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n Paper IF Citations

333 —ovelKorthobunyavirusKinKqattleWKsuropeWK_[]]YKEmergingfInfectiousfDiseasesWK2012WK]fWKbdgXe_ 10.2 495

332 onimalKmodelsKforKq VwrX]gYKNatureWK2020WKcfdWKc[gXc]c 50.4 377

331 oKuniversalKheterologousKinternalKcontrolKsystemKforKduplexKrealXtimeKRTXłqRKassaysKusedKinKaK
detectionKsystemKforKpestivirusesYKJournalfoffVirologicalfMethodsWK2006WK]adWK_[[Xg 2.6 288

330 SoRSXqoVX_KspikeKrd]buKchangeKenhancesKreplicationKandKtransmissionYKNatureWK2021WKcg_WK]__X]_e 50.4 214

329 ueneticKandKantigenicKcharacterizationKofKanKatypicalKpestivirusKisolateWKaKputativeKmemberKofKaK
novelKpestivirusKspeciesYKJournalfoffGeneralfVirologyWK2004WKfcWKadbeXadc_ 4.9 188

328 ValidationKofKaKrealXtimeKRTXłqRKassayKforKsensitiveKandKspecificKdetectionKofKclassicalKswineKfeverYK
JournalfoffVirologicalfMethodsWK2005WK]a[WKadXbb 2.6 183

327 tirstKoccurrenceKofKqulicoidesKobsoletusXtransmittedKpluetongueKvirusKepidemicKinKqentralKsuropeYK
ParasitologyfResearchWK2007WK][]WK_]gX_f 2.4 169

326 oKVariegatedKSquirrelKpornavirusKossociatedKwithKtatalKvumanKsncephalitisYKNewfEnglandfJournalfoff
MedicineWK2015WKaeaWK]cbXd_ 59.2 161

325
—ewcastleKdiseaseKvirusKexpressingKvcKhemagglutininKgeneKprotectsKchickensKagainstK—ewcastleK
diseaseKandKavianKinfluenzaYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2006WK][aWKf]geX_[_

11.5 156

324 SequenceKanalysisKofKbluetongueKvirusKserotypeKfKfromKtheK—etherlandsK_[[dKandKcomparisonKtoK
otherKsuropeanKstrainsYKVirologyWK2008WKaeeWKa[fX]f 3.6 152

323 —eurotropicKvirusKinfectionsKasKtheKcauseKofKimmediateKandKdelayedKneuropathologyYKActaf
NeuropathologicaWK2016WK]a]WK]cgX]fb 14.3 149

322 TaxonomyKofKtheKorderKpunyaviraleshKupdateK_[]gYKArchivesfoffVirologyWK2019WK]dbWK]gbgX]gdc 2.6 148

321 svidenceKforKnovelKhepacivirusesKinKrodentsYKPLoSfPathogensWK2013WKgWKe][[abaf 7.6 148

320  rganKdistributionKofKSchmallenbergKvirusKR—oKinKmalformedKnewbornsYKVeterinaryfMicrobiologyWK
2012WK]cgWK_adXf 3.3 147

319 oKportableKreverseKtranscriptionKrecombinaseKpolymeraseKamplificationKassayKforKrapidKdetectionKofK
footXandXmouthKdiseaseKvirusYKPLoSfONEWK2013WKfWKee]db_ 3.7 139

318 TaxonomyKofKtheKorderK–ononegaviraleshKupdateK_[]eYKArchivesfoffVirologyWK2017WK]d_WK_bgaX_c[b 2.6 137

317 tullKgenomeKcharacterisationKofKbluetongueKvirusKserotypeKdKfromKtheK—etherlandsK_[[fKandK
comparisonKtoKotherKfieldKandKvaccineKstrainsYKPLoSfONEWK2010WKcWKe][a_a 3.7 109
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316 TaxonomyKofKtheKfamilyKorenaviridaeKandKtheKorderKpunyaviraleshKupdateK_[]fYKArchivesfoffVirologyWK
2018WK]daWK__gcX_a][ 2.6 108

315 qlassicalKSwineKteverXonKUpdatedKReviewYKVirusesWK2017WKgWK 6.2 105

314 —ovelKbluetongueKvirusKinKgoatsWKqorsicaWKtranceWK_[]bYKEmergingfInfectiousfDiseasesWK2014WK_[WK_]_aXc 10.2 105

313 —ovelKmarkerKvaccinesKagainstKclassicalKswineKfeverYKVaccineWK2007WK_cWKcddcXe[ 4.1 101

312 –olecularKanalysisKofKhighlyKpathogenicKavianKinfluenzaKvirusKofKsubtypeKvc—]KisolatedKfromKwildK
birdsKandKmammalsKinKnorthernKuermanyYKJournalfoffGeneralfVirologyWK2007WKffWKccbXccf 4.9 82

311 TaxonomyKofKtheKorderKpunyaviraleshKsecondKupdateK_[]fYKArchivesfoffVirologyWK2019WK]dbWKg_eXgb] 2.6 76

310 RiemsKinfluenzaKaKtypingKarrayKSRwToThKonKRTXqłqRXbasedKlowKdensityKarrayKforKsubtypingKavianKandK
mammalianKinfluenzaKaKvirusesYKScientificfReportsWK2016WKdWK_e_]] 4.9 74

309 onKinfectiousKbatXderivedKchimericKinfluenzaKvirusKharbouringKtheKentryKmachineryKofKanKinfluenzaKoK
virusYKNaturefCommunicationsWK2014WKcWKbbbf 17.4 72

308 spidemiologyKofKbluetongueKvirusKserotypeKfWKuermanyYKEmergingfInfectiousfDiseasesWK2009WK]cWKbaaXc 10.2 72

307 reterminationKofKtheKcompleteKgenomicKsequenceKandKanalysisKofKtheKgeneKproductsKofKtheKvirusKofK
SpringKViremiaKofKqarpWKaKfishKrhabdovirusYKVirusfResearchWK2002WKfbWKfgX][[ 6.4 68

306 ofricanKswineKfeverKXKoKreviewKofKcurrentKknowledgeYKVirusfResearchWK2020WK_feWK]gf[gg 6.4 68

305 oKVersatileKSampleKłrocessingKWorkflowKforK–etagenomicKłathogenKretectionYKScientificfReportsWK
2018WKfWK]a][f 4.9 66

304  ralKexposureWKreinfectionKandKcellularKimmunityKtoKSchmallenbergKvirusKinKcattleYKVeterinaryf
MicrobiologyWK2013WK]dcWK]ccXg 3.3 65

303 sfficacyKofKthreeKinactivatedKvaccinesKagainstKbluetongueKvirusKserotypeKfKinKsheepYKVaccineWK2009WK
_eWKb]dgXec 4.1 65

302 pluetongueKvirusKserotypeK_ehKdetectionKandKcharacterizationKofKtwoKnovelKvariantsKinKqorsicaWK
tranceYKJournalfoffGeneralfVirologyWK2016WKgeWK_[eaX_[fa 4.9 65

301
ofricanKswineKfeverKvirusKtransmissionKcyclesKinKqentralKsuropehKsvaluationKofKwildKboarXsoftKtickK
contactsKthroughKdetectionKofKantibodiesKagainstK rnithodorosKerraticusKsalivaKantigenYKBMCf
VeterinaryfResearchWK2016WK]_WK]

2.7 64

300 qompleteKcodingKgenomeKsequenceKofKputativeKnovelKbluetongueKvirusKserotype´ _eYKGenomef
AnnouncementsWK2015WKaWK 63

299 Rws–ShKaKsoftwareKpipelineKforKsensitiveKandKcomprehensiveKtaxonomicKclassificationKofKreadsKfromK
metagenomicsKdatasetsYKBMCfBioinformaticsWK2015WK]dWKdg 3.6 60

(2015-2018)
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298 SchmallenbergKvirusKexperimentalKinfectionKofKsheepYKVeterinaryfMicrobiologyWK2013WK]ddWKbd]Xd 3.3 60

297 –odernKadjuvantsKdoKnotKenhanceKtheKefficacyKofKanKinactivatedKofricanKswineKfeverKvirusKvaccineK
preparationYKVaccineWK2014WKa_WKafegXf_ 4.1 58

296 tatalKsncephaliticKpornaKriseaseKVirusK]KinKSolidX rganKTransplantKRecipientsYKNewfEnglandfJournalf
offMedicineWK2018WKaegWK]aeeX]aeg 59.2 55

295 SchmallenbergKvirusKchallengeKmodelsKinKcattlehKinfectiousKserumKorKcultureXgrownKvirusmYKVeterinaryf
ResearchWK2012WKbaWKfb 3.8 54

294 SchmallenbergKVirusKRecurrenceWKuermanyWK_[]bYKEmergingfInfectiousfDiseasesWK2015WK_]WK]_[_Xb 10.2 53

293 retectionKofKaK—ovelKpovineKostrovirusKinKaKqowKwithKsncephalitisYKTransboundaryfandfEmergingf
DiseasesWK2016WKdaWK_caXg 4.2 52

292 wmprovedKsafetyKforKmolecularKdiagnosisKofKclassicalKrabiesKvirusesKbyKuseKofKaKTaq–anKrealXtimeK
reverseKtranscriptionXłqRKMdoubleKcheckMKstrategyYKJournalfoffClinicalfMicrobiologyWK2010WKbfWKage[Xf 9.7 51

291 qlassicalKswineKfeverKvaccinesXStateXofXtheXartYKVeterinaryfMicrobiologyWK2017WK_[dWK][X_[ 3.3 45

290 SwarmKincursionsKofKreassortantsKofKhighlyKpathogenicKavianKinfluenzaKvirusKstrainsKvc—fKandKvc—cWK
cladeK_YaYbYbbWKuermanyWKwinterK_[]dZ]eYKScientificfReportsWK2018WKfWK]c 4.9 45

289 svaluationKofKhumoralKresponseKandKprotectiveKefficacyKofKtwoKinactivatedKvaccinesKagainstK
bluetongueKvirusKafterKvaccinationKofKgoatsYKVaccineWK2011WK_gWK_bgcXc[_ 4.1 45

288 qomparativeKsafetyKstudyKofKthreeKinactivatedKpTVXfKvaccinesKinKsheepKandKcattleKunderKfieldK
conditionsYKVaccineWK2009WK_eWKb]]fX_d 4.1 45

287 ueneticKvariabilityKandKdistributionKofKqlassicalKswineKfeverKvirusYKAnimalfHealthfResearchfReviewsWK
2015WK]dWKaaXg 2.1 44

286 oKnovelKsuropeanKvc—fKinfluenzaKoKvirusKhasKincreasedKvirulenceKinKducksKbutKlowKzoonoticK
potentialYKEmergingfMicrobesfandfInfectionsWK2018WKeWK]a_ 18.9 43

285 tatalitiesKinKwildKgoatsKinKyurdistanKassociatedKwithKłesteKdesKłetitsKRuminantsKvirusYK
TransboundaryfandfEmergingfDiseasesWK2012WKcgWK]eaXd 4.2 43

284  ccurrenceKofKontibodiesKagainstKSoRSXqoVX_KinKtheKromesticKqatKłopulationKofKuermanyYKVaccines
WK2020WKfWK 5.3 43

283 smergenceKandKspreadKofKnovelKvc—fWKvc—cKandKvc—]KcladeK_YaYbYbKhighlyKpathogenicKavianK
influenzaKinK_[_[YKEmergingfMicrobesfandfInfectionsWK2021WK][WK]bfX]c] 18.9 43

282 svaluationKofKhumoralKresponseKandKprotectiveKefficacyKofKthreeKinactivatedKvaccinesKagainstK
bluetongueKvirusKserotypeKfKoneKyearKafterKvaccinationKofKsheepKandKcattleYKVaccineWK2010WK_fWKbabfXcc 4.1 42

281 sxploringKtheKReservoirKvostsKofKTickXporneKsncephalitisKVirusYKVirusesWK2019WK]]WK 6.2 41
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280 oKmutationKRhotKspotRKinKtheKSchmallenbergKvirusK–KsegmentYKJournalfoffGeneralfVirologyWK2013WKgbWK]]d]X]]de4.9 41

279 ZoonoticKspilloverKinfectionsKwithKpornaKdiseaseKvirusK]KleadingKtoKfatalKhumanKencephalitisWK
]gggX_[]ghKanKepidemiologicalKinvestigationYKLancetfInfectiousfDiseasessfTheWK2020WK_[WKbdeXbee 25.5 41

278 svaluationKofKSixKqommerciallyKovailableKRapidKwmmunochromatographicKTestsKforKtheKriagnosisKofK
RabiesKinKprainK–aterialYKPLoSfNeglectedfTropicalfDiseasesWK2016WK][WKe[[[beed 4.8 40

277 VirulenceWKimmunogenicityKandKvaccineKpropertiesKofKaKnovelKchimericKpestivirusYKJournalfoffGeneralf
VirologyWK2007WKffWKbf]Xbfd 4.9 39

276 reletionKmutantsKofKSchmallenbergKvirusKareKavirulentKandKprotectKfromKvirusKchallengeYKJournalfoff
VirologyWK2015WKfgWK]f_cXae 6.6 38

275 qlassificationKofKqowpoxKVirusesKintoKSeveralKristinctKqladesKandKwdentificationKofKaK—ovelKzineageYK
VirusesWK2017WKgWK 6.2 38

274 qoXcirculationKofKgeneticallyKdistinctKhighlyKpathogenicKavianKinfluenzaKoKcladeK_YaYbYbKSvc—dTK
virusesKinKwildKwaterfowlKandKpoultryKinKsuropeKandKsastKosiaWK_[]eX]fYKVirusfEvolutionWK2019WKcWKvez[[b 3.7 37

273 WestK—ileKVirusKspidemicKinKuermanyKTriggeredKbyKspizooticKsmergenceWK_[]gYKVirusesWK2020WK]_WK 6.2 37

272 ovianKinfluenzaKve—gZ]aKandKve—eZ]ahKaKcomparativeKvirulenceKstudyKinKchickensWKpigeonsWKandK
ferretsYKJournalfoffVirologyWK2014WKffWKg]caXdc 6.6 37

271 oKcomprehensiveKdeepKsequencingKstrategyKforKfullXlengthKgenomesKofKinfluenzaKoYKPLoSfONEWK2011
WKdWKe]g[ec 3.7 37

270 pitingK–idgesXUnderestimatedKVectorsKforKorbovirusesKofKłublicKvealthKandKVeterinaryKwmportanceYK
VirusesWK2019WK]]WK 6.2 36

269 SavingKresourceshKavianKinfluenzaKsurveillanceKusingKpooledKswabKsamplesKandKreducedKreactionK
volumesKinKrealXtimeKRTXłqRYKJournalfoffVirologicalfMethodsWK2012WK]fdWK]]gX_c 2.6 36

268 łorcineKspidemicKriarrheaKinKsuropehKwnXretailKonalysesKofKriseaseKrynamicsKandK–olecularK
spidemiologyYKVirusesWK2017WKgWK 6.2 35

267 RealXtimeKquantitativeKreverseKtranscriptionXłqRKassaysKspecificallyKdetectingKbluetongueKvirusK
serotypesK]WKdWKandKfYKJournalfoffClinicalfMicrobiologyWK2009WKbeWK_gg_Xb 9.7 35

266
pluetongueKvirusKserotypeK_ehKsxperimentalKinfectionKofKgoatsWKsheepKandKcattleKwithKthreeKpTVX_eK
variantsKrevealKatypicalKcharacteristicsKandKlikelyKdirectKcontactKtransmissionKpTVX_eKbetweenKgoatsYK
TransboundaryfandfEmergingfDiseasesWK2018WKdcWKe_c]Xe_da

4.2 35

265
revelopmentKandKvalidationKofKaKtriplexKrealXtimeKłqRKassayKforKtheKrapidKdetectionKandK
differentiationKofKwildXtypeKandKglycoproteinKsXdeletedKvaccineKstrainsKofKpovineKherpesvirusKtypeK
]YKJournalfoffVirologicalfMethodsWK2011WK]ebWKeeXfb

2.6 34

264 sfficacyKofKmarkerKvaccineKcandidateKqłe_s_alfKagainstKchallengeKwithKclassicalKswineKfeverKvirusK
isolatesKofKdifferentKgenotypesYKVeterinaryfMicrobiologyWK2014WK]dgWKfX]e 3.3 33

263 ReassortantsKofKpandemicKinfluenzaKoKvirusKv]—]Z_[[gKandKendemicKporcineKvx—_KvirusesKemergeK
inKswineKpopulationsKinKuermanyYKJournalfoffGeneralfVirologyWK2012WKgaWK]dcfX]dda 4.9 33
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262 pVrX_KoutbreakKleadsKtoKhighKlossesKinKcattleKfarmsKinKWesternKuermanyYKHeliyonWK2015WK]WKe[[[]g 3.6 32

261 RealXTimeKłqRKossaysKforKtheKSpecificKretectionKofKtieldKpalkanKStrainsKofKzumpyKSkinKriseaseK
VirusYKActafVeterinariaWK2016WKddWKbbbXbcb 0.9 32

260 tootXandXmouthKdiseaseKvirushKaKfirstKinterXlaboratoryKcomparisonKtrialKtoKevaluateKvirusKisolationK
andKRTXłqRKdetectionKmethodsYKVeterinaryfMicrobiologyWK2006WK]]eWK]a[Xb[ 3.3 31

259 qharacterizationKofKbluetongueKvirusKserotypeK_fYKTransboundaryfandfEmergingfDiseasesWK2020WKdeWK]e]X]f_4.2 31

258 –ultiXspeciesKszwSoKforKtheKdetectionKofKantibodiesKagainstKSoRSXqoVX_KinKanimalsYKTransboundaryf
andfEmergingfDiseasesWK2021WKdfWK]eegX]efc 4.2 31

257 –ixedKtriplehKalliedKvirusesKinKuniqueKrecentKisolatesKofKhighlyKvirulentKtypeK_KbovineKviralKdiarrheaK
virusKdetectedKbyKdeepKsequencingYKJournalfoffVirologyWK2014WKffWKdgfaXg_ 6.6 30

256 —eglectedKvostsKofKSmallKRuminantK–orbillivirusYKEmergingfInfectiousfDiseasesWK2018WK_bWK_aabX_aae 10.2 30

255  utKofKtheKReservoirhKłhenotypicKandKuenotypicKqharacterizationKofKaK—ovelKqowpoxKVirusKwsolatedK
fromKaKqommonKVoleYKJournalfoffVirologyWK2015WKfgWK][gcgXdg 6.6 29

254 retectionKofKUsutuKvirusKinKaKbullfinchKSłyrrhulaKpyrrhulaTKandKaKgreatKspottedKwoodpeckerK
SrendrocoposKmajorTKinKnorthXwestKsuropeYKVeterinaryfJournalWK2014WK]ggWK]g]Xa 2.5 29

253 SchmallenbergKVirushKoK—ovelKVirusKofKVeterinaryKwmportanceYKAdvancesfinfVirusfResearchWK2017WKggWKagXd[10.7 29

252 oKreepXSequencingKWorkflowKforKtheKtastKandKsfficientKuenerationKofKvighXQualityKofricanKSwineK
teverKVirusKWholeXuenomeKSequencesYKVirusesWK2019WK]]WK 6.2 27

251 oKconservedKinfluenzaKoKvirusKnucleoproteinKcodeKcontrolsKspecificKviralKgenomeKpackagingYKNaturef
CommunicationsWK2016WKeWK]_fd] 17.4 27

250 —aturalKinfectionKofKpregnantKcowsKwithKSchmallenbergKvirusXXaKfollowXupKstudyYKPLoSfONEWK2014WKgWKegf__a3.7 27

249 RelativesKofKrubellaKvirusKinKdiverseKmammalsYKNatureWK2020WKcfdWKb_bXb_f 50.4 27

248 łitfallsKinKSoRSXqoVX_KłqRKdiagnosticsYKTransboundaryfandfEmergingfDiseasesWK2021WKdfWK_caX_ce 4.2 27

247 sxperimentalKlumpyKskinKdiseaseKvirusKinfectionKofKcattlehKcomparisonKofKaKfieldKstrainKandKaKvaccineK
strainYKArchivesfoffVirologyWK2019WK]dbWK_ga]X_gb] 2.6 26

246 vighKdefinitionKviralKvaccineKstrainKidentityKandKstabilityKtestingKusingKfullXgenomeKpopulationK
dataXXTheKnextKgenerationKofKvaccineKqualityKcontrolYKVaccineWK2015WKaaWKcf_gXcfae 4.1 26

245 —ovelKvłowVKvc—fKReassortantKSqladeK_YaYbYbbTKretectedKinKuermanyYKVirusesWK2020WK]_WK 6.2 26
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244 TheKneuropathologyKofKfatalKencephalomyelitisKinKhumanKpornaKvirusKinfectionYKActaf
NeuropathologicaWK2019WK]afWKdcaXddc 14.3 26

243 revelopmentKofKaKpanXSimbuKrealXtimeKreverseKtranscriptaseKłqRKforKtheKdetectionKofKSimbuK
serogroupKvirusesKandKcomparisonKwithKSpVKdiagnosticKłqRKsystemsYKVirologyfJournalWK2013WK][WKa_e 6.1 26

242 TwentyKyearsKofKactiveKbatKrabiesKsurveillanceKinKuermanyhKaKdetailedKanalysisKandKfutureK
perspectivesYKEpidemiologyfandfInfectionWK2014WK]b_WK]]ccXdd 4.3 26

241 SimultaneousKdetectionKofKfiveKnotifiableKviralKdiseasesKofKcattleKbyKsingleXtubeKmultiplexKrealXtimeK
RTXłqRYKJournalfoffVirologicalfMethodsWK2015WK_]eWK_fXac 2.6 24

240 sfficacyKossessmentKofK—ucleicKocidKrecontaminationKReagentsKUsedKinK–olecularKriagnosticK
zaboratoriesYKPLoSfONEWK2016WK]]WKe[]cg_eb 3.7 24

239  rthobunyavirusKspikeKarchitectureKandKrecognitionKbyKneutralizingKantibodiesYKNaturef
CommunicationsWK2019WK][WKfeg 17.4 24

238 TheK—XterminalKdomainKofKSchmallenbergKvirusKenvelopeKproteinKucKisKhighlyKimmunogenicKandKcanK
provideKprotectionKfromKinfectionYKScientificfReportsWK2017WKeWKb_c[[ 4.9 23

237 patKinfluenzaKvirusesKtransmitKamongKbatsKbutKareKpoorlyKadaptedKtoKnonXbatKspeciesYKNaturef
MicrobiologyWK2019WKbWK__gfX_a[g 26.6 23

236 łrevalenceKofKantibodiesKagainstKtickXborneKencephalitisKvirusKinKwildKgameKfromKSaxonyWKuermanyYK
TicksfandfTicktbornefDiseasesWK2014WKcWKf[cXg 3.6 23

235 olternativeKsamplingKstrategiesKforKpassiveKclassicalKandKofricanKswineKfeverKsurveillanceKinKwildK
boarYKVeterinaryfMicrobiologyWK2014WK]eaWKad[Xc 3.3 22

234 sxperimentalKinfectionKofKsheepKandKgoatsKwithKaKrecentKisolateKofKpesteKdesKpetitsKruminantsKvirusK
fromKyurdistanYKVeterinaryfMicrobiologyWK2014WK]e_WK]b[Xc 3.3 22

233 –olecularKdiagnosticsKforKtheKdetectionKofKpokelohKbatKlyssavirusKinKaKbatKfromKpavariaWKuermanyYK
VirusfResearchWK2013WK]eeWK_[]Xb 6.4 22

232 –olecularKdoubleXcheckKstrategyKforKtheKidentificationKandKcharacterizationKofKsuropeanK
zyssavirusesYKJournalfoffVirologicalfMethodsWK2014WK_[aWK_aXa_ 2.6 21

231 sxperimentalKinfectionKofKSouthKomericanKcamelidsKwithKbluetongueKvirusKserotypeKfYKVeterinaryf
MicrobiologyWK2012WK]cbWK_ceXdc 3.3 21

230
—SKSegmentKofKaK]g]fKwnfluenzaKoKVirusXrescendentKsnhancesKReplicationKofKv]—]pdm[gKandK
VirusXwnducedKqellularKwmmuneKResponseKinK–ammalianKandKovianKSystemsYKFrontiersfinf
MicrobiologyWK2018WKgWKc_d

5.7 20

229 łroficiencyKTestingKofKVirusKriagnosticsKpasedKonKpioinformaticsKonalysisKofKSimulatedK
vighXThroughputKSequencingKrataKSetsYKJournalfoffClinicalfMicrobiologyWK2019WKceWK 9.7 19

228 zongXtermKpersistenceKofKneutralisingKantibodiesKagainstKbluetongueKvirusKserotypeKfKinKnaturallyK
infectedKcattleYKVaccineWK2012WKa[WKe]b_Xa 4.1 19

227
onalysisKofKtheKhumoralKimmuneKresponseKagainstKtheKenvelopeKglycoproteinKucKofKSchmallenbergK
virusKrevealsKaKdomainKlocatedKatKtheKaminoKterminusKtargetedKbyKmobsKwithKneutralizingKactivityYK
JournalfoffGeneralfVirologyWK2016WKgeWKce]Xcf[

4.9 19

(2016-2019)
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226
oKviralKraceKforKprimacyhKcoXinfectionKofKaKnaturalKpairKofKlowKandKhighlyKpathogenicKve—eKavianK
influenzaKvirusesKinKchickensKandKembryonatedKchickenKeggsYKEmergingfMicrobesfandfInfectionsWK
2018WKeWK_[b

18.9 19

225 vumoralKimmuneKresponseKtoKrepeatedKlumpyKskinKdiseaseKvirusKvaccinationKandKperformanceKofK
serologicalKtestsYKBMCfVeterinaryfResearchWK2019WK]cWKf[ 2.7 18

224
oKnovelKpanelKofKmonoclonalKantibodiesKagainstKSchmallenbergKvirusKnucleoproteinKandK
glycoproteinKucKallowsKspecificKorthobunyavirusKdetectionKandKrevealsKantigenicKdifferencesYK
VeterinaryfResearchWK2015WKbdWK_e

3.8 18

223 oKdecadeKofKresearchKintoKclassicalKswineKfeverKmarkerKvaccineKqłe_s_alfKSSuvaxynKqStK–arkerThKaK
reviewKofKvaccineKpropertiesYKVeterinaryfResearchWK2017WKbfWKc] 3.8 18

222 svidenceKofKexposureKofKdomesticKpigsKtoKvighlyKłathogenicKovianKwnfluenzaKvc—]KinK—igeriaYK
ScientificfReportsWK2018WKfWKcg[[ 4.9 18

221 vumanKbornavirusKresearchhKpackKonKtrackLYKPLoSfPathogensWK2019WK]cWKe][[efea 7.6 18

220 —ewKzeavesKinKtheKurowingKTreeKofKłestivirusesYKAdvancesfinfVirusfResearchWK2017WKggWK]agX]d[ 10.7 18

219 oKReviewKofKynowledgeKuapsKandKToolsKforK rbivirusKResearchYKVectortBornefandfZoonoticfDiseasesWK
2015WK]cWKaagXbe 2.4 17

218 ReplicationXreficientKłarticleshK—ewKwnsightsKintoKtheK—extKuenerationKofKpluetongueKVirusK
VaccinesYKJournalfoffVirologyWK2017WKg]WK 6.6 17

217 qharacterizationKandKpurificationKofKrecombinantKbovineKviralKdiarrheaKvirusKparticlesKwithK
epitopeXtaggedKenvelopeKproteinsYKJournalfoffGeneralfVirologyWK2011WKg_WK]ac_X]ace 4.9 17

216 qVnqoVKandKqV_qoVKprotectKhumanKoqs_KtransgenicKmiceKfromKancestralKpKpavłat]KandKemergingK
pY]Yac]KSoRSXqoVX_YKNaturefCommunicationsWK2021WK]_WKb[bf 17.4 17

215 SimpleWKquickKandKcostXefficienthKoKuniversalKRTXłqRKandKsequencingKstrategyKforKgenomicK
characterisationKofKfootXandXmouthKdiseaseKvirusesYKJournalfoffVirologicalfMethodsWK2017WK_bdWKcfXdb 2.6 16

214 rifferentiationKofKclassicalKswineKfeverKvirusKinfectionKfromKqłe_s_alfKmarkerKvaccinationKbyKaK
multiplexKmicrosphereKimmunoassayYKVaccinefJournalWK2015WK__WKdcXe] 16

213 qontaminationKinKbluetongueKvirusKchallengeKexperimentsYKVaccineWK2011WK_gWKb_ggXa[] 4.1 16

212 RapidKmultiplexK–inw —KnanoporeKsequencingKworkflowKforKwnfluenzaKoKvirusesYKBMCfInfectiousf
DiseasesWK2020WK_[WKdbf 4 16

211 łrevalenceKofKtickXborneKvirusesKinKwxodesKricinusKassessedKbyKhighXthroughputKrealXtimeKłqRYK
PathogensfandfDiseaseWK2018WKedWK 4.2 16

210 —ovelKhantavirusKidentifiedKinKsuropeanKbatKspeciesK—yctalusKnoctulaYKInfectionsfGeneticsfandf
EvolutionWK2017WKbfWK]_eX]a[ 4.5 15

209 łrofilingKhostKo—ła_oKsplicingKlandscapesKtoKpredictKinfluenzaKoKvirusKpolymeraseKadaptationYK
NaturefCommunicationsWK2019WK][WKaagd 17.4 15

Bernd Hoffmann
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208 RescueKofKtheKhighlyKvirulentKclassicalKswineKfeverKvirusKstrainKMyoslovMKfromKclonedKcr—oKandKfirstK
insightsKintoKgenomeKvariationsKrelevantKforKvirulenceYKVirologyWK2014WKbdfXbe[WKaegXafe 3.6 15

207 –ultipleKdetectionKofKzoonoticKvariegatedKsquirrelKbornavirusK]KR—oKinKdifferentKsquirrelKspeciesK
suggestsKaKpossibleKunknownKoriginKforKtheKvirusYKArchivesfoffVirologyWK2017WK]d_WK_ebeX_ecb 2.6 15

206 tatalKcowpoxKvirusKinfectionKinKcottonXtopKtamarinsKSSaguinusKoedipusTKinKuermanyYKVectortBornef
andfZoonoticfDiseasesWK2014WK]bWKa[aXc 2.4 15

205 patsKrevealKtheKtrueKpowerKofKinfluenzaKoKvirusKadaptabilityYKPLoSfPathogensWK2020WK]dWKe][[fafb 7.6 15

204 zagosKbatKvirusKtransmissionKinKanKsidolonKhelvumKbatKcolonyWKuhanaYKVirusfResearchWK2015WK_][WKb_Xc 6.4 14

203 —ovelKrealXtimeKłqRXbasedKpathoXKandKphylotypingKofKpotentiallyKzoonoticKavianKinfluenzaKoK
subtypeKvcKvirusesKatKriskKofKincursionKintoKsuropeKinK_[]eYKEurosurveillanceWK2017WK__WK 19.8 14

202 –olecularKdoubleXcheckKstrategyKforKtheKidentificationKandKcharacterizationKofKSuidKherpesvirusK]YK
JournalfoffVirologicalfMethodsWK2014WK_[gWK]][Xc 2.6 14

201 wnsightsKintoKgeneticKdiversityKandKbiologicalKpropensitiesKofKpotentiallyKzoonoticKavianKinfluenzaK
vg—_KvirusesKcirculatingKinKsgyptYKVirologyWK2017WKc]]WK]dcX]eb 3.6 14

200 RapidKdetectionKofKfootXandXmouthKdiseaseKvirusWKinfluenzaKoKvirusKandKclassicalKswineKfeverKvirusKbyK
highXspeedKrealXtimeKRTXłqRYKJournalfoffVirologicalfMethodsWK2013WK]gaWKc[Xb 2.6 14

199 ShuniKvirusKinKwsraelhK—eurologicalKdiseaseKandKfatalitiesKinKcattleYKTransboundaryfandfEmergingf
DiseasesWK2019WKddWK]]_dX]]a] 4.2 13

198 zimitationsKofKsandwichKszwSosKforKbluetongueKvirusKantibodyKdetectionYKVeterinaryfRecordWK2011WK
]dfWKdba 0.9 13

197 odvancesKandKgapsKinKSoRSXqoVX_KinfectionKmodelsYYKPLoSfPathogensWK2022WK]fWKe][][]d] 7.6 13

196
revelopmentKandKvalidationKofKaKharmonizedKTaq–anXbasedKtriplexKrealXtimeKRTXłqRKprotocolKforK
theKquantitativeKdetectionKofKnormalizedKgeneKexpressionKprofilesKofKsevenKporcineKcytokinesYKPLoSf
ONEWK2014WKgWKe][fg][

3.7 13

195 qreationKofKtunctionalKVirusesKfromK—onXtunctionalKcr—oKqlonesK btainedKfromKanKR—oKVirusK
łopulationKbyKtheKUseKofKoncestralKReconstructionYKPLoSfONEWK2015WK][WKe[]b[g]_ 3.7 13

194 revelopmentKofKaKSafeKandKvighlyKsfficientKwnactivatedKVaccineKqandidateKagainstKzumpyKSkinK
riseaseKVirusYKVaccinesWK2020WKgWK 5.3 13

193 StabilityKofKofricanKSwineKteverKVirusKinKSoilKandK ptionsKtoK–itigateKtheKłotentialKTransmissionK
RiskYKPathogensWK2020WKgWK 4.5 13

192 TheKSecondKWaveKofKSoRSXqoVX_KqirculationXontibodyKretectionKinKtheKromesticKqatKłopulationKinK
uermanyYKVirusesWK2021WK]aWK 6.2 13

191 qamelidsKandKqattleKoreKreadXsndKvostsKforKłesteXdesXłetitsXRuminantsKVirusYKVirusesWK2019WK]]WK 6.2 13

(2019-2014)
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190 SuitabilityKofKgroupXlevelKoralKfluidKsamplingKinKruminantKpopulationsKforKlumpyKskinKdiseaseKvirusK
detectionYKVeterinaryfMicrobiologyWK2018WK__]WKbbXbf 3.3 13

189 oKuenomeXWideKqRwSłRXqasgKScreenKRevealsKtheKRequirementKofKvostKqellKSulfationKforK
SchmallenbergKVirusKwnfectionYKJournalfoffVirologyWK2020WKgbWK 6.6 12

188 revelopmentKandKvalidationKofKrapidKmagneticKparticleKbasedKextractionKprotocolsYKVirologyfJournal
WK2014WK]]WK]ae 6.1 12

187 zackKofKevidenceKforKtheKpresenceKofKSchmallenbergKvirusKinKmosquitoesKinKuermanyWK_[]]YK
ParasitesfandfVectorsWK2014WKeWKb[_ 4 12

186 spidemiologicalKwnvestigationsKofKtourKqowpoxKVirusK utbreaksKinKolpacaKverdsWKuermanyYKVirusesWK
2017WKgWK 6.2 12

185 snhancedKfitnessKofKSoRSXqoVX_KvariantKofKconcernKolphaKbutKnotKpetaYYKNatureWK2021WK 50.4 12

184 –ultimericKsingleXdomainKantibodyKcomplexesKprotectKagainstKbunyavirusKinfectionsYKELifeWK2020WKgWK 8.9 12

183 TheKviralKenvelopeKisKnotKsufficientKtoKtransferKtheKuniqueKbroadKcellKtropismKofKpungowannahKvirusK
toKaKrelatedKpestivirusYKJournalfoffGeneralfVirologyWK2014WKgcWK__]dX____ 4.9 12

182 wnXdepthKgenomeKanalysesKofKvirusesKfromKvaccineXderivedKrabiesKcasesKandKcorrespondingK
liveXattenuatedKoralKrabiesKvaccinesYKVaccineWK2019WKaeWKbecfXbedc 4.1 12

181 ofricanKSwineKteverKinKWildKpoarKinKsuropeXoKReviewYKVirusesWK2021WK]aWK 6.2 12

180 qhiropteranKinfluenzaKviruseshKfluKfromKbatsKorKaKrelicKfromKtheKpastmYKCurrentfOpinionfinfVirologyWK
2016WK]dWK]]bX]]g 7.5 11

179 SchmallenbergKvirusKinfectionKinKSouthKomericanKcamelidshKtieldKandKexperimentalKinvestigationsYK
VeterinaryfMicrobiologyWK2015WK]f[WK]e]Xg 3.3 11

178 oKnovelKalphaherpesvirusKassociatedKwithKfatalKdiseasesKinKbandedKłenguinsYKJournalfoffGeneralf
VirologyWK2017WKgfWKfgXgc 4.9 11

177
qomparisonKofKpathogenicityKofKsubtypeKvgKavianKinfluenzaKwildXtypeKvirusesKfromKaKwideK
geographicKoriginKexpressingKmonoXWKdiXWKorKtriXbasicKhemagglutininKcleavageKsitesYKVeterinaryf
ResearchWK2020WKc]WKbf

3.8 11

176 zoefflerKbY[hKriagnosticK–etagenomicsYKAdvancesfinfVirusfResearchWK2017WKggWK]eXae 10.7 10

175 qoXsubsistenceKofKavianKinfluenzaKvirusKsubtypesKofKlowKandKhighKpathogenicityKinKpangladeshhK
qhallengesKforKdiagnosisWKriskKassessmentKandKcontrolYKScientificfReportsWK2019WKgWKfa[d 4.9 10

174 oKredKsquirrelKassociatedKadenovirusKidentifiedKbyKaKcombinedKmicroarrayKandKdeepKsequencingK
approachYKArchivesfoffVirologyWK2017WK]d_WKa]deXa]e_ 2.6 10

173 qlassicalKswineKfeverKvirusKmarkerKvaccineKstrainKqłe_s_alfhKSheddingKandKdisseminationKstudiesKinK
boarsYKVaccineWK2015WKaaWKa][[Xa 4.1 10

Bernd Hoffmann

10



172 qrossXsectionalKstudyKofKbluetongueKvirusKserotypeKfKinfectionKinKSouthKomericanKcamelidsKinK
uermanyKS_[[fZ_[[gTYKVeterinaryfMicrobiologyWK2012WK]d[WKacXb_ 3.3 10

171 łutativeK—ovelKSerotypesKRaaRKandKRacRKinKqlinicallyKvealthyKSmallKRuminantsKinK–ongoliaKsxpandKtheK
uroupKofKotypicalKpTVYKVirusesWK2020WK]aWK 6.2 10

170 ReviewhKVaccinesKandKVaccinationKagainstKzumpyKSkinKriseaseYKVaccinesWK2021WKgWK 5.3 10

169 sxperimentalKwnfectionKandKueneticKqharacterizationKofKTwoKrifferentKqapripoxKVirusKwsolatesKinK
SmallKRuminantsYKVirusesWK2020WK]_WK 6.2 10

168 _[_]KTaxonomicKupdateKofKphylumK—egarnaviricotaKSRiboviriahK rthornaviraeTWKincludingKtheKlargeK
ordersKpunyaviralesKandK–ononegaviralesYKArchivesfoffVirologyWK2021WK]ddWKac]aXacdd 2.6 10

167 łroteogenomicsKUncoversKqriticalKslementsKofKvostKResponseKinKpovineKSoftKłalateKspithelialKqellsK
tollowingKwnKVitroKwnfectionKwithKtootXondX–outhKriseaseKVirusYKVirusesWK2019WK]]WK 6.2 9

166
suropeanKinterlaboratoryKcomparisonKofKSchmallenbergKvirusKSSpVTKrealXtimeKRTXłqRKdetectionKinK
experimentalKandKfieldKsampleshKTheKmethodKofKextractionKisKcriticalKforKSpVKR—oKdetectionKinK
semenYKJournalfoffVeterinaryfDiagnosticfInvestigationWK2015WK_eWKb__Xa[

1.5 9

165 łarticulateKmultivalentKpresentationKofKtheKreceptorKbindingKdomainKinducesKprotectiveKimmuneK
responsesKagainstK–sRSXqoVYKEmergingfMicrobesfandfInfectionsWK2020WKgWK][f[X][g] 18.9 9

164 wnvestigationsKintoKtheKpresenceKofKnidovirusesKinKpythonsYKVirologyfJournalWK2020WK]eWKd 6.1 9

163 tirstKassessmentKofKclassicalKswineKfeverKmarkerKvaccineKcandidateKqłe_s_alfKforKoralKimmunizationK
ofKwildKboarKunderKfieldKconditionsYKVaccineWK2014WKa_WK_[c[Xc 4.1 9

162 revelopmentKofKmolecularKconfirmationKtoolsKforKswiftKandKeasyKrabiesKdiagnosticsYKVirologyf
JournalWK2017WK]bWK]fb 6.1 9

161 —ewKinsightsKintoKprocessingKofKbovineKviralKdiarrheaKvirusKglycoproteinsKsSrnsTKandKs]YKJournalfoff
GeneralfVirologyWK2009WKg[WK_bd_X_bde 4.9 9

160 svolutionKandKmolecularKepidemiologyKofKclassicalKswineKfeverKvirusKduringKaKmultiXannualKoutbreakK
amongstKsuropeanKwildKboarYKJournalfoffGeneralfVirologyWK2016WKgeWKdagXdbc 4.9 9

159 –inimumKwnfectiveKroseKofKaKzumpyKSkinKriseaseKVirusKtieldKStrainKfromK—orthK–acedoniaYKVirusesWK
2020WK]_WK 6.2 9

158 —extXgenerationKdiagnosticshKvirusKcaptureKfacilitatesKaKsensitiveKviralKdiagnosisKforKepizooticKandK
zoonoticKpathogensKincludingKSoRSXqoVX_YKMicrobiomeWK2021WKgWKc] 16.6 9

157 sxperimentalKinfectionKofKsheepWKgoatsKandKcattleKwithKaKbluetongueKvirusKserotypeKbKfieldKstrainK
fromKpulgariaWK_[]bYKTransboundaryfandfEmergingfDiseasesWK2018WKdcWKe_baXe_c[ 4.2 9

156 revelopmentKofKwithinXherdKimmunityKandKlongXtermKpersistenceKofKantibodiesKagainstK
SchmallenbergKvirusKinKnaturallyKinfectedKcattleYKBMCfVeterinaryfResearchWK2018WK]bWKadf 2.7 9

155 SchmallenbergKVirusKwnfectionKriagnosishKResultsKofKaKuermanKłroficiencyKTrialYKTransboundaryfandf
EmergingfDiseasesWK2017WKdbWK]b[cX]b][ 4.2 8

(2017-2012)
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154 qlassicalKswineKfeverKvirusKmarkerKvaccineKstrainKqłe_s_alfhKgeneticKstabilityKinKvitroKandKinKvivoYK
ArchivesfoffVirologyWK2015WK]d[WKa]_]Xc 2.6 8

153 qomparativeKanalysisKofKsuropeanKbatKlyssavirusK]KpathogenicityKinKtheKmouseKmodelYKPLoSf
NeglectedfTropicalfDiseasesWK2017WK]]WKe[[[cddf 4.8 8

152 sxperimentalKqowpoxKVirusKSqłXVTKwnfectionsKofKpankKVoleshKsxceptionalKqlinicalKResistanceKandK
VariableKReservoirKqompetenceYKVirusesWK2017WKgWK 6.2 8

151 qharacterizationKofKShuniKvirusesKdetectedKinKwsraelYKVirusfGenesWK2016WKc_WKf[dXf]a 2.3 8

150 wmmunologicalKqompetenceKofKrifferentKromesticKqhickenKpreedsKogainstKovianKwnfluenzaK
wnfectionYKAvianfDiseasesWK2016WKd[WK_d_Xf 1.6 8

149
—XterminalKdomainKofKSchmallenbergKvirusKenvelopeKproteinKucKdeliveredKbyKrecombinantKequineK
herpesvirusKtypeK]KandKmodifiedKvacciniaKvirusKonkarahKwmmunogenicityKandKprotectiveKefficacyKinK
cattleYKVaccineWK2018WKadWKc]]dXc]_a

4.1 8

148
TheKdevelopmentKofKanKacceleratedKreverseXtranscriptionKloopKmediatedKisothermalKamplificationK
forKtheKserotypeKspecificKdetectionKofKbluetongueKvirusKfKinKclinicalKsamplesYKJournalfoffVirologicalf
MethodsWK2014WK_[_WKgcX][[

2.6 8

147 oKmodelKforKearlyKonsetKofKprotectionKagainstKlethalKchallengeKwithKhighlyKpathogenicKvc—]K
influenzaKvirusYKVaccineWK2014WKa_WK_da]Xd 4.1 8

146 qoXinfectionshKSimultaneousKdetectionsKofKWestK—ileKvirusKandKUsutuKvirusKinKbirdsKfromKuermanyYK
TransboundaryfandfEmergingfDiseasesWK2021WK 4.2 8

145 octiveKqaseKtindingKofKqurrentKpornavirusKwnfectionsKinKvumanKsncephalitisKqasesKofKUnknownK
stiologyWKuermanyWK_[]fX_[_[YKEmergingfInfectiousfDiseasesWK2021WK_eWK]ae]X]aeg 10.2 8

144 ViralKmappingKinKq VwrX]gKdeceasedKinKtheKougsburgKautopsyKseriesKofKtheKfirstKwavehKoKmultiorganK
andKmultimethodologicalKapproachYKPLoSfONEWK2021WK]dWKe[_cbfe_ 3.7 8

143 SerotypingKofKfootXandXmouthKdiseaseKvirusKusingKoxfordKnanoporeKsequencingYKJournalfoff
VirologicalfMethodsWK2019WK_daWKc[Xca 2.6 8

142 ofricanKSwineKteverKzaboratoryKriagnosisXzessonsKzearnedKfromKRecentKonimalKTrialsYKPathogensWK
2021WK][WK 4.5 8

141 oK—ovelKSquirrelKRespirovirusKwithKłutativeKZoonoticKłotentialYKVirusesWK2018WK][WK 6.2 8

140 –olecularKcharacterizationKofKqapripoxKvirusesKobtainedKfromKfieldKoutbreaksKinK—igeriaKbetweenK
_[[[KandK_[]dYKTransboundaryfandfEmergingfDiseasesWK2019WKddWK]da]X]db] 4.2 7

139
wnstructiveKevenKafterKaKdecadehKqompleteKresultsKofKinitialKvirologicalKdiagnosticsKandKreXevaluationK
ofKmolecularKdataKinKtheKuermanKrabiesKvirusKMoutbreakMKcausedKbyKtransplantationsYKInternationalf
JournalfoffMedicalfMicrobiologyWK2015WKa[cWKdadXba

3.7 7

138 oK—ovelKRecombinantK—ewcastleKriseaseKVirusKVectoredKrwVoKVaccineKagainstKłesteKdesKłetitsK
RuminantsKinKuoatsYKVaccinesWK2020WKfWK 5.3 7

137 MtrozenKevolutionMKofKanKR—oKvirusKsuggestsKaccidentalKreleaseKasKaKpotentialKcauseKofKarbovirusK
reXemergenceYKPLoSfBiologyWK2020WK]fWKea[[[dea 9.7 7

Bernd Hoffmann
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136 tatalKqowpoxKVirusKwnfectionKinKanKobortedKtoalYKVectortBornefandfZoonoticfDiseasesWK2016WK]dWKba]Xa 2.4 7

135 łrotectionKagainstKtransplacentalKtransmissionKofKmoderatelyKvirulentKclassicalKswineKfeverKvirusK
usingKliveKmarkerKvaccineKMqłe_s_alfMYKVaccineWK2018WKadWKb]f]Xb]fe 4.1 7

134
TickXborneKencephalitisKvirusKSTpsVTKantibodiesKinKanimalKseraKXKoccurrenceKinKgoatKflocksKinK
uermanyWKlongevityKandKabilityKtoKrecallKimmunologicalKinformationKafterKmoreKthanKsixKyearsYKBMCf
VeterinaryfResearchWK2019WK]cWKagg

2.7 7

133 SequenceKanalysisKofKSchmallenbergKvirusKgenomesKdetectedKinKvungaryYKActafMicrobiologicafEtf
ImmunologicafHungaricaWK2017WKdbWKaeaXafb 1.8 7

132
olternativeKsamplingKstrategiesKforKpassiveKclassicalKandKofricanKswineKfeverKsurveillanceKinKwildK
boarXXextensionKtowardsKofricanKswineKfeverKvirusKantibodyKdetectionYKVeterinaryfMicrobiologyWK
2014WK]ebWKd[eXd[f

3.3 7

131 UntargetedKmetagenomicsKshowsKaKreliableKperformanceKforKsynchronousKdetectionKofKparasitesYK
ParasitologyfResearchWK2020WK]]gWK_d_aX_d_g 2.4 7

130 ofricanKswineKfeverKwholeXgenomeKsequencingXQuantityKwantedKbutKqualityKneededYKPLoSf
PathogensWK2020WK]dWKe][[feeg 7.6 7

129 zightKSheetK–icroscopyXossistedKarKonalysisKofKSoRSXqoVX_KwnfectionKinKtheKRespiratoryKTractKofK
theKterretK–odelYKVirusesWK2021WK]aWK 6.2 7

128 sfficacyKofKSuvaxynKqStK–arkerKSqłe_s_alfTKinKtheKpresenceKofKpreXexistingKantibodiesKagainstK
povineKviralKdiarrheaKvirusKtypeK]YKVaccineWK2016WKabWKbdddXbde] 4.1 7

127 riagnosticsKinKtheKcontextKofKanKeradicationKprogramhKResultsKofKtheKuermanKbovineKviralKdiarrheaK
proficiencyKtrialYKVeterinaryfMicrobiologyWK2019WK_agWK][fbc_ 3.3 7

126 zowKprevalenceKofKpornaKdiseaseKvirusK]KSporVX]TKwguKantibodiesKinKhumansKfromKareasKendemicKforK
animalKpornaKdiseaseKofKSouthernKuermanyYKScientificfReportsWK2019WKgWK_[]cb 4.9 7

125 TheKgeneticsKofKhighlyKpathogenicKavianKinfluenzaKvirusesKofKsubtypeKvcKinKuermanyWK_[[dX_[_[YK
TransboundaryfandfEmergingfDiseasesWK2021WKdfWK]]adX]]c[ 4.2 7

124 wnvestigationKofKcellKcultureKconditionsKforKoptimalKfootXandXmouthKdiseaseKvirusKproductionYKBMCf
BiotechnologyWK2019WK]gWKaa 3.5 6

123 tullXgenomeKsequencingKofKuermanKrabbitKhaemorrhagicKdiseaseKvirusKuncoversKrecombinationK
betweenKRvrVKSuwY_TKandKspvSVKSuwwY]TYKVirusfEvolutionWK2020WKdWKveaa[f[ 3.7 6

122 wnactivationKofKfootXandXmouthKdiseaseKvirusKoZwR—ZfZ_[]cKwithKcommerciallyKavailableKlysisK
buffersYKJournalfoffVirologicalfMethodsWK2020WK_efWK]]afac 2.6 6

121
tirstKexperimentalKproofKofKRotavirusKoKSRVoTKgenotypeKu]fł[]e]KinducingKtheKclinicalKpresentationK
ofKRyoungKpigeonKdiseaseKsyndromeRKSYłrSTKinKdomesticKpigeonsKSqolumbaKliviaTYKTransboundaryfandf
EmergingfDiseasesWK2020WKdeWK]c[eX]c]d

4.2 6

120 ReXcirculationKofKSchmallenbergKvirusWKuermanyWK_[]gYKTransboundaryfandfEmergingfDiseasesWK2020WK
deWK__g[X__gc 4.2 6

119 SchmallenbergKvirusKnonXstructuralKproteinK—SmhKwntracellularKdistributionKandKroleKofK
nonXhydrophobicKdomainsYKVirologyWK2018WKc]dWKbdXcb 3.6 6

(2018-2016)
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118 wnfluenceKofKcellKtypeKandKcellKcultureKmediaKonKtheKpropagationKofKfootXandXmouthKdiseaseKvirusK
withKregardKtoKvaccineKqualityYKVirologyfJournalWK2018WK]cWKbd 6.1 6

117 TheKUzbgKgeneKproductKofKpovVX]hKaKmajorKfactorKinKefficientKcellXtoXcellKspreadYKJournalfoffGeneralf
VirologyWK2008WKfgWK__dgX__eb 4.9 6

116
RecognitionKofKcisXactingKelementsKofKinfectiousKhaematopoieticKnecrosisKvirusKandKviralK
hemorrhagicKsepticemiaKvirusKbyKhomologousKandKheterologousKhelperKproteinsYKVirusfResearchWK
2003WKgaWKegXfg

6.4 6

115 qomparativeKanalysisKofKqhod x]KnqoVX]gKandKod_dYq V_YSKSoRSXqoVX_KvectorKvaccinesYYK
HaematologicaWK2022WK 6.6 6

114 TheKaminoKterminalKsubdomainKofKglycoproteinKucKofKSchmallenbergKvirushKdisulfideKbondingKandK
structuralKdeterminantsKofKneutralizationYKJournalfoffGeneralfVirologyWK2017WKgfWK]_cgX]_ea 4.9 6

113 wsolationKandKqultivationKofKaK—ewKwsolateKofKpTVX_cKandKłresumptiveKsvidenceKforKaKłotentialK
łersistentKwnfectionKinKvealthyKuoatsYKVirusesWK2020WK]_WK 6.2 6

112 łutativeK—ovelKotypicalKpTVKSerotypeKRadRKwdentifiedKinKSmallKRuminantsKinKSwitzerlandYKVirusesWK
2021WK]aWK 6.2 6

111 snhancedKfitnessKofKSoRSXqoVX_KvariantKofKconcernKpY]Y]YeWKbutKnotKpY]Yac]WKinKanimalKmodels 6

110 wnKVivoKqharacterizationKofKTickXporneKsncephalitisKVirusKinKpankKVolesKSTYKVirusesWK2019WK]]WK 6.2 6

109 tetalKinfectionKwithKSchmallenbergKvirusKXKonKexperimentalKpathogenesisKstudyKinKpregnantKcowsYK
TransboundaryfandfEmergingfDiseasesWK2019WKddWKbcbXbd_ 4.2 6

108 pornaKdiseaseKoutbreakKwithKhighKmortalityKinKanKalpacaKherdKinKaKpreviouslyKunreportedKendemicK
areaKinKuermanyYKTransboundaryfandfEmergingfDiseasesWK2020WKdeWK_[ga 4.2 6

107 łresenceKofKtwoKdifferentKbovineKhepacivirusKclustersKinKuermanyYKTransboundaryfandfEmergingf
DiseasesWK2018WKdcWK]e[cX]e]] 4.2 6

106 QuasispeciesKcompositionKandKdiversityKdoKnotKrevealKanyKpredictorsKforKchronicKclassicalKswineK
feverKvirusKinfectionYKArchivesfoffVirologyWK2017WK]d_WKeecXefd 2.6 5

105 qharacterizationKofKsxperimentalK roX—asalKwnoculationKofKSebaRsKShortXTailedKpatsKSTKwithKpatK
wnfluenzaKoKVirusKv]f—]]YKVirusesWK2020WK]_WK 6.2 5

104 SearchKforKpolyomaXWKherpesXWKandKbornavirusesKinKsquirrelsKofKtheKfamilyKSciuridaeYKVirologyfJournalWK
2020WK]eWKb_ 6.1 5

103 octiveKvirologicalKsurveillanceKinKbackyardKducksKinKpangladeshhKdetectionKofKavianKinfluenzaKandK
gammacoronavirusesYKAvianfPathologyWK2020WKbgWKad]Xadf 2.4 5

102 RealXtimeKreverseKtranscriptionKłqRXbasedKsequencingXindependentKpathotypingKofKsurasianKavianK
influenzaKoKvirusesKofKsubtypeKveYKVirologyfJournalWK2017WK]bWK]ae 6.1 5

101 TheK ccurrenceKofKaKqommercialK—KandKsKroubleK–utantKpVrVX]KziveXVaccineKStrainKinK—ewbornK
qalvesYKVirusesWK2018WK][WK 6.2 5

Bernd Hoffmann
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100 sngineeredKrecombinantKproteinKproductsKofKtheKavianKparamyxovirusKtypeX]KnucleocapsidKandK
phosphoproteinKgenesKforKserologicalKdiagnosisYKVirologyfJournalWK2018WK]cWKf 6.1 5

99 —KproKofKpungowannahKvirusKexhibitsKtheKsameKantagonisticKfunctionKinKtheKwt—KinductionKpathwayK
thanKthatKofKotherKclassicalKpestivirusesYKVeterinaryfMicrobiologyWK2014WK]dfWKab[Xe 3.3 5

98 wsolationKandKcharacterizationKofKpovVX]KfromKseropositiveKcowsKafterKinducingKartificialKstressKinK
WestKpengalWKwndiaYKPakistanfJournalfoffBiologicalfSciencesWK2013WK]dWKe_[Xc 0.8 5

97 qhimericKłestivirusKsxperimentalKVaccinesYKMethodsfinfMolecularfBiologyWK2016WK]abgWK_agXbd 1.4 5

96 SeroprevalencesKofK—ewlyKriscoveredKłorcineKłestivirusesKinKuermanKłigKtarmsYKVeterinaryfSciences
WK2019WKdWK 2.4 5

95 –odelKofKpersistentKfootXandXmouthKdiseaseKvirusKinfectionKinKmultilayeredKcellsKderivedKfromK
bovineKdorsalKsoftKpalateYKTransboundaryfandfEmergingfDiseasesWK2020WKdeWK]aaX]bf 4.2 5

94 SwiftKandKReliableKMsasyKzabMK–ethodsKforKtheKSensitiveK–olecularKretectionKofKofricanKSwineKteverK
VirusYKInternationalfJournalfoffMolecularfSciencesWK2021WK__WK 6.3 5

93 —eutralizingKantibodiesKagainstKSimbuKserogroupKvirusesKinKcattleKandKsheepWK—igeriaWK_[]_X_[]bYK
BMCfVeterinaryfResearchWK2018WK]bWK_ee 2.7 5

92 wnvestigationKofKfatalKhumanKpornaKdiseaseKvirusK]KencephalitisKoutsideKtheKpreviouslyKknownKareaK
forKhumanKcasesWKprandenburgWKuermanyKXKaKcaseKreportYKBMCfInfectiousfDiseasesWK2021WK_]WKefe 4 5

91 retectionKofKSoRSXqoVX_KvariantKpY]Y]YeKinKaKcatKinKuermanyYKResearchfinfVeterinaryfScienceWK2021WK
]b[WK__gX_a_ 2.5 5

90 wnterXlaboratoryKvalidationKofKfootXandXmouthKdiseaseKdiagnosticKcapabilityKinKuermanyYKVeterinaryf
MicrobiologyWK2017WK_[aWKd_Xde 3.3 4

89 VirusKodaptationKandKSelectionKtollowingKqhallengeKofKonimalsKVaccinatedKagainstKqlassicalKSwineK
teverKVirusYKVirusesWK2019WK]]WK 6.2 4

88 qellKrensityKsffectsKinKrifferentKqellKqultureK–ediaKandKTheirKwmpactKonKtheKłropagationKofK
tootXondX–outhKriseaseKVirusYKVirusesWK2019WK]]WK 6.2 4

87 pTVKantibodyKlongevityKinKcattleKfiveKtoKeightKyearsKpostKpTVXfKvaccinationYKVaccineWK2019WKaeWK_dcdX_dd[4.1 4

86 roubleXattenuatedKinfluenzaKvirusKelicitsKbroadKprotectionKagainstKchallengeKvirusesKwithKdifferentK
serotypesKinKswineYKVeterinaryfMicrobiologyWK2019WK_a]WK]d[X]df 3.3 4

85 plueTYłsKXKoKlowKdensityKTaq–anXRTXqłqRKarrayKforKtheKidentificationKofKallK_bKclassicalKpluetongueK
virusKserotypesYKJournalfoffVirologicalfMethodsWK2020WK_f_WK]]aff] 2.6 4

84 SchmallenbergKVirushKToKVaccinateWKorK—otKtoKVaccinatemYKVaccinesWK2020WKfWK 5.3 4

83 ResearchKpaperKonKabioticKfactorsKandKtheirKinfluenceKonKwxodesKricinusKactivityXobservationsKoverKaK
twoXyearKperiodKatKseveralKtickKcollectionKsitesKinKuermanyYKParasitologyfResearchWK2020WK]]gWK]bccX]bdd 2.4 4

(2020-2018)
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82
ontibodyKresponseKofKgrowingKuermanKvolsteinKbullsKtoKaKvaccinationKagainstKbovineKviralKdiarrheaK
virusKSpVrVTKisKinfluencedKbyKtusariumKtoxinKexposureKinKaKnonXlinearKfashionYKMycotoxinfResearchWK
2018WKabWK]_aX]ag

4 4

81 qolostralKtransmissionKofKpTVXfKantibodiesKfromKdairyKcowsKsixKyearsKafterKvaccinationYKVaccineWK
2018WKadWKcf[eXcf][ 4.1 4

80 odaptionKofKt–rVKosiaX]KtoKSuspensionKqulturehKqellKResistanceKwsK vercomeKbyKVirusKqapsidK
olterationsYKVirusesWK2017WKgWK 6.2 4

79 sstablishmentKofKodequateKtunctionalKqellularKwmmuneKResponseKinKqhicksKwsKogeKrependentYK
AvianfDiseasesWK2020WKdbWKdgXeg 1.6 4

78 oKmodifiedKliveKbatKinfluenzaKoKvirusXbasedKvaccineKprototypeKprovidesKfullKprotectionKagainstK
vłowVKvc—]YKNpjfVaccinesWK2020WKcWKb[ 9.5 4

77 WhatKaKrifferenceKaKueneK–akeshKwdentificationKofKVirulenceKtactorsKofKqowpoxKVirusYKJournalfoff
VirologyWK2020WKgbWK 6.6 4

76 sstablishmentKofKaKqhallengeK–odelKforKSheeppoxKVirusKwnfectionYKMicroorganismsWK2020WKfWK 4.9 4

75 —oKhintsKatKglyphosateXinducedKruminalKdysbiosisKinKcowsYKNpjfBiofilmsfandfMicrobiomesWK2021WKeWKa[ 8.2 4

74
sgyptianKtruitKpatsKSTKWereKResistantKtoKsxperimentalKwnoculationKwithKovianX riginKwnfluenzaKoK
VirusKofKSubtypeKvg—_WKputKoreKSusceptibleKtoKsxperimentalKwnfectionKwithKpatXporneKvg—_KVirusYK
VirusesWK2021WK]aWK

6.2 4

73 oKSemiquantitativeKScoringKSystemKforKvistopathologicalKandKwmmunohistochemicalKossessmentKofK
zesionsKandKTissueKTropismKinKovianKwnfluenzaYKVirusesWK2021WK]aWK 6.2 4

72 zongXtermKpresenceKofKtickXborneKencephalitisKvirusKinKexperimentallyKinfectedKbankKvolesKS–yodesK
glareolusTYKTicksfandfTicktbornefDiseasesWK2021WK]_WK][]dga 3.6 4

71 –olecularKretectionKandKqharacterizationKofKtheKtirstKqowpoxKVirusKwsolateKrerivedKfromKaKpankK
VoleYKVirusesWK2019WK]]WK 6.2 4

70 –olecularKidentificationKandKcharacterizationKofKnonprimateKhepacivirusesKinKequinesYKArchivesfoff
VirologyWK2019WK]dbWKag]Xb[[ 2.6 4

69 wnfluenzaKoKViruseshKUnderstandingKvumanKvostKreterminantsYKTrendsfinfMolecularfMedicineWK2021WK
_eWK][bX]]_ 11.5 4

68 łotentialKmechanicalKtransmissionKofKzumpyKskinKdiseaseKvirusKSzSrVTKbyKtheKstableKflyKSStomoxysK
calcitransTKthroughKregurgitationKandKdefecationYKCurrentfResearchfinfInsectfScienceWK2021WK]WK][[[[e 4

67 WidespreadKoccurrenceKofKsquirrelKadenovirusK]KinKredKandKgreyKsquirrelsKinKScotlandKdetectedKbyKaK
novelKrealXtimeKłqRKassayYKVirusfResearchWK2018WK_ceWK]]aX]]f 6.4 4

66 tullXuenomeKSequencingKofKtourKpluetongueKVirusKSerotypeK]]KVirusesYKTransboundaryfandf
EmergingfDiseasesWK2015WKd_WKcdcXe] 4.2 3

65 łroficiencyKTestingKofK–etagenomicsXpasedKretectionKofKtoodXporneKłathogensKUsingKaKqomplexK
ortificialKSequencingKratasetYKFrontiersfinfMicrobiologyWK2020WK]]WKcecaee 5.7 3

Bernd Hoffmann
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64 qomparativeKevaluationKofKdifferentKantigenKdetectionKmethodsKforKtheKdetectionKofKpesteKdesK
petitsKruminantsKvirusYKTransboundaryfandfEmergingfDiseasesWK2020WKdeWK_ff]X_fg] 4.2 3

63 SuitabilityKofKindividualKandKbulkKmilkKsamplesKtoKinvestigateKtheKhumoralKimmuneKresponseKtoK
lumpyKskinKdiseaseKvaccinationKbyKszwSoYKVirologyfJournalWK2020WK]eWK_f 6.1 3

62 smergingKinfectiousKbronchitisKvirusKSwpVTKinKsgypthKsvidenceKforKanKevolutionaryKadvantageKofKaK
newKS]KvariantKwithKaKuniqueKgeneKaabKconstellationYKInfectionsfGeneticsfandfEvolutionWK2020WKfcWK][bbaa 4.5 3

61 łatchyK ccurrenceKofKqowpoxKVirusKinKVolesKfromKuermanyYKVectortBornefandfZoonoticfDiseasesWK
2020WK_[WKbe]Xbec 2.4 3

60 łathogenicityKevaluationKofKneuraminidaseXnegativeKvcKandKveKvirusesKinKdayXoldKchicksKandKadultK
chickenYKVaccineWK2015WKaaWKdggeXe[[] 4.1 3

59 oreKhumanKpornaKdiseaseKvirusK]KinfectionsKzoonoticKandKfatalmKXKouthorsRKreplyYKLancetfInfectiousf
DiseasessfTheWK2020WK_[WKdc] 25.5 3

58 oKqRwSłRZqasgKueneratedKpovineKqrbdXknockoutKqellKzineXoKToolKtoKslucidateKtheKodaptabilityKofK
povineKViralKriarrheaKVirusesKSpVrVTYKVirusesWK2020WK]_WK 6.2 3

57 SequenceKonalysisKofKsgyptianKtootXandX–outhKriseaseKVirusKtieldKandKVaccineKStrainshKwntertypicK
RecombinationKandKsvidenceKforKoccidentalKReleaseKofKVirulentKVirusYKVirusesWK2020WK]_WK 6.2 3

56 ReXemergenceKofKporcineKepidemicKdiarrheaKvirusKinKaKpigletXproducingKfarmKinKnorthwesternK
uermanyKinK_[]gYKBMCfVeterinaryfResearchWK2020WK]dWKa_g 2.7 3

55 ReXwntroductionKofKpovineKViralKriarrheaKVirusKinKaKriseaseXtreeKRegionhKwmpactKonKtheKoffectedK
qattleKverdKandKriagnosticKwmplicationsYKPathogensWK2021WK][WK 4.5 3

54 łrobeXpasedKRealXTimeKqłqRKossaysKforKaKReliableKrifferentiationKofKqapripoxKVirusKSpeciesYK
MicroorganismsWK2021WKgWK 4.9 3

53
tullXuenomeKSequencesKandKłhylogeneticKonalysisKofKorchivedKranishKsuropeanKpatKzyssavirusK]K
SspzVX]TKsmphasizeKaKvigherKueneticKResolutionKandKSpatialKSegregationKforKSublineageK]aYKVirusesWK
2021WK]aWK

6.2 3

52 oK—ewK–olecularKretectionKSystemKforKqanineKristemperKVirusKpasedKonKaKroubleXqheckKStrategyYK
VirusesWK2021WK]aWK 6.2 3

51 vighlyKpathogenicKavianKinfluenzaKvirusKincursionsKofKsubtypeKvc—fWKvc—cWKvc—]WKvc—bWKandKvc—aK
inKuermanyKduringK_[_[X_]YYKVirusfEvolutionWK2022WKfWKveac[ac 3.7 3

50
TheKdevelopmentKofKaKrealXtimeKreverseKtranscriptionXpolymeraseKchainKreactionKSrRTXłqRTKassayK
usingKTaq–anKtechnologyKforKtheKpanKdetectionKofKbluetongueKvirusKSpTVTYKJournalfoffVirologicalf
MethodsWK2017WK_bcWKacXag

2.6 2

49 ristributionKofKzoonoticKvariegatedKsquirrelKbornavirusK]KinKnaturallyKinfectedKvariegatedKandK
łrevostRsKsquirrelsYKScientificfReportsWK2019WKgWK]]b[_ 4.9 2

48 MtastqheckKłłRXlikeMXoK–olecularKToolKforKtheKtastKuenomeKretectionKofKłłRVKandKrifferentialK
riagnosticKłathogensYKVirusesWK2020WK]_WK 6.2 2

47 wnKVivoKqharacterizationKofKaKpankKVoleXrerivedKqowpoxKVirusKwsolateKinK—aturalKvostsKandKtheKRatK
–odelYKVirusesWK2020WK]_WK 6.2 2

(2020-2020)
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46 vighXResolutionKqompositionKonalysisKofKanKwnactivatedKłolyvalentKtootXandX–outhKriseaseK
VaccineYKPathogensWK2020WKgWK 4.5 2

45
oKrualK–otifKinKtheKvemagglutininKofKvc—]KuooseZuuangdongXzikeKvighlyKłathogenicKovianK
wnfluenzaKVirusKStrainsKwsKqonservedKfromKTheirKsarlyKsvolutionKandKwncreasesKbothK–embraneK
tusionKpvKandKVirulenceYKJournalfoffVirologyWK2018WKg_WK

6.6 2

44 wdentificationKofKrhabdoviralKsequencesKinKoropharyngealKswabsKfromKuermanKandKranishKbatsYK
VirologyfJournalWK2014WK]]WK]gd 6.1 2

43 ontibodiesKagainstKviralKnucleoXWKphosphoXWKandKXKproteinKcontributeKtoKserologicalKdiagnosisKofKfatalK
pornaKdiseaseKvirusK]KinfectionsYYKCellfReportsfMedicineWK2022WKaWK][[bgg 18 2

42 wnfectionsKqausedKbyKpornaviruses]agcX]b[e 2

41  ptimizingKReleaseKofK—ucleicKocidsKofKandKfromKtToKqardsYKInternationalfJournalfoffMolecularf
SciencesWK2021WK__WK 6.3 2

40 svolutionaryKstasisKofKanKR—oKvirusKindicatesKarbovirusKreXemergenceKtriggeredKbyKaccidentalKrelease 2

39 RapidKmolecularKspeciesKidentificationKofKindigenousKbatsKfromKuermanyKforKsurveillanceKpurposesYK
InfectionsfGeneticsfandfEvolutionWK2020WKefWK][b]b[ 4.5 2

38 StabilityKofKofricanKswineKfeverKvirusKonKspikedKsprayXdriedKporcineKplasmaYKTransboundaryfandf
EmergingfDiseasesWK2021WKdfWK_f[dX_f]] 4.2 2

37 –isinterpretationKofKSchmallenbergKvirusKsequenceKvariationshKtheKsampleKmaterialKmakesKtheK
differenceYKVirusfGenesWK2019WKccWK]_aX]_d 2.3 2

36 ShuniKvirusXinducedKmeningoencephalitisKafterKexperimentalKinfectionKofKcattleYKTransboundaryfandf
EmergingfDiseasesWK2021WKdfWK]ca]X]cb[ 4.2 2

35 zVQXy——hKqompositionXbasedKr—oZR—oKbinningKofKshortKnucleotideKsequencesKutilizingKaK
prototypeXbasedKkXnearestKneighborKapproachYKVirusfResearchWK2018WK_cfWKccXda 6.4 2

34 zateralKflowKassaysKforKtheKdetectionKofKofricanKswineKfeverKvirusKantigenKareKnotKfitKforKfieldK
diagnosisKofKwildKboarKcarcassesYKTransboundaryfandfEmergingfDiseasesWK2021WK 4.2 2

33
WholeXgenomeKanalysisKofKSoRSXqoVX_KsamplesKindicateKnoKtissueKspecificKgeneticKadaptationKofK
theKvirusKinKq VwrX]gKpatientsRKupperKandKlowerKrespiratoryKtractYKDiagnosticfMicrobiologyfandf
InfectiousfDiseaseWK2021WK][]WK]]cc_[

2.9 2

32 wntroductionKandKspreadKofKvariegatedKsquirrelKbornavirusK]KSVSpVX]TKbetweenKexoticKsquirrelsKandK
spillXoverKinfectionsKtoKhumansKinKuermanyYKEmergingfMicrobesfandfInfectionsWK2021WK][WKd[_Xd]] 18.9 2

31 wmprovedKSubtypingKofKovianKwnfluenzaKVirusesKUsingKanKRTXqłqRXpasedKzowKrensityKorrayhKRRiemsK
wnfluenzaKaKTypingKorrayRWKVersionK_KSRwToX_TYYKVirusesWK2022WK]bWK 6.2 2

30 TheKpankKVoleKSTXSmallKonimalK–odelKforKvepacivirusKwnfectionYYKVirusesWK2021WK]aWK 6.2 2

29 sxploringKsurfaceKwaterKasKaKtransmissionKmediumKofKavianKinfluenzaKvirusesKXKsystematicKinfectionK
studiesKinKmallardsYYKEmergingfMicrobesfandfInfectionsWK2022WK]Xa[ 18.9 2

Bernd Hoffmann
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28 pungowannahKvirusKinKtheKaffectedKpigKpopulationhKaKretrospectiveKgeneticKanalysisYKVirusfGenesWK
2019WKccWK_gfXa[a 2.3 1

27 outonomouslyKReplicatingKR—osKofKpungowannahKłestivirushKsKwsK—otKsssentialKforKtheKuenerationK
ofKwnfectiousKłarticlesYKJournalfoffVirologyWK2020WKgbWK 6.6 1

26 —onXdiscriminatoryKsxclusionKTestingKasKaKToolKforKtheKsarlyKretectionKofKtootXandX–outhKriseaseK
wncursionsYKFrontiersfinfVeterinaryfScienceWK2020WKeWKcc_de[ 3.1 1

25 ofricanKswineKfeverKvirusXlikeKintegratedKelementsKinKaKsoftKtickKgenomeKâ��KanKancientKvirusKvectorK
armsKracem 1

24 oKSyntheticK–odifiedKziveKqhimericK–arkerKVaccineKagainstKpVrVX]KandKpVrVX_YKVaccinesWK2020WKfWK 5.3 1

23 odherentKandKsuspensionKbabyKhamsterKkidneyKcellsKhaveKaKdifferentKcytoskeletonKandKsurfaceK
receptorKrepertoireYKPLoSfONEWK2021WK]dWKe[_bdd][ 3.7 1

22
qomparisonKofKgenomicKandKantigenicKpropertiesKofK—ewcastleKriseaseKvirusKgenotypesKwwWKXXwKandK
VwwKfromKsgyptKdoKnotKpointKtoKantigenicKdriftKasKselectionKmarkerYKTransboundaryfandfEmergingf
DiseasesWK2021WK

4.2 1

21 ueographicalKristributionKandKueneticKriversityKofKpankKVoleKvepacivirusesKinKsuropeYKVirusesWK2021
WK]aWK 6.2 1

20 qattleKconnectionhKmolecularKepidemiologyKofKpVrVKoutbreaksKviaKrapidKnanoporeKwholeXgenomeK
sequencingKofKclinicalKsamplesYKBMCfVeterinaryfResearchWK2021WK]eWK_b_ 2.7 1

19 vostKswitchingKpathogensWKinfectiousKoutbreaksKandKzoonosishKoK–arieKSk¯�odowskaXqurieKinnovativeK
trainingKnetworkKSv — URsTYKVirusfResearchWK2018WK_ceWK]_[X]_b 6.4 1

18 wnKactionXanKearlyKwarningKsystemKforKtheKdetectionKofKunexpectedKorKnovelKpathogensYKVirusf
EvolutionWK2021WKeWKveab[fc 3.7 1

17 RevisitingKRustrelaKVirushK—ewKqasesKofKsncephalitisKandKaKSolutionKtoKtheKqapsidKsnigmaYYK
MicrobiologyfSpectrumWK2022WKe[[][a__ 8.9 1

16 TheKspikeKgeneKisKaKmajorKdeterminantKforKtheKSoRSXqoVX_K micronXpoY]Kphenotype 1

15 vemorrhagicKlesionKwithKdetectionKofKinfectedKendothelialKcellsKinKhumanKbornavirusKencephalitisYK
ActafNeuropathologicaW 14.3 1

14 tirstKisolationWKandKgenomicKcharacterizationKofKzoonoticKvariegatedKsquirrelKpornavirusK]KSVSpVX]TK
isolatesYKEmergingfMicrobesfandfInfectionsWK2020WKgWK_bebX_bfb 18.9 0

13 svaluationKofKanKwu–XspecificKszwSoKforKearlyKdetectionKofKbluetongueKvirusKinfectionsKinKdomesticK
ruminantsKseraYKTransboundaryfandfEmergingfDiseasesWK2019WKddWKcaeXcbc 4.2 0

12 tullKgenomeKsequenceKofKbovineKalphaherpesvirusK_KSpovVX_TYKArchivesfoffVirologyWK2021WK]ddWKdagXdba 2.6 0

11 vighKgeneticKvariabilityKofKSchmallenbergKvirusK–XsegmentKleadsKtoKefficientKimmuneKescapeKfromK
neutralizingKantibodiesYKPLoSfPathogensWK2021WK]eWKe][[g_be 7.6 0

(2021-2019)
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10 oKrecombinaseKpolymeraseKamplificationKassayKforKrapidKdetectionKofKrabiesKvirusYKScientificfReportsWK
2021WK]]WKa]a] 4.9 0

9 VaccinationKWithKaKuammaKwrradiationXwnactivatedKofricanKSwineKteverKVirusKwsKSafeKputKroesK—otK
łrotectKogainstKaKqhallengeYYKFrontiersfinfImmunologyWK2022WK]aWKfa__db 8.4 0

8 wnternationalKproficiencyKtrialKforKbovineKviralKdiarrheaKvirusKSpVrVTKantibodyKdetectionhKlimitationsK
ofKmilkKserologyYYKBMCfVeterinaryfResearchWK2022WK]fWK]df 2.7 0

7 pluetongueKVirusKwnfectionKofKuoatshKReXsmergedKsuropeanKSerotypeKfKvsYKTwoKotypicalKSerotypesYK
VirusesWK2022WK]bWK][ab 6.2 0

6 sasyKsxpressKsxtractionKSTriplesTâ��oKUniversalWKslectricityXtreeK—ucleicKocidKsxtractionKSystemKforK
theKzabKandKtheKłenYKMicroorganismsWK2022WK][WK][eb 4.9 0

5 qulicoidesKvectorKspeciesKonKthreeKSouthKomericanKcamelidKfarmsKseropositiveKforKbluetongueKvirusK
serotypeKfKinKuermanyK_[[fZ_[[gYKVeterinaryfParasitologyWK2015WK_]bWK_e_Xf] 2.8

4 zethalKsncephalitisKofKUnknownK riginâ��slucidationKbyK–etagenomicsYKProceedingsfnmdpioWK2020WK
c[WKcg 0.3

3 WildKbirdKtradeKatKliveKpoultryKmarketsKpotentiatesKrisksKofKavianKinfluenzaKvirusKintroductionsKinK
wranYKInfectionfEcologyfandfEpidemiologyWK2021WK]]WK]gg_[fa 4.3

2 ossessingKtheKoccurrenceKofKtheKnovelKzoonoticKvariegatedKsquirrelKbornavirusK]KinKcaptiveKsquirrelsK
inKuermanyKXoKprevalenceKstudyYKZoonosesfandfPublicfHealthWK2021WKdfWK]][X]_[ 2.9

1 łroofKofKłroficiencyKofKrecentralizedKtootXandX–outhKriseaseKVirusKriagnosticsKinKuermanyYK
VirusesWK2022WK]bWK][gf 6.2
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