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Postmastectomy radiation therapy can improve survival for breast cancer patients with 18€“3 positive
axillary lymph nodes: a retrospective cohort study using the SEER database. Translational Cancer
Research, 2021, 10, 1984-2001.

Genome-wide somatic copy number alteration analysis and database construction for cervical cancer. 01 14
Molecular Genetics and Genomics, 2020, 295, 765-773. ’

Insight into unique somitogenesis of yak (Bos grunniens) with one additional thoracic vertebra. BMC
Genomics, 2020, 21, 201.
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