17

papers

17

all docs

567281

1,862 15
citations h-index
17 17
docs citations times ranked

888059
17

g-index

4612

citing authors



10

12

14

16

ARTICLE IF CITATIONS

Elucidation of the genetic causes of bicuspid aortic valve disease. Cardiovascular Research, 2023, 119,
857-866.

Heteroplasmic mitochondrial DNA variants in cardiovascular diseases. PLoS Genetics, 2022, 18, a5 19
e1010068. :

Polygenic basis and biomedical consequences of telomere length variation. Nature Genetics, 2021, 53,
1425-1433.

The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 27.8 353

Association of Factor V Leiden With Subsequent Atherothrombotic Events. Circulation, 2020, 142,
546-555.

New alcohol-related genes suggest shared genetic mechanisms with neuropsychiatric disorders. 12.0 75
Nature Human Behaviour, 2019, 3, 950-961. :

Effects of Calcium, Magnesium, and Potassium Concentrations on Ventricular Repolarization in
Unselected Individuals. Journal of the American College of Cardiology, 2019, 73, 3118-3131.

Association of Chromosome 9p21 With Subsequent Coronary Heart Disease Events. Circulation N 29
Genomic and Precision Medicine, 2019, 12, e002471. :

Association of the PHACTR1/EDN1 Genetic Locus With Spontaneous Coronary Artery Dissection.
Journal of the American College of Cardiology, 2019, 73, 58-66.

A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior |dentifies Multiple

Significant Loci for Blood Pressure. American Journal of Human Genetics, 2018, 102, 375-400. 62 123

Coronary Artery Diseased€“Associated <i>LIPA<[i> Coding Variant rs1051338 Reduces Lysosomal Acid
Lipase Levels and Activity in Lysosomes. Arteriosclerosis, Thrombosis, and Vascular Biology, 2017, 37,
1050-1057.

Systematic Evaluation of Pleiotropy Identifies 6 Further Loci Associated WithACoronary ArteryADisease.

Journal of the American College of Cardiology, 2017, 69, 823-836. 2.8 214

Relations between lipoprotein(a) concentrations, LPA genetic variants, and the risk of mortality in
patients with established coronary heart disease: a molecular and genetic association study. Lancet
Diabetes and Endocrinology,the, 2017, 5, 534-543.

Novel Blood Pressure Locus and Gene Discovery Using Genome-Wide Association Study and Expression

Data Sets From Blood and the Kidney. Hypertension, 2017, 70, . 27 123

Analysis with the exome array identifies multiple new independent variants in lipid loci. Human
Molecular Genetics, 2016, 25, 4094-4106.

Dysfunctional nitric oxide signalling increases risk of myocardial infarction. Nature, 2013, 504, 9
432-436. 78 230

Large-Scale Gene-Centric Meta-analysis across 32 Studies Identifies Multiple Lipid Loci. American

Journal of Human Genetics, 2012, 91, 823-838.




