKxrosophilabKMoleculari
CellWK2008WKgeWKkjfakf 17.6 87

(2008-2017)
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82 uKsystematicKinvestigationKintoKtheKnatureKofKtrypticK−wxKspectrabKJournaliofiProteomeiResearchWK
2012WKeeWKihkmame 5.6 85

81 womputationalKMethodsKforKUnderstandingKMassKSpectrometryâ��vasedKShotgunKProteomicsKxatabK
AnnualiReviewiofiBiomedicaliDataiScienceWK2018WKeWKfdkafgh 5.6 82

80 SleepawakeKcyclesKdriveKdailyKdynamicsKofKsynapticKphosphorylationbKScienceWK2019WKgjjWK 33.3 82

79 αnKvivoKSαLuwabasedKproteomicsKrevealsKphosphoproteomeKchangesKduringKmouseKskinK
carcinogenesisbKCelliReportsWK2013WKgWKiifajj 10.6 82

78 QuantitativeKproteomicsKrevealsKthatK−spmdKinhibitionKpreferentiallyKtargetsKkinasesKandKtheKxNuK
damageKresponsebKMoleculariandiCellulariProteomicsWK2012WKeeWKMeeebdehjih 7.6 77

77 unalysisKofKtheKmouseKliverKproteomeKusingKadvancedKmassKspectrometrybKJournaliofiProteomei
ResearchWK2007WKjWKfmjgakf 5.6 75

76 LysineKacetylomeKprofilingKuncoversKnovelKhistoneKdeacetylaseKsubstrateKproteinsKinbKMoleculari
SystemsiBiologyWK2017WKegWKmhm 12.2 74

75 SpatiotemporalKProteomicKProfilingKofK−untingtonRsKxiseaseKαnclusionsKRevealsKWidespreadKLossKofK
ProteinKzunctionbKCelliReportsWK2017WKfeWKffmeafgdg 10.6 71

74 OrganellarKProteomicsKandKPhosphoaProteomicsKRevealKSubcellularKReorganizationKinKxietaαnducedK
−epaticKSteatosisbKDevelopmentaliCellWK2018WKhkWKfdiaffebek 10.2 70

73 uKMassKSpectrometryavasedKupproachKforKMappingKProteinKSubcellularKLocalizationKRevealsKtheK
SpatialKProteomeKofKMouseKPrimaryKNeuronsbKCelliReportsWK2017WKfdWKfkdjafkel 10.6 68

72 MaxQuantKforKinadepthKanalysisKofKlargeKSαLuwKdatasetsbKMethodsiiniMoleculariBiologyWK2014WKeellWKgieajh1.4 66

71 WillKmyKproteinKcrystallizesKuKsequenceabasedKpredictorbKProteins:iStructureyiFunctioniandi
BioinformaticsWK2006WKjfWKghgaii 4.2 65

70 NalinkedKglycosylationKenrichmentKforKinadepthKcellKsurfaceKproteomicsKofKdiffuseKlargeKvacellK
lymphomaKsubtypesbKMoleculariandiCellulariProteomicsWK2014WKegWKfhdaie 7.6 64

69 MachineKLearningabasedKwlassificationKofKxiffuseKLargeKvacellKLymphomaKPatientsKbyKTheirKProteinK
yxpressionKProfilesbKMoleculariandiCellulariProteomicsWK2015WKehWKfmhkajd 7.6 58

68 zirstKwommunityaWideWKwomparativeKwrossaLinkingKMassKSpectrometryKStudybKAnalyticaliChemistryWK
2019WKmeWKjmigajmje 7.8 57

67 yuSαatagKenablesKaccurateKmultiplexedKandKinterferenceafreeKMSfabasedKproteomeKquantificationbK
NatureiMethodsWK2018WKeiWKifkaigd 21.6 55

66 womputationalKprinciplesKofKdeterminingKandKimprovingKmassKprecisionKandKaccuracyKforKproteomeK
measurementsKinKanKOrbitrapbKJournaliofitheiAmericaniSocietyiforiMassiSpectrometryWK2009WKfdWKehkkali 3.5 55

65 xefiningKtheKudultKNeuralKStemKwellKNicheKProteomeKαdentifiesKKeyKRegulatorsKofKudultK
NeurogenesisbKCelliStemiCellWK2020WKfjWKfkkafmgbel 18 54
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64 MaxQuantbLiveKynablesK–lobalKTargetingKofKMoreKThanKfiWdddKPeptidesbKMoleculariandiCellulari
ProteomicsWK2019WKelWKmlfammh 7.6 54

63 –lucosearegulatedKandKdrugaperturbedKphosphoproteomeKrevealsKmolecularKmechanismsK
controllingKinsulinKsecretionbKNatureiCommunicationsWK2016WKkWKegfid 17.4 53

62 yxpertKsystemKforKcomputeraassistedKannotationKofKMScMSKspectrabKMoleculariandiCellulari
ProteomicsWK2012WKeeWKeiddam 7.6 53

61 PredictingKpostatranslationalKlysineKacetylationKusingKsupportKvectorKmachinesbKBioinformaticsWK2010
WKfjWKejjjal 7.2 52

60 SolutionKofKtheKcomplexKactionKproblemKinKtheKPottsKmodelKforKdenseKQwxbKNucleariPhysicsiBWK2001WK
jdfWKjealj 2.8 50

59 MaxQuantKSoftwareKforKαonKMobilityKynhancedKShotgunKProteomicsbKMoleculariandiCellulari
ProteomicsWK2020WKemWKedilaedjm 7.6 49

58 PhosphorylationKvariationKduringKtheKcellKcycleKscalesKwithKstructuralKpropensitiesKofKproteinsbKPLoSi
ComputationaliBiologyWK2013WKmWKeeddflhf 5 48

57 SecretomeKunalysisKofKLipidaαnducedKαnsulinKResistanceKinKSkeletalKMuscleKwellsKbyKaKwombinedK
yxperimentalKandKvioinformaticsKWorkflowbKJournaliofiProteomeiResearchWK2015WKehWKhlliami 5.6 47

56 TheKdentalKproteomeKofK−omoKantecessorbKNatureWK2020WKildWKfgiafgl 50.4 47

55 uncientKviomoleculesKandKyvolutionaryKαnferencebKAnnualiReviewiofiBiochemistryWK2018WKlkWKedfmaedjd 29.1 47

54 SecurinKisKnotKrequiredKforKchromosomalKstabilityKinKhumanKcellsbKPLoSiBiologyWK2005WKgWKehej 9.7 45

53 TheKProteomeKofKProstateKwancerKvoneKMetastasisKRevealsK−eterogeneityKwithKPrognosticK
αmplicationsbKClinicaliCanceriResearchWK2018WKfhWKihggaihhh 12.9 44

52 ynamelKproteomeKshowsKthatK–igantopithecusKwasKanKearlyKdivergingKponginebKNatureWK2019WKikjWKfjfafji50.4 41

51 αKuPnKuKheuristicKframeworkKforKinferenceKofKkinaseKactivitiesKfromKPhosphoproteomicsKdatabK
BioinformaticsWK2016WKgfWKhfhage 7.2 40

50 uKframeworkKforKintelligentKdataKacquisitionKandKrealatimeKdatabaseKsearchingKforKshotgunK
proteomicsbKMoleculariandiCellulariProteomicsWK2012WKeeWKMeeebdegeli 7.6 40

49 SystematicKxetectionKofKuminoKucidKSubstitutionsKinKProteomesKRevealsKMechanisticKvasisKofK
RibosomeKyrrorsKandKSelectionKforKTranslationKzidelitybKMoleculariCellWK2019WKkiWKhfkahhebei 17.6 36

48 uKNetworkKModuleKforKtheKPerseusKSoftwareKforKwomputationalKProteomicsKzacilitatesKProteomeK
αnteractionK–raphKunalysisbKJournaliofiProteomeiResearchWK2019WKelWKfdifafdjh 5.6 32

47 womparisonKofKSαLuwKandKmTRuQKquantificationKforKphosphoproteomicsKonKaKquadrupoleKorbitrapK
massKspectrometerbKJournaliofiProteomeiResearchWK2013WKefWKhdlmaedd 5.6 28

(2013-2019)
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46 −ighKperformanceKcomputationalKanalysisKofKlargeascaleKproteomeKdataKsetsKtoKassessKincrementalK
contributionKtoKcoverageKofKtheKhumanKgenomebKJournaliofiProteomeiResearchWK2013WKefWKflilajl 5.6 26

45 uKnovelKchromatographicKmethodKallowsKonalineKreanalysisKofKtheKproteomebKMoleculariandiCellulari
ProteomicsWK2008WKkWKehifam 7.6 26

44 −owKmuchKpeptideKsequenceKinformationKisKcontainedKinKionKtrapKtandemKmassKspectrasbKJournaliofi
theiAmericaniSocietyiforiMassiSpectrometryWK2008WKemWKelegafd 3.5 26

43 QuantitativeKwrossalinkingcMassKSpectrometryKUsingKαsotopealabeledKwrossalinkersKandKMaxQuantbK
MoleculariandiCellulariProteomicsWK2016WKeiWKfkjmakl 7.6 26

42 unKintegratedKphosphoproteomicsKworkKflowKrevealsKextensiveKnetworkKregulationKinKearlyK
lysophosphatidicKacidKsignalingbKMoleculariandiCellulariProteomicsWK2010WKmWKedhkajf 7.6 25

41 MeronaclusterKsimulationKofKaKchiralKphaseKtransitionKwithKstaggeredKfermionsbKNucleariPhysicsiBWK
2000WKikjWKhleaidd 2.8 25

40 MaxQuantKgoesKLinuxbKNatureiMethodsWK2018WKeiWKhde 21.6 24

39 MaxxαuKenablesKlibraryabasedKandKlibraryafreeKdataaindependentKacquisitionKproteomicsbKNaturei
BiotechnologyWK2021WK 44.5 24

38 MultiplexedKproteomeKanalysisKwithKneutronaencodedKstableKisotopeKlabelingKinKcellsKandKmicebK
NatureiProtocolsWK2018WKegWKfmgagdj 18.8 22

37 –augeaballKspectrumKofKtheKfouradimensionalKpureKUSeTKgaugeKtheorybKNucleariPhysicsiBWK1997WKhmmWKgkeahdl2.8 21

36 PhosphoSiteunalyzernKaKbioinformaticKplatformKforKdecipheringKphosphoKproteomesKusingKkinaseK
predictionsKretrievedKfromKNetworKαNbKJournaliofiProteomeiResearchWK2012WKeeWKghldaj 5.6 17

35 womputationalKproteomicsKpitfallsKandKchallengesnK−avanavioinfoKfdefKworkshopKreportbKJournaliofi
ProteomicsWK2013WKlkWKeghal 3.9 17

34 αsobaricKMatchingKbetweenKRunsKandKNovelKPSMaLevelKNormalizationKinKMaxQuantKStronglyK
αmproveKReporterKαonavasedKQuantificationbKJournaliofiProteomeiResearchWK2020WKemWKgmhiagmih 5.6 16

33
RoleKforKribosomeaassociatedKqualityKcontrolKinKsamplingKproteinsKforKM−wKclassKαamediatedKantigenK
presentationbKProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK2020WK
eekWKhdmmahedl

11.5 15

32 ProteomicKunalysisKofKwellularKSystemsK2013WKgafi 13

31 MeronaclusterKalgorithmsKandKchiralasymmetryKbreakingKinKaKSfVeTxKstaggeredKfermionKmodelbK
NucleariPhysicsiBWK2000WKilgWKggeaghj 2.8 13

30 PredictingKexperimentalKpropertiesKofKproteinsKfromKsequenceKbyKmachineKlearningKtechniquesbK
CurrentiProteiniandiPeptideiScienceWK2007WKlWKefeagg 2.8 12

29 worrectionKtoKzeasibilityKofKLargeaScaleKPhosphoproteomicsKwithK−igherKynergyKwollisionalK
xissociationKzragmentationbKJournaliofiProteomeiResearchWK2012WKeeWKgidjagidl 5.6 10
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28 MeronaclusterKapproachKtoKsystemsKofKstronglyKcorrelatedKelectronsbKNucleariPhysicsiBWK2003WKjkgWKhdiahgj2.8 9

27 −omologyadrivenKassemblyKofKNOnaredundantKprotyinKsequenceKsetsKSNOmySSTKforKmassK
spectrometrybKBioinformaticsWK2016WKgfWKehekam 7.2 8

26 zacingKchallengesKinKProteomicsKtodayKandKinKtheKcomingKdecadenKReportKofKRoundtableKxiscussionsK
atKtheKhthKyuPuKScientificKMeetingWKPortugalWKystorilKfdedbKJournaliofiProteomicsWK2011WKkiWKhaek 3.9 8

25
NanoelectrosprayKpeptideKmappingKrevisitednKwompositeKsurveyKspectraKallowKhighKdynamicKrangeK
proteinKcharacterizationKwithoutKLwMSKonKanKorbitrapKmassKspectrometerbKInternationaliJournaliofi
MassiSpectrometryWK2007WKfjlWKeilaejk

1.9 8

24 WhatKcomputationalKnonatargetedKmassKspectrometryabasedKmetabolomicsKcanKgainKfromKshotgunK
proteomicsbKCurrentiOpinioniiniBiotechnologyWK2017WKhgWKeheaehj 11.4 7

23 OnlineKparallelKaccumulationKâ��KserialKfragmentationKSPuSyzTKwithKaKnovelKtrappedKionKmobilityKmassKspectrometer7

22 MaxQuantKsoftwareKforKionKmobilityKenhancedKshotgunKproteomics 7

21 StronglyKcoupledKcompactKlatticeKQyxKwithKstaggeredKfermionsbKNucleariPhysicsiBWK1998WKigfWKgeiaggj 2.8 6

20 ScalingKofKgaugeKballsKandKstaticKpotentialKinKtheKconfinementKphaseKofKtheKpureKUSeTKlatticeKgaugeK
theorybKNucleariPhysicsyiSectioniByiProceedingsiSupplementsWK1998WKjgWKjmeajmg 5

19 PropertiesKofKtheKnona–aussianKfixedKpointKinKhxKcompactKUSeTKlatticeKgaugeKtheorybKNucleariPhysicsyi
SectioniByiProceedingsiSupplementsWK1997WKigWKjmjajml 4

18 UniversalityKofKtheKgaugeaballKspectrumKofKtheKfouradimensionalKpureKUKSeTKgaugeKtheorybKNucleari
PhysicsiBWK1999WKihiWKjdkajem 2.8 4

17 SystematicKdetectionKofKaminoKacidKsubstitutionsKinKproteomeKrevealsKaKmechanisticKbasisKofK
ribosomeKerrors 4

16 yxpandingKtheKPerseusKSoftwareKforKOmicsKxataKunalysisKWithKwustomKPluginsbKCurrentiProtocolsiini
BioinformaticsWK2020WKkeWKeedi 24.2 4

15 xeubiquitinatingKenzymesKandKtheKproteasomeKregulateKpreferentialKsetsKofKubiquitinKsubstratesbbK
NatureiCommunicationsWK2022WKegWKfkgj 17.4 4

14 uuthorKresponsenK–lobalWKquantitativeKandKdynamicKmappingKofKproteinKsubcellularKlocalizationK2016
WK 3

13 StudyKofKtheKorderKofKtheKphaseKtransitionKinKpureKUSeTKgaugeKtheoryKwithKVillainKactionbKNucleari
PhysicsyiSectioniByiProceedingsiSupplementsWK1999WKkgWKkefakeh 2

12 αsobaricKmatchingKbetweenKrunsKandKnovelKPSMalevelKnormalizationKinKMaxQuantKstronglyKimproveK
reporterKionabasedKquantification 2

11 MeronawlusterKSolutionKofKzermionKandKOtherKSignKProblemsbKNucleariPhysicsyiSectioniByiProceedingsi
SupplementsWK2000WKlgalhWKkkkakme 2

(2000-2003)
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10 QuantitativeKcrossalinkingcmassKspectrometryKusingKisotopealabeledKcrossalinkersKandKMaxQuant 2

9 yuSαatagKenablesKaccurateKmultiplexedKandKinterferenceafreeKMSfabasedKproteomeKquantification 2

8 MaxQuantbLiveKenablesKglobalKtargetingKofKmoreKthanKfiWdddKpeptides 2

7 RedirectedKnuclearKglutamateKdehydrogenaseKsuppliesKTetgKwithK˛–aketoglutarateKinKneuronsbK
NatureiCommunicationsWK2021WKefWKhedd 17.4 1

6 uccurateKandKautomatedKhighacoverageKidentificationKofKchemicallyKcrossalinkedKpeptidesKwithKMaxLynx 1

5 venchmarkingKdifferentialKexpressionWKimputationKandKquantificationKmethodsKforKproteomicsKdatabbK
BriefingsiiniBioinformaticsWK2022WK 13.4 1

4 TracingKbackKvariationsKinKarchaealKySwRTabasedKcellKdivisionKtoKproteinKdomainKarchitecturesbbKPLoSi
ONEWK2022WKekWKedfjjgmi 3.7 0

3 MaxQuantKModuleKforKtheKαdentificationKofK–enomicKVariantsKPropagatedKintoKPeptidesbKMethodsiini
MoleculariBiologyWK2022WKggmaghk 1.4 0

2 –enerationKandKValidationKofKaKReferenceKSystemKforKToxicogenomicsKxNuKMicroarrayKyxperimentsK
2005WKeliafdd

1 PerseusKpluginKMMetisMKforKmetabolicapathwayacenteredKquantitativeKmultiaomicsKdataKanalysisKforK
staticKandKtimeaseriesKexperimentalKdesignsbbKCelliReportsiMethodsWK2022WKfWKeddeml
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