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i Paper IF Citations

167 PathologyKofKTumorsKqssociatedKWithKPathogenicKwermlineKVariantsKinKiKrreastKsancerK
SusceptibilityKwenesYYKJAMAlOncologyWK2022WK 13.4 4

166 PredictingKtheK ikelihoodKofKsarryingKaKorKMutationKinKqsianKPatientsKWithKrreastKsancerYYKJournallofl
ClinicallOncologyWK2022WKzsOba_afdg 2.2 1

165 yntervalKbreastKcancerKisKassociatedKwithKinterferonKimmuneKresponseYYKEuropeanlJournalloflCancerWK
2022WKafbWKaidXb_e 7.5 1

164 rRuqstKscreeningKTailoredKforKxurKSrRuqTxuTXqKstudyKprotocolKonKpersonalisedKriskXbasedKbreastK
cancerKscreeningKprogrammeYYKPLoSlONEWK2022WKagWKe_bfeife 3.7 1

163 tualXRκqKcontrolledKdeliveryKsystemKinhibitedKtumorKgrowthKbyKapoptosisKinductionKandKTMuK
activationYYKJournalloflControlledlReleaseWK2022WKcddWKigXaab 11.7 0

162 OverlapKofKhighXriskKindividualsKpredictedKbyKfamilyKhistoryWKandKgeneticKandKnonXgeneticKbreastK
cancerKriskKpredictionKmodelsjKimplicationsKforKriskKstratificationYYKBMClMedicineWK2022WKb_WKae_ 11.4 0

161 RelevanceKofKtheKMxsKregionKforKbreastKcancerKsusceptibilityKinKqsiansYYKBreastlCancerWK2022WKa 3.4

160 rreastKcancerKrisksKassociatedKwithKmissenseKvariantsKinKbreastKcancerKsusceptibilityKgenesYYKGenomel
MedicineWK2022WKadWKea 14.4 0

159 qssociationKbetweenKrreastKsancerKPolygenicKRiskKScoreKandKshemotherapyXynducedKvebrileK
κeutropeniajKκullKResultsYKCancersWK2022WKadWKbgad 6.6 0

158 wermlineKbreastKcancerKsusceptibilityKgenesWKtumorKcharacteristicsWKandKsurvivalYKGenomelMedicineWK
2021WKacWKahe 14.4 0

157 rreastKcancerKriskKstratificationKforKmammographicKscreeningjKqKnationXwideKscreeningKcohortKofK
bdWdcaKwomenKinKSingaporeYKCancerlMedicineWK2021WKa_WKhahbXhaia 4.8 1

156 tκqKmethylationKandKbreastKcancerXassociatedKvariantsYKBreastlCancerlResearchlandlTreatmentWK
2021WKahhWKgacXgbg 4.4 2

155 sharacterisationKofKproteinXtruncatingKandKmissenseKvariantsKinKinKaeKgfhKwomenKfromKMalaysiaKandK
SingaporeYKJournalloflMedicallGeneticsWK2021WK 5.8 1

154 sohortKprofilejKTheKSingaporeKrreastKsancerKsohortKSSwrssTWKaKmultiXcenterKbreastKcancerKcohortK
forKevaluationKofKphenotypicKriskKfactorsKandKgeneticKmarkersYKPLoSlONEWK2021WKafWKe_be_a_b 3.7 2

153 PleiotropyXguidedKtranscriptomeKimputationKfromKnormalKandKtumorKtissuesKidentifiesKcandidateK
susceptibilityKgenesKforKbreastKandKovarianKcancerYKHumanlGeneticslandlGenomicslAdvancesWK2021WKbWKa___dbXa___db0.8 2

152 vunctionalizedKtMPX_ciKxybridKκanoparticleKasKaKκovelKmRκqKVectorKforKufficientKsancerKSuicideK
weneKTherapyYKInternationallJournalloflNanomedicineWK2021WKafWKebaaXebcb 7.3 6

151
vunctionalKannotationKofKtheKbqceKbreastKcancerKriskKlocusKimplicatesKaKstructuralKvariantKinK
influencingKactivityKofKaKlongXrangeKenhancerKelementYKAmericanlJournalloflHumanlGeneticsWK2021WK
a_hWKaai_Xab_c
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150 upidemiologicalKandKuSKcellXbasedKfunctionalKevaluationKofKrRsqbKvariantsKidentifiedKinKfamiliesK
withKbreastKcancerYKHumanlMutationWK2021WKdbWKb__Xbab 4.7 2

149 qssociationKbetweenKbreastKcancerKriskKandKdiseaseKaggressivenessjKsharacterizingKunderlyingKgeneK
expressionKpatternsYKInternationallJournalloflCancerWK2021WKadhWKhhdXhid 7.5 2

148 rreastKsancerKRiskKwenesKXKqssociationKqnalysisKinKMoreKthanKaacW___KWomenYKNewlEnglandlJournall
oflMedicineWK2021WKchdWKdbhXdci 59.2 143

147 weneticKinsightsKintoKbiologicalKmechanismsKgoverningKhumanKovarianKageingYKNatureWK2021WKeifWKcicXcig50.4 28

146 SingleKMicelleKVectorsKbasedKonK ipidZrlockKsopolymerKsompositionsKasKmRκqKvormulationsKforK
ufficientKsancerKymmunogeneKTherapyYKMolecularlPharmaceuticsWK2021WKahWKd_biXd_de 5.6 1

145 rreastKsancerKRiskKvactorsKandKSurvivalKbyKTumorKSubtypejKPooledKqnalysesKfromKtheKrreastKsancerK
qssociationKsonsortiumYKCancerlEpidemiologylBiomarkerslandlPreventionWK2021WKc_WKfbcXfdb 4 4

144 PolygenicKriskKscoresKforKpredictionKofKbreastKcancerKriskKinKqsianKpopulationsYYKGeneticslinlMedicineWK
2021WK 8.1 2

143 wermlineKxOXracKmutationsKpYwhduKandKpYRbagsKdoKnotKconferKanKincreasedKbreastKcancerKriskYK
ScientificlReportsWK2020WKa_WKifhh 4.9 2

142 ydentificationKofKnovelKbreastKcancerKsusceptibilityKlociKinKmetaXanalysesKconductedKamongKqsianK
andKuuropeanKdescendantsYKNaturelCommunicationsWK2020WKaaWKabag 17.4 16

141 ympactKofKdelayedKtreatmentKinKwomenKdiagnosedKwithKbreastKcancerjKqKpopulationXbasedKstudyYK
CancerlMedicineWK2020WKiWKbdceXbddd 4.8 17

140 yncidenceKofKbreastKcancerKattributableKtoKbreastKdensityWKmodifiableKandKnonXmodifiableKbreastK
cancerKriskKfactors´ inKSingaporeYKScientificlReportsWK2020WKa_WKe_c 4.9 6

139 ympactKofKdeviationKfromKguidelineKrecommendedKtreatmentKonKbreastKcancerKsurvivalKinKqsiaYK
ScientificlReportsWK2020WKa_WKacc_ 4.9 10

138 uuropeanKpolygenicKriskKscoreKforKpredictionKofKbreastKcancerKshowsKsimilarKperformanceKinKqsianK
womenYKNaturelCommunicationsWK2020WKaaWKchcc 17.4 31

137 rreastKsancerKPolygenicKRiskKScoreKandKsontralateralKrreastKsancerKRiskYKAmericanlJournallofl
HumanlGeneticsWK2020WKa_gWKhcgXhdh 11 12

136 TreatmentKofKsolonKsancerKbyKtegradableKrrPPsKκanoXsonjugatesKteliveredKSTqTcKsiRκqYK
InternationallJournalloflNanomedicineWK2020WKaeWKihgeXihi_ 7.3 8

135 ReXevaluatingKgeneticKvariantsKidentifiedKinKcandidateKgeneKstudiesKofKbreastKcancerKriskKusingKdataK
fromKnearlyKbh_W___KwomenKofKqsianKandKuuropeanKancestryYKEBioMedicineWK2019WKdhWKb_cXbaa 8.8 9

134 TwoKtruncatingKvariantsKinKvqκssKandKbreastKcancerKriskYKScientificlReportsWK2019WKiWKabebd 4.9 2

133 zointKassociationKofKmammographicKdensityKadjustedKforKageKandKbodyKmassKindexKandKpolygenicK
riskKscoreKwithKbreastKcancerKriskYKBreastlCancerlResearchWK2019WKbaWKfh 8.3 18

(2019-2021)
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132 TheKlongXtermKprognosticKandKpredictiveKcapacityKofKcyclinKtaKgeneKamplificationKinKbc_eKbreastK
tumoursYKBreastlCancerlResearchWK2019WKbaWKcd 8.3 26

131 somparisonKofKselfXreportedKandKregisterXbasedKhospitalKmedicalKdataKonKcomorbiditiesKinKwomenYK
ScientificlReportsWK2019WKiWKcebg 4.9 7

130 vactorsKassociatedKwithKfalseXpositiveKmammographyKatKfirstKscreenKinKanKqsianKpopulationYKPLoSl
ONEWK2019WKadWKe_bacfae 3.7 6

129 TheKassociationKbetweenKweightKatKbirthKandKbreastKcancerKriskKrevisitedKusingKMendelianK
randomisationYKEuropeanlJournalloflEpidemiologyWK2019WKcdWKeiaXf__ 12.1 11

128 TheKgeneticKinterplayKbetweenKbodyKmassKindexWKbreastKsizeKandKbreastKcancerKriskjKaKMendelianK
randomizationKanalysisYKInternationallJournalloflEpidemiologyWK2019WKdhWKghaXgid 7.8 16

127 PrevalenceKofKrRsqaKandKrRsqbKpathogenicKvariantsKinKaKlargeWKunselectedKbreastKcancerKcohortYK
InternationallJournalloflCancerWK2019WKaddWKaaieXab_d 7.5 18

126 qKcomprehensiveKtoolKforKmeasuringKmammographicKdensityKchangesKoverKtimeYKBreastlCancerl
ResearchlandlTreatmentWK2018WKafiWKcgaXcgi 4.4 26

125 teterminantsKofKbreastKsizeKinKqsianKwomenYKScientificlReportsWK2018WKhWKab_a 4.9 10

124 ynheritedKfactorsKcontributeKtoKanKinverseKassociationKbetweenKpreeclampsiaKandKbreastKcancerYK
BreastlCancerlResearchWK2018WKb_WKf 8.3 9

123 sommonKgeneticKvariationKandKnovelKlociKassociatedKwithKvolumetricKmammographicKdensityYKBreastl
CancerlResearchWK2018WKb_WKc_ 8.3 10

122 qKtranscriptomeXwideKassociationKstudyKofKbbiW___KwomenKidentifiesKnewKcandidateKsusceptibilityK
genesKforKbreastKcancerYKNaturelGeneticsWK2018WKe_WKifhXigh 36.3 101

121 vamilyKxistoryWKReproductiveWKandK ifestyleKRiskKvactorsKforKvibroadenomaKandKrreastKsancerYKJNCIl
CancerlSpectrumWK2018WKbWKpky_ea 4.6 5

120 tifferentialKrurdenKofKRareKandKsommonKVariantsKonKTumorKsharacteristicsWKSurvivalWKandKModeKofK
tetectionKinKrreastKsancerYKCancerlResearchWK2018WKghWKfcbiXfcch 10.1 13

119 xypomorphicKMissenseKVariantsKsonferKModerateKRisksKofKrreastKsancerYKCancerlResearchWK2017WK
ggWKbghiXbgii 10.1 49

118 wenomicKanalysesKidentifyKhundredsKofKvariantsKassociatedKwithKageKatKmenarcheKandKsupportKaKroleK
forKpubertyKtimingKinKcancerKriskYKNaturelGeneticsWK2017WKdiWKhcdXhda 36.3 257

117 qssessmentKofKrreastKsancerKRiskKvactorsKRevealsKSubtypeKxeterogeneityYKCancerlResearchWK2017WK
ggWKcg_hXcgag 10.1 64

116 qssociationKanalysisKidentifiesKfeKnewKbreastKcancerKriskKlociYKNatureWK2017WKeeaWKibXid 50.4 643

115 ydentificationKofKtenKvariantsKassociatedKwithKriskKofKestrogenXreceptorXnegativeKbreastKcancerYK
NaturelGeneticsWK2017WKdiWKagfgXaggh 36.3 186
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114 RiskKandKpredictorsKofKpsoriasisKinKpatientsKwithKbreastKcancerjKaKSwedishKpopulationXbasedKcohortK
studyYKBMClMedicineWK2017WKaeWKaed 11.4 8

113 rodyKsizeKinKearlyKlifeKandKriskKofKbreastKcancerYKBreastlCancerlResearchWK2017WKaiWKhd 8.3 9

112 ReproductiveKprofilesKandKriskKofKbreastKcancerKsubtypesjKaKmultiXcenterKcaseXonlyKstudyYKBreastl
CancerlResearchWK2017WKaiWKaai 8.3 26

111 sommonKsharedKgeneticKvariationKbehindKdecreasedKriskKofKbreastKcancerKinKceliacKdiseaseYKScientificl
ReportsWK2017WKgWKeidb 4.9 2

110  ongitudinalKfluctuationKinKmammographicKpercentKdensityKdifferentiatesKbetweenKintervalKandK
screenXdetectedKbreastKcancerYKInternationallJournalloflCancerWK2017WKad_WKcdXd_ 7.5 4

109 MolecularKtifferencesKbetweenKScreenXtetectedKandKyntervalKrreastKsancersKqreK argelyKuxplainedK
byKPqMe_KSubtypesYKClinicallCancerlResearchWK2017WKbcWKbehdXbeib 12.9 12

108 weneticKmodifiersKofKsxu~bUaa__delsXassociatedKbreastKcancerKriskYKGeneticslinlMedicineWK2017WKaiWKeiiXf_c8.1 51

107 qssociationsKbetweenKchildhoodKbodyKsizeKandKseventeenKadverseKoutcomesjKanalysisKofKfeW_egK
uuropeanKwomenYKScientificlReportsWK2017WKgWKafiag 4.9 4

106 rodyKmassKindexKandKbreastKcancerKsurvivaljKaKMendelianKrandomizationKanalysisYKInternationall
JournalloflEpidemiologyWK2017WKdfWKahadXahbb 7.8 27

105 κoKclinicalKutilityKofK~RqSKvariantKrsfagfdcg_KforKovarianKorKbreastKcancerYKGynecologiclOncologyWK
2016WKadaWKchfXd_a 4.9 15

104
weneticKRiskKScoreKMendelianKRandomizationKShowsKthatKObesityKMeasuredKasKrodyKMassKyndexWK
butKnotKWaistjxipKRatioWKysKsausalKforKundometrialKsancerYKCancerlEpidemiologylBiomarkerslandl
PreventionWK2016WKbeWKae_cXaea_

4 42

103 rsbgcechcWKlocatedKatKaKmicroRκqKbindingKsiteKinKtheKcRUTRKofKκrSaWKisKnotKassociatedKwithKbreastK
cancerKriskYKScientificlReportsWK2016WKfWKcfhgd 4.9 2

102 vunctionalKmechanismsKunderlyingKpleiotropicKriskKallelesKatKtheKaipacYaKbreastXovarianKcancerK
susceptibilityKlocusYKNaturelCommunicationsWK2016WKgWKabfge 17.4 53

101 sommonKdiseasesKasKdeterminantsKofKmenopausalKageYKHumanlReproductionWK2016WKcaWKbhefXbhfd 5.7 20

100 qssessingKwithinXwomanKchangesKinKmammographicKdensityjKaKcomparisonKofKfullyKversusK
semiXautomatedKareaXbasedKapproachesYKCancerlCauseslandlControlWK2016WKbgWKdhaXia 2.8 11

99 sYPaiqaKfineXmappingKandKMendelianKrandomizationjKestradiolKisKcausalKforKendometrialKcancerYK
Endocrine-RelatedlCancerWK2016WKbcWKggXia 5.7 41

98 VariantsKinKfqbeYaKqreKqssociatedKwithKMammographicKtensityKinKMalaysianKshineseKWomenYK
CancerlEpidemiologylBiomarkerslandlPreventionWK2016WKbeWKcbgXcc 4 6

97
weneticKvariationKinKtheKimmunosuppressionKpathwayKgenesKandKbreastKcancerKsusceptibilityjKaK
pooledKanalysisKofKdbWea_KcasesKandKd_WeggKcontrolsKfromKtheKrreastKsancerKqssociationK
sonsortiumYKHumanlGeneticsWK2016WKaceWKacgXed

6.3 6

(2016-2017)
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96 qssociationsKofKrreastKsancerKRiskKPredictionKToolsKWithKTumorKsharacteristicsKandKMetastasisYK
JournalloflClinicallOncologyWK2016WKcdWKbeaXh 2.2 27

95 rRsqbKPolymorphicKStopKsodonK~ccbfXKandKtheKRiskKofKrreastWKProstateWKandKOvarianKsancersYK
JournalloflthelNationallCancerlInstituteWK2016WKa_hWK 9.7 65

94 RqtearKinKvamilialKrreastKsancerYKPLoSlONEWK2016WKaaWKe_aecghh 3.7 18

93 weneticallyKPredictedKrodyKMassKyndexKandKrreastKsancerKRiskjKMendelianKRandomizationKqnalysesK
ofKtataKfromKadeW___KWomenKofKuuropeanKtescentYKPLoSlMedicineWK2016WKacWKea__ba_e 11.6 80

92 vineXMappingKofKtheKapaaYbKrreastKsancerKSusceptibilityK ocusYKPLoSlONEWK2016WKaaWKe_af_caf 3.7 11

91 vineXscaleKmappingKofKhqbdKlocusKidentifiesKmultipleKindependentKriskKvariantsKforKbreastKcancerYK
InternationallJournalloflCancerWK2016WKaciWKac_cXacag 7.5 26

90 Pq rbWKsxu~bKandKqTMKrareKvariantsKandKcancerKriskjKdataKfromKsOwSYKJournalloflMedicallGeneticsWK
2016WKecWKh__Xhaa 5.8 121

89 PatientKsurvivalKandKtumorKcharacteristicsKassociatedKwithKsxu~bjpYyaegTKXKfindingsKfromKtheKrreastK
sancerKqssociationKsonsortiumYKBreastlCancerlResearchWK2016WKahWKih 8.3 26

88 ydentificationKofKindependentKassociationKsignalsKandKputativeKfunctionalKvariantsKforKbreastKcancerK
riskKthroughKfineXscaleKmappingKofKtheKabpaaKlocusYKBreastlCancerlResearchWK2016WKahWKfd 8.3 25

87 weneticKpredispositionKtoKductalKcarcinomaKinKsituKofKtheKbreastYKBreastlCancerlResearchWK2016WKahWKbb 8.3 31

86 qssociationKofKgeneticKsusceptibilityKvariantsKforKtypeKbKdiabetesKwithKbreastKcancerKriskKinKwomenK
ofKuuropeanKancestryYKCancerlCauseslandlControlWK2016WKbgWKfgiXic 2.8 15

85 viveKendometrialKcancerKriskKlociKidentifiedKthroughKgenomeXwideKassociationKanalysisYKNaturel
GeneticsWK2016WKdhWKffgXfgd 36.3 56

84
uvidenceKthatKtheKepabKVariantKrsa_idafgiKsonfersKSusceptibilityKtoKustrogenXReceptorXPositiveK
rreastKsancerKthroughKvwva_KandKMRPSc_KRegulationYKAmericanlJournalloflHumanlGeneticsWK2016WK
iiWKi_cXiaa

11 43

83
WorseKqualityKofKlifeKinKyoungKandKrecentlyKdiagnosedKbreastKcancerKsurvivorsKcomparedKwithK
femaleKsurvivorsKofKotherKcancersjKqKcrossXsectionalKstudyYKInternationallJournalloflCancerWK2016WK
aciWKbdaeXbe

7.5 18

82 ynheritedKvariantsKinKtheKinnerKcentromereKproteinKSyκsuκPTKgeneKofKtheKchromosomalKpassengerK
complexKcontributeKtoKtheKsusceptibilityKofKuRXnegativeKbreastKcancerYKCarcinogenesisWK2015WKcfWKbefXga 4.6 12

81 wenomeXwideKassociationKanalysisKofKmoreKthanKab_W___KindividualsKidentifiesKaeKnewKsusceptibilityK
lociKforKbreastKcancerYKNaturelGeneticsWK2015WKdgWKcgcXh_ 36.3 406

80 PolymorphismsKinKaKPutativeKunhancerKatKtheKa_qbaYbKrreastKsancerKRiskK ocusKRegulateKκRrvbK
uxpressionYKAmericanlJournalloflHumanlGeneticsWK2015WKigWKbbXcd 11 26

79 ydentificationKofKnovelKgeneticKmarkersKofKbreastKcancerKsurvivalYKJournalloflthelNationallCancerl
InstituteWK2015WKa_gWK 9.7 38
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78 sandidateKlocusKanalysisKofKtheKTuRTXs PTMa KcancerKriskKregionKonKchromosomeKepaeKidentifiesK
multipleKindependentKvariantsKassociatedKwithKendometrialKcancerKriskYKHumanlGeneticsWK2015WKacdWKbcaXde6.3 30

77
qssessmentKofKvariationKinKimmunosuppressiveKpathwayKgenesKrevealsKTwvrRbKtoKbeKassociatedK
withKprognosisKofKestrogenKreceptorXnegativeKbreastKcancerKafterKchemotherapyYKBreastlCancerl
ResearchWK2015WKagWKah

8.3 17

76 κovelKqssociationsKbetweenKsommonKrreastKsancerKSusceptibilityKVariantsKandKRiskXPredictingK
MammographicKtensityKMeasuresYKCancerlResearchWK2015WKgeWKbdegXfg 10.1 45

75  argeXscaleKgenomicKanalysesKlinkKreproductiveKagingKtoKhypothalamicKsignalingWKbreastKcancerK
susceptibilityKandKrRsqaXmediatedKtκqKrepairYKNaturelGeneticsWK2015WKdgWKabidXac_c 36.3 226

74 xeightKandKrreastKsancerKRiskjKuvidenceKvromKProspectiveKStudiesKandKMendelianKRandomizationYK
JournalloflthelNationallCancerlInstituteWK2015WKa_gWK 9.7 74

73 somprehensiveKgeneticKassessmentKofKtheKuSRaKlocusKidentifiesKaKriskKregionKforKendometrialK
cancerYKEndocrine-RelatedlCancerWK2015WKbbWKheaXfa 5.7 19

72 vineXscaleKmappingKofKtheKdqbdKlocusKidentifiesKtwoKindependentKlociKassociatedKwithKbreastKcancerK
riskYKCancerlEpidemiologylBiomarkerslandlPreventionWK2015WKbdWKafh_Xia 4 17

71 ydentificationKandKcharacterizationKofKnovelKassociationsKinKtheKsqSPhZq SbsRabKregionKonK
chromosomeKbKwithKbreastKcancerKriskYKHumanlMolecularlGeneticsWK2015WKbdWKbheXih 5.6 35

70 vineXmappingKofKtheKxκvarKmulticancerKlocusKidentifiesKcandidateKvariantsKthatKmediateK
endometrialKcancerKriskYKHumanlMolecularlGeneticsWK2015WKbdWKadghXib 5.6 46

69 ynvestigationKofKgeneXenvironmentKinteractionsKbetweenKdgKnewlyKidentifiedKbreastKcancerK
susceptibilityKlociKandKenvironmentalKriskKfactorsYKInternationallJournalloflCancerWK2015WKacfWKufheXif 7.5 26

68 MetaXanalysisKofKgenomeXwideKassociationKstudiesKidentifiesKcommonKsusceptibilityKpolymorphismsK
forKcolorectalKandKendometrialKcancerKnearKSxbrcKandKTSxZaYKScientificlReportsWK2015WKeWKagcfi 4.9 27

67 qKpolymorphismKinKtheKbaseKexcisionKrepairKgeneKPqRPbKisKassociatedKwithKdifferentialKprognosisKbyK
chemotherapyKamongKpostmenopausalKbreastKcancerKpatientsYKBMClCancerWK2015WKaeWKigh 4.8 6

66 sommonKgermlineKpolymorphismsKassociatedKwithKbreastKcancerXspecificKsurvivalYKBreastlCancerl
ResearchWK2015WKagWKeh 8.3 24

65 ydentificationKofKtwoKnovelKmammographicKdensityKlociKatKfQbeYaYKBreastlCancerlResearchWK2015WKagWKge 8.3 18

64 qKcomprehensiveKevaluationKofKinteractionKbetweenKgeneticKvariantsKandKuseKofKmenopausalK
hormoneKtherapyKonKmammographicKdensityYKBreastlCancerlResearchWK2015WKagWKaa_ 8.3 13

63  argeXScaleKwenomicKqnalysesK inkKReproductiveKqgingKtoKxypothalamicKSignalingWKrreastKsancerK
SusceptibilityWKandKrRsqaXMediatedKtκqKRepairYKObstetricallandlGynecologicallSurveyWK2015WKg_WKgehXgfb2.4

62 TheKgeneticKbasisKofKqualityKofKlifeKinKhealthyKSwedishKwomenjKaKcandidateKgeneKapproachYKPLoSl
ONEWK2015WKa_WKe_aahbib 3.7 6

61 MammographicKrreastKtensityKandKsommonKweneticKVariantsKinKrreastKsancerKRiskKPredictionYK
PLoSlONEWK2015WKa_WKe_acffe_ 3.7 17

(2015-2015)
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60 SκPXSκPKinteractionKanalysisKofKκvX˛”rKsignalingKpathwayKonKbreastKcancerKsurvivalYKOncotargetWK
2015WKfWKcgigiXid 3.3 19

59 PredictionKofKbreastKcancerKriskKbasedKonKprofilingKwithKcommonKgeneticKvariantsYKJournalloflthel
NationallCancerlInstituteWK2015WKa_gWK 9.7 324

58 TheKassociationKbetweenKlowerKeducationalKattainmentKandKdepressionKowingKtoKsharedKgeneticK
effectsoKResultsKinK~beW___KsubjectsYKMolecularlPsychiatryWK2015WKb_WKgceXdc 15.1 39

57 vineXmappingKidentifiesKtwoKadditionalKbreastKcancerKsusceptibilityKlociKatKiqcaYbYKHumanlMolecularl
GeneticsWK2015WKbdWKbiffXhd 5.6 36

56 RiskKfactorsKandKtumorKcharacteristicsKofKintervalKcancersKbyKmammographicKdensityYKJournallofl
ClinicallOncologyWK2015WKccWKa_c_Xg 2.2 82

55 vineXscaleKmappingKofKtheKeqaaYbKbreastKcancerKlocusKrevealsKatKleastKthreeKindependentKriskK
variantsKregulatingKMqPc~aYKAmericanlJournalloflHumanlGeneticsWK2015WKifWKeXb_ 11 59

54 rreastKcancerKgeneticKriskKprofileKisKdifferentiallyKassociatedKwithKintervalKandKscreenXdetectedK
breastKcancersYKAnnalsloflOncologyWK2015WKbfWKeagXbb 10.3 24

53 uthnicKdifferencesKinKmammographicKdensitiesjKanKqsianKcrossXsectionalKstudyYKPLoSlONEWK2015WKa_WKe_aagefh3.7 31

52 ynKSearchKforKtheKweneticKrasisKofKQualityKofK ifeKinKxealthyKSwedishKWomenXXqKwWqSKStudyKUsingK
theKisOwSKsustomKwenotypingKqrrayYKPLoSlONEWK2015WKa_WKe_ad_efc 3.7 1

51
qKlargeXscaleKassessmentKofKtwoXwayKSκPKinteractionsKinKbreastKcancerKsusceptibilityKusingKdfWde_K
casesKandKdbWdfaKcontrolsKfromKtheKbreastKcancerKassociationKconsortiumYKHumanlMolecularl
GeneticsWK2014WKbcWKaicdXdf

5.6 28

50 ydentificationKofKnewKgeneticKsusceptibilityKlociKforKbreastKcancerKthroughKconsiderationKofK
geneXenvironmentKinteractionsYKGeneticlEpidemiologyWK2014WKchWKhdXic 2.6 24

49 wenomeXwideKassociationKstudyKidentifiesKmultipleKlociKassociatedKwithKbothKmammographicK
densityKandKbreastKcancerKriskYKNaturelCommunicationsWK2014WKeWKec_c 17.4 84

48 MammographicKdensityKphenotypesKandKriskKofKbreastKcancerjKaKmetaXanalysisYKJournalloflthel
NationallCancerlInstituteWK2014WKa_fWK 9.7 190

47 vwvKreceptorKgenesKandKbreastKcancerKsusceptibilityjKresultsKfromKtheKrreastKsancerKqssociationK
sonsortiumYKBritishlJournalloflCancerWK2014WKaa_WKa_hhXa__ 8.7 20

46 qssessmentKofKaKfullyKautomatedWKhighXthroughputKmammographicKdensityKmeasurementKtoolKforK
useKwithKprocessedKdigitalKmammogramsYKCancerlCauseslandlControlWK2014WKbeWKa_cgXdc 2.8 10

45 uvidenceKthatKbreastKcancerKriskKatKtheKbqceKlocusKisKmediatedKthroughKywvrPeKregulationYKNaturel
CommunicationsWK2014WKdWKdiii 17.4 87

44 weneticKvariationKinKmitoticKregulatoryKpathwayKgenesKisKassociatedKwithKbreastKtumorKgradeYK
HumanlMolecularlGeneticsWK2014WKbcWKf_cdXdf 5.6 11

43 TheKaetiologyKofKconvulsiveKstatusKepilepticusjKaKstudyKofKbehKcasesKinKWesternKshinaYKSeizure:lthel
JournalloflthelBritishlEpilepsylAssociationWK2014WKbcWKgagXba 3.2 10
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42 MicroRκqKrelatedKpolymorphismsKandKbreastKcancerKriskYKPLoSlONEWK2014WKiWKea_iigc 3.7 37

41 qreaKandKvolumetricKdensityKestimationKinKprocessedKfullXfieldKdigitalKmammogramsKforKriskK
assessmentKofKbreastKcancerYKPLoSlONEWK2014WKiWKeaa_fi_ 3.7 21

40 qutomatedKmeasurementKofKvolumetricKmammographicKdensityjKaKtoolKforKwidespreadKbreastK
cancerKriskKassessmentYKCancerlEpidemiologylBiomarkerslandlPreventionWK2014WKbcWKagfdXgb 4 52

39 tigitalKmammographicKdensityKandKbreastKcancerKriskjKaKcaseXcontrolKstudyKofKsixKalternativeKdensityK
assessmentKmethodsYKBreastlCancerlResearchWK2014WKafWKdci 8.3 141

38 VolumetricKmammographicKdensityjKheritabilityKandKassociationKwithKbreastKcancerKsusceptibilityK
lociYKJournalloflthelNationallCancerlInstituteWK2014WKa_fWK 9.7 15

37 weneticKpredispositionKtoKinKsituKandKinvasiveKlobularKcarcinomaKofKtheKbreastYKPLoSlGeneticsWK2014WK
a_WKea__dbhe 6 38

36 unhancementKofKmammographicKdensityKmeasuresKinKbreastKcancerKriskKpredictionYKCancerl
EpidemiologylBiomarkerslandlPreventionWK2014WKbcWKacadXbc 4 15

35 bqcfYcKisKassociatedKwithKprognosisKforKoestrogenKreceptorXnegativeKbreastKcancerKpatientsKtreatedK
withKchemotherapyYKNaturelCommunicationsWK2014WKeWKd_ea 17.4 13

34
PolygenicKscoresKassociatedKwithKeducationalKattainmentKinKadultsKpredictKeducationalKachievementK
andKqtxtKsymptomsKinKchildrenYKAmericanlJournalloflMedicallGeneticslPartlB:lNeuropsychiatricl
GeneticsWK2014WKaferWKea_Xb_

3.5 34

33 sommonKnonXsynonymousKSκPsKassociatedKwithKbreastKcancerKsusceptibilityjKfindingsKfromKtheK
rreastKsancerKqssociationKsonsortiumYKHumanlMolecularlGeneticsWK2014WKbcWKf_ifXaaa 5.6 48

32 PrognosticKinformationKofKaKpreviouslyKdiagnosedKsisterKisKanKindependentKprognosticatorKforKaK
newlyKdiagnosedKsisterKwithKbreastKcancerYKAnnalsloflOncologyWK2014WKbeWKaiffXaigb 10.3 3

31 qutomatedKbreastKtissueKdensityKassessmentKusingKhighKorderKregionalKtextureKdescriptorsKinK
mammographyK2014WK 1

30 sYPbrfUfKisKassociatedKwithKincreasedKbreastKcancerKriskYKInternationallJournalloflCancerWK2014WKacdWKdbfXc_7.5 20

29 vineXscaleKmappingKofKtheKvwvRbKbreastKcancerKriskKlocusjKputativeKfunctionalKvariantsKdifferentiallyK
bindKvOXqaKandKubvaYKAmericanlJournalloflHumanlGeneticsWK2013WKicWKa_dfXf_ 11 80

28 MultipleKindependentKvariantsKatKtheKTuRTKlocusKareKassociatedKwithKtelomereKlengthKandKrisksKofK
breastKandKovarianKcancerYKNaturelGeneticsWK2013WKdeWKcgaXhdWKchdeaXb 36.3 422

27 shangeKofKmammographicKdensityKpredictsKtheKriskKofKcontralateralKbreastKcancerXXaKcaseXcontrolK
studyYKBreastlCancerlResearchWK2013WKaeWKReg 8.3 39

26 sonfirmationKofKtheKreductionKofKhormoneKreplacementKtherapyXrelatedKbreastKcancerKriskKforK
carriersKofKtheKxStagra_icg_wKvariantYKBreastlCancerlResearchlandlTreatmentWK2013WKachWKedcXh 4.4 9

25 vunctionalKvariantsKatKtheKaaqacKriskKlocusKforKbreastKcancerKregulateKcyclinKtaKexpressionKthroughK
longXrangeKenhancersYKAmericanlJournalloflHumanlGeneticsWK2013WKibWKdhiXe_c 11 167
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24  argeXscaleKgenotypingKidentifiesKdaKnewKlociKassociatedKwithKbreastKcancerKriskYKNaturelGeneticsWK
2013WKdeWKcecXfaWKcfaeaXb 36.3 813

23 wWqSKofKabfWeeiKindividualsKidentifiesKgeneticKvariantsKassociatedKwithKeducationalKattainmentYK
ScienceWK2013WKcd_WKadfgXga 33.3 563

22
qKgenomeXwideKassociationKstudyKtoKidentifyKgeneticKsusceptibilityKlociKthatKmodifyKductalKandK
lobularKpostmenopausalKbreastKcancerKriskKassociatedKwithKmenopausalKhormoneKtherapyKusejKaK
twoXstageKdesignKwithKreplicationYKBreastlCancerlResearchlandlTreatmentWK2013WKachWKebiXedb

4.4 14

21 MammographicKdensityKreductionKisKaKprognosticKmarkerKofKresponseKtoKadjuvantKtamoxifenK
therapyKinKpostmenopausalKpatientsKwithKbreastKcancerYKJournalloflClinicallOncologyWK2013WKcaWKbbdiXef 2.2 96

20  argeXscaleKgenotypingKidentifiesKaKnewKlocusKatKbbqacYbKassociatedKwithKfemaleKbreastKsizeYK
JournalloflMedicallGeneticsWK2013WKe_WKfffXgc 5.8 11

19 salciumKintakeKisKnotKrelatedKtoKbreastKcancerKriskKamongKSingaporeKshineseKwomenYKInternationall
JournalloflCancerWK2013WKaccWKfh_Xf 7.5 11

18 qssociationKofKsYPbtfKmetabolizerKstatusKwithKmammographicKdensityKchangeKinKresponseKtoK
tamoxifenKtreatmentYKBreastlCancerlResearchWK2013WKaeWKRic 8.3 9

17 TheKUwTaqf_ai_wwKgenotypeKisKaKbreastKcancerKriskKfactorYKFrontierslinlGeneticsWK2013WKdWKa_d 4.5 7

16 κoKevidenceKforKassociationKofKinheritedKvariationKinKgenesKinvolvedKinKmitosisKandKpercentK
mammographicKdensityYKBreastlCancerlResearchWK2012WKadWKRg 8.3 2

15 TheKpostmenopausalKhormoneKreplacementKtherapyXrelatedKbreastKcancerKriskKisKdecreasedKinK
womenKcarryingKtheKsYPbsaiUagKvariantYKBreastlCancerlResearchlandlTreatmentWK2012WKacaWKcdgXe_ 4.4 4

14 xighXthroughputKmammographicXdensityKmeasurementjKaKtoolKforKriskKpredictionKofKbreastKcancerYK
BreastlCancerlResearchWK2012WKadWKRaad 8.3 84

13
iqcaYbXrshfefhfKasKaKsusceptibilityKlocusKforKestrogenKreceptorXpositiveKbreastKcancerjKevidenceK
fromKtheKrreastKsancerKqssociationKsonsortiumYKCancerlEpidemiologylBiomarkerslandlPreventionWK
2012WKbaWKaghcXia

4 17

12
sommonKbreastKcancerKsusceptibilityKvariantsKinK SPaKandKRqtea aKareKassociatedKwithK
mammographicKdensityKmeasuresKthatKpredictKbreastKcancerKriskYKCancerlEpidemiologylBiomarkersl
andlPreventionWK2012WKbaWKaaefXff

4 92

11 ydentificationKofKaKnovelKpercentKmammographicKdensityKlocusKatKabqbdYKHumanlMolecularlGeneticsWK
2012WKbaWKcbiiXc_e 5.6 28

10 MammographicKbreastKdensityKandKbreastKcancerjKevidenceKofKaKsharedKgeneticKbasisYKCancerl
ResearchWK2012WKgbWKadghXhd 10.1 50

9
sxu~bUaa__delsKheterozygosityKinKwomenKwithKbreastKcancerKassociatedKwithKearlyKdeathWKbreastK
cancerXspecificKdeathWKandKincreasedKriskKofKaKsecondKbreastKcancerYKJournalloflClinicallOncologyWK
2012WKc_WKdc_hXaf

2.2 134

8 soffeeKconsumptionKmodifiesKriskKofKestrogenXreceptorKnegativeKbreastKcancerYKBreastlCancerl
ResearchWK2011WKacWKRdi 8.3 36

7 sommonKvariantsKinKZκvcfeKareKassociatedKwithKbothKmammographicKdensityKandKbreastKcancerK
riskYKNaturelGeneticsWK2011WKdcWKaheXg 36.3 96
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6 wenomeXwideKassociationKstudyKidentifiesKaKcommonKvariantKassociatedKwithKriskKofKendometrialK
cancerYKNaturelGeneticsWK2011WKdcWKdeaXd 36.3 121

5 qKcombinedKanalysisKofKgenomeXwideKassociationKstudiesKinKbreastKcancerYKBreastlCancerlResearchl
andlTreatmentWK2011WKabfWKgagXbg 4.4 85

4 rlurringKofKhighXresolutionKdataKshowsKthatKtheKeffectKofKintrinsicKnucleosomeKoccupancyKonK
transcriptionKfactorKbindingKisKmostlyKregionalWKnotKlocalYKPLoSlComputationallBiologyWK2010WKfWKea___fdi5 19

3 qKgenomeXwideKassociationKscanKonKestrogenKreceptorXnegativeKbreastKcancerYKBreastlCancerl
ResearchWK2010WKabWKRic 8.3 32

2 uffectsKofKchildhoodKbodyKsizeKonKbreastKcancerKtumourKcharacteristicsYKBreastlCancerlResearchWK
2010WKabWKRbc 8.3 9

1 weneticKvariationKinKtheKestrogenKmetabolicKpathwayKandKmammographicKdensityKasKanK
intermediateKphenotypeKofKbreastKcancerYKBreastlCancerlResearchWK2010WKabWKRai 8.3 14
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