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j Paper IF Citations

113 TheO·hallengesOandOOpportunitiesOofOLncRNysOinOOvarianO·ancerOResearchOandO·linicalOUseeOCancerscO
2020cOhicO 6.6 13

112 αifferentialO·haracteristicsOofOHMGziOVersusOHMGzhOandOtheirOPerspectivesOinOOvaryOandOProstateO
·ancereOCurrentfMedicinalfChemistrycO2020cOiocOkiohdkipq 4.3 1

111 TheOHMGzhdiOOvarianO·ancerOInteractomeeOTheORoleOofOHMGzOProteinsOandOTheirOInteractingO
PartnersOMIβNhOandONOPmkOinOOvaryO·ancerOandOαrugdResponseeOCancerscO2020cOhicO 6.6 3

110 GenomicOanalysisOandOlactoseOtransporterOexpressionOinOKluyveromycesOmarxianusO··TOookmeOFungalf
BiologycO2019cOhikcOnpodnqo 2.8 2

109 zioconversionOofOzeetOMolassesOtoOylphadGalactosidaseOandOβthanoleOFrontiersfinfMicrobiologycO2019
cOhgcOlgm 5.7 17

108 OptimizationOofOSaccharomycesOcerevisiaeO˛–dgalactosidaseOproductionOandOapplicationOinOtheO
degradationOofOraffinoseOfamilyOoligosaccharideseOMicrobialfCellfFactoriescO2019cOhpcOhoi 6.4 6

107 StructuralOdeterminationOofOβnzymedGrapheneONanocompositeOSensorOMaterialeOScientificfReportscO
2019cOqcOhmmhq 4.9 1

106 ·haracterizationOofOHMGzhfiOInteractomeOinOProstateO·ancerObyOYeastOTwoOHybridOypproachrO
PotentialOPathobiologicalOImplicationseOCancerscO2019cOhhcO 6.6 5

105 IxrhORegulatesORibosomalOGeneOTranscriptionOandOYeastOResponseOtoO·isplatineOScientificfReportscO
2018cOpcOkgqg 4.9 7

104 HMGzOproteinsOinvolvedOinOTOROsignalingOasOgeneralOregulatorsOofOcellOgrowthObyOcontrollingO
ribosomeObiogenesiseOCurrentfGeneticscO2018cOnlcOhigmdhihk 2.9 8

103 ·ellulasesOfromOThermophilesOδoundObyOMetagenomicseOMicroorganismscO2018cOncO 4.9 27

102 αelineatingOtheOHMGzhOandOHMGziOinteractomeOinOprostateOandOovaryOepithelialOcellsOandOitsO
relationshipOwithOcancereOOncotargetcO2018cOqcOhqgmgdhqgnl 3.3 7

101 HeatdLovingO˛†dGalactosidasesOfromO·ulturedOandOUnculturedOMicroorganismseOCurrentfProteinfandf
PeptidefSciencecO2018cOhqcOhiildhikl 2.8 2

100 ValuationOofOagrodindustrialOwastesOasOsubstratesOforOheterologousOproductionOofO˛–dgalactosidaseeO
MicrobialfCellfFactoriescO2018cOhocOhko 6.4 8

99 StructuralOfeaturesOofOyspergillusOnigerO˛†dgalactosidaseOdefineOitsOactivityOagainstOglycosideO
linkageseOFEBSfJournalcO2017cOiplcOhphmdhpiq 5.7 15

98 RationalOmutagenesisObyOengineeringOdisulphideObondsOimprovesOKluyveromycesOlactisO
betadgalactosidaseOforOhighdtemperatureOindustrialOapplicationseOScientificfReportscO2017cOocOlmmkm 4.9 14

97 TranscriptomeOanalysisOofOtheOthermotolerantOyeastOKluyveromycesOmarxianusO··TOookmOunderO
ethanolOstresseOAppliedfMicrobiologyfandfBiotechnologycO2017cOhghcOnqnqdnqpg 5.7 35
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96
αualOfunctionOofOIxrhOinOtranscriptionalOregulationOandOrecognitionOofOcisplatindαNyOadductsOisO
causedObyOdifferentialObindingOthroughOitsOtwoOHMGdboxeseOBiochimicafEtfBiophysicafActaftfGenef
RegulatoryfMechanismscO2017cOhpngcOimndinq

6 4

95 βxtremophilicOβsterasesOforOzioprocessingOofOLignocellulosicOδeedstocksO2017cOigmdiik

94 KluyveromycesOmarxianusOasOaOhostOforOheterologousOproteinOsynthesiseOAppliedfMicrobiologyfandf
BiotechnologycO2016cOhggcOnhqkdnigp 5.7 31

93 ·haracterizationOofOmusselOHiyeZeirOaOnewOHiyeZOvariantOpreferentiallyOexpressedOinOgerminalO
tissuesOfromOMytiluseOBiochemistryfandfCellfBiologycO2016cOqlcOlpgdlqg 3.6 6

92 HighOMobilityOGroupOzOProteinscOTheirOPartnerscOandOOtherORedoxOSensorsOinOOvarianOandOProstateO
·ancereOOxidativefMedicinefandfCellularfLongevitycO2016cOighncOmplmgnh 6.7 19

91 ziobutanolOfromOcheeseOwheyeOMicrobialfCellfFactoriescO2015cOhlcOio 6.4 27

90 KlGcrhOcontrolsOglucosedndphosphateOdehydrogenaseOactivityOandOresponsesOtoOHiOicOcadmiumOandO
arsenateOinOKluyveromycesOlactiseOFungalfGeneticsfandfBiologycO2015cOpicOqmdhgk 3.9 6

89 ThermusOthermophilusOasOaOSourceOofOThermostableOLipolyticOβnzymeseOMicroorganismscO2015cOkcOoqidpgp4.9 11

88 MetagenomicsOofOanOylkalineOHotOSpringOinOGaliciaOYSpainZrOMicrobialOαiversityOynalysisOandO
ScreeningOforONovelOLipolyticOβnzymeseOFrontiersfinfMicrobiologycO2015cOncOhiqh 5.7 38

87 ImprovedObioethanolOproductionOinOanOengineeredOKluyveromycesOlactisOstrainOshiftedOfromO
respiratoryOtoOfermentativeOmetabolismObyOdeletionOofONαIheOMicrobialfBiotechnologycO2015cOpcOkhqdkg 6.3 13

86 ·loningcOexpressioncOpurificationOandOcharacterizationOofOanOoligomericOHisdtaggedOthermophilicO
esteraseOfromOThermusOthermophilusOHzioeOProcessfBiochemistrycO2014cOlqcOqiodqkm 4.8 15

85 SkyhOregulatesOtheOexpressionOofOsulfurOmetabolismOgenesOinOresponseOtoOcisplatineOMicrobiologyf
nUnitedfKingdomocO2014cOhngcOhkmodhknp 2.9 4

84
GenomicOSequenceOofOtheOYeastOKluyveromycesOmarxianusO··TOookmOYUδVdkZcOaOHighlyO
LactosedδermentingOYeastOIsolatedOfromOtheOzrazilianOαairyOIndustryeOGenomefAnnouncementscO2014
cOicO

17

83 ProteomicOanalysesOrevealOthatOSkyhOmodulatesOapoptosisOandOmitophagyOinOSaccharomycesO
cerevisiaeOcellsOexposedOtoOcisplatineOInternationalfJournalfoffMolecularfSciencescO2014cOhmcOhimokdqg 6.3 3

82 ·rystallizationOandOpreliminaryOXdrayOdiffractionOdataOofO˛†dgalactosidaseOfromOyspergillusOnigereOActaf
CrystallographicafSectionfFsfStructuralfBiologyfCommunicationscO2014cOogcOhmiqdkh 1.1 4

81 NewOextremophilicOlipasesOandOesterasesOfromOmetagenomicseOCurrentfProteinfandfPeptidefSciencecO
2014cOhmcOllmdmm 2.8 120

80 HotOspringOmetagenomicseOLifecO2013cOkcOkgpdig 3 52

79 ˛·dyminolevulinateOsynthaseOisOrequiredOforOapicalOtranscellularObarrierOformationOinOtheOskinOofOtheO
αrosophilaOlarvaeOEuropeanfJournalfoffCellfBiologycO2012cOqhcOigldhm 6.1 18
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78 TheOyeastOhypoxicOresponsescOresourcesOforOnewObiotechnologicalOopportunitieseOBiotechnologyf
LetterscO2012cOklcOihnhdok 3 14

77 StructuralObasisOofOspecificityOinOtetramericOKluyveromycesOlactisO˛†dgalactosidaseeOJournalfoff
StructuralfBiologycO2012cOhoocOkqidlgh 3.4 78

76 KlRoxhpOcontributesOtoOyeastOresistanceOtoOmetalsOandOisOnecessaryOforOKlY·δhOexpressionOinOtheO
presenceOofOcadmiumeOGenecO2012cOlqocOiodko 3.8 10

75 SKYhOandOIXRhOinteractionscOtheirOeffectsOonOcisplatinOandOspermineOresistanceOinOSaccharomycesO
cerevisiaeeOCanadianfJournalfoffMicrobiologycO2012cOmpcOhpldp 3.2 4

74 KluyveromycesOlactisrOaOsuitableOyeastOmodelOtoOstudyOcellularOdefenseOmechanismsOagainstO
hypoxiadinducedOoxidativeOstresseOOxidativefMedicinefandfCellularfLongevitycO2012cOighicOnklnol 6.7 11

73 IxrhpOandOtheOcontrolOofOtheOSaccharomycesOcerevisiaeOhypoxicOresponseeOAppliedfMicrobiologyfandf
BiotechnologycO2012cOqlcOhokdpl 5.7 14

72
ProductionOandOcharacterizationOofOtwoONdterminalOtruncatedOesterasesOfromOThermusO
thermophilusOHzioOinOaOmesophilicOyeastrOeffectOofONdterminusOinOthermalOactivityOandOstabilityeO
ProteinfExpressionfandfPurificationcO2011cOopcOhigdkg

2 15

71 HeterologousOexpressionOofOaOthermophilicOesteraseOinOKluyveromycesOyeastseOAppliedfMicrobiologyf
andfBiotechnologycO2011cOpqcOkomdpm 5.7 31

70 ·omparativeOtranscriptomeOanalysisOofOyeastOstrainsOcarryingOslticOrlmhcOandOpopiOdeletionseO
GenomecO2011cOmlcOqqdhgq 2.4 3

69 TwoOproteinsOwithOdifferentOfunctionsOareOderivedOfromOtheOKlHβMhkOgeneeOEukaryoticfCellcO2011cO
hgcOhkkhdq 1

68 IxrhpOregulatesOoxygenddependentOHβMhkOtranscriptioneOFEMSfYeastfResearchcO2010cOhgcOkgqdih 3.1 7

67 ProteomicOanalysisOofOtheOoxidativeOstressOresponseOinOKluyveromycesOlactisOandOeffectOofO
glutathioneOreductaseOdepletioneOJournalfoffProteomefResearchcO2010cOqcOikmpdon 5.6 10

66
StructuralOanalysisOofOSaccharomycesOcerevisiaeOalphadgalactosidaseOandOitsOcomplexesOwithOnaturalO
substratesOrevealsOnewOinsightsOintoOsubstrateOspecificityOofOGHioOglycosidaseseOJournalfoffBiologicalf
ChemistrycO2010cOipmcOipgigdkk

5.4 31

65 HeterologousOexpressionOofOglucoseOoxidaseOinOtheOyeastOKluyveromycesOmarxianuseOMicrobialfCellf
FactoriescO2010cOqcOl 6.4 35

64 HeterologousOexpressionOofOanOesteraseOfromOThermusOthermophilusOHzioOinOSaccharomycesO
cerevisiaeeOJournalfoffBiotechnologycO2010cOhlmcOiindki 3.7 22

63 ·rystallizationOandOpreliminaryOXdrayOdiffractionOdataOofOalphadgalactosidaseOfromOSaccharomycesO
cerevisiaeeOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO2010cOnncOlldo 2

62 ·rystallizationOandOpreliminaryOXdrayOcrystallographicOanalysisOofObetadgalactosidaseOfromO
KluyveromycesOlactiseOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO2010cOnncOiqodkgg 6

61 yOfunctionalOanalysisOofOKluyveromycesOlactisOglutathioneOreductaseeOYeastcO2010cOiocOlkhdlh 3.4 4
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60 SugarOmetabolismcOredoxObalanceOandOoxidativeOstressOresponseOinOtheOrespiratoryOyeastO
KluyveromycesOlactiseOMicrobialfCellfFactoriescO2009cOpcOln 6.4 61

59
RegulatoryOfactorsOcontrollingOtranscriptionOofOSaccharomycesOcerevisiaeOIXRhObyOoxygenOlevelsrOaO
modelOofOtranscriptionalOadaptationOfromOaerobiosisOtoOhypoxiaOimplicatingOROXhOandOIXRhO
crossdregulationeOBiochemicalfJournalcO2009cOlimcOikmdlk

3.8 13

58 KluyveromycesOlactisO˛†dgalactosidaseOcrystallizationOusingOfulldfactorialOexperimentalOdesigneO
JournalfoffMolecularfCatalysisfB:fEnzymaticcO2008cOmidmkcOhopdhpi 8

57 RegulatoryOelementsOinOtheOKlHβMhOpromotereOBiochimicafEtfBiophysicafActaftfGenefRegulatoryf
MechanismscO2008cOhooqcOhipdkk 6 8

56 TheOroleOofOglutathioneOreductaseOinOtheOinterplayObetweenOoxidativeOstressOresponseOandOturnoverO
ofOcytosolicONyαPHOinOKluyveromycesOlactiseOFEMSfYeastfResearchcO2008cOpcOmqodngn 3.1 13

55
δunctionalOmotifsOoutsideOtheOkinaseOdomainOofOyeastOSrbhgpeOTheirOroleOinOtranscriptionalO
regulationOandOproteindinteractionsOwithOTuphpOandOSrbhhpeOBiochimicafEtfBiophysicafActaftfProteinsf
andfProteomicscO2007cOhoolcOhiiodkm

4 4

54 yOfunctionalOanalysisOofOKlSRzhgrOimplicationsOinOKluyveromycesOlactisOtranscriptionalOregulationeO
YeastcO2007cOilcOhgnhdok 3.4 1

53 ynOapproachOtoOtheOhypoxicOandOoxidativeOstressOresponsesOinOKluyveromycesOlactisObyOanalysisOofO
mRNyOlevelseOFEMSfYeastfResearchcO2007cOocOogidhl 3.1 15

52 δunctionalOcharacterizationOofOKlHyPhrOaOmodelOtoOforeseeOdifferentOmechanismsOofOtranscriptionalO
regulationObyOHaphpOinOyeastseOGenecO2007cOlgmcOqndhgo 3.8 16

51 HeterologousOyspergillusOnigerO˛†dgalactosidaseOsecretionObyOSaccharomycesOcerevisiaeeOJournalfoff
BiotechnologycO2007cOhkhcOShqqdSigg 3.7

50 SecretionOandOpropertiesOofOaOhybridOKluyveromycesOlactisdyspergillusOnigerObetadgalactosidaseeO
MicrobialfCellfFactoriescO2006cOmcOlh 6.4 28

49 ·haracterizationOofOtheOsecondOexternalOalternativeOdehydrogenaseOfromOmitochondriaOofOtheO
respiratoryOyeastOKluyveromycesOlactiseOBiochimicafEtfBiophysicafActaftfBioenergeticscO2006cOhomocOhlondpl4.6 23

48 yOtranscriptomeOanalysisOofOKluyveromycesOlactisOgrowingOinOcheeseOwheyeOInternationalfDairyf
JournalcO2006cOhncOigodihl 3.5 10

47 ReoxidationOofOcytosolicONyαPHOinOKluyveromycesOlactiseOFEMSfYeastfResearchcO2006cOncOkohdpg 3.1 38

46 δunctionalOcharacterizationOofOKlHβMhkcOaOhypoxicOgeneOofOKluyveromycesOlactiseOCanadianfJournalf
offMicrobiologycO2005cOmhcOilhdq 3.2 9

45
TheOnuclearOgenesOencodingOtheOinternalOYKlNαIhZOandOexternalOYKlNαβhZOalternativeO
NyαYPZHrubiquinoneOoxidoreductasesOofOmitochondriaOfromOKluyveromycesOlactiseOBiochimicafEtf
BiophysicafActaftfBioenergeticscO2005cOhogocOhqqdihg

4.6 28

44
IsolationOandOcharacterizationOofOtwoOnuclearOgenesOencodingOglutathioneOandOthioredoxinO
reductasesOfromOtheOyeastOKluyveromycesOlactiseOBiochimicafEtfBiophysicafActafGenefRegulatoryf
MechanismscO2004cOhnopcOhogdm

12

43 ·loningOgenesOfromOaOlibraryOusingOaOclusteringOstrategyOandOP·ReOMolecularfBiotechnologycO2004cOincOkmdp3 8
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42 δunctionalOcharacterisationOandOtranscriptionalOregulationOofOtheOKlHβMhiOgeneOfromO
KluyveromycesOlactiseOCurrentfGeneticscO2004cOlncOhlodmo 2.9 4

41 TheOKlSRzhgOgeneOfromOKluyveromycesOlactiseOYeastcO2004cOihcOmhhdp 3.4 4

40 ·haracterizationOofOaOgeneOsimilarOtoOzIKhOinOtheOyeastOKluyveromycesOlactiseOYeastcO2004cOihcOhgnodom 3.4 0

39 IsolationOandOtranscriptionalOregulationOofOtheOKluyveromycesOlactisOδzyhO
YfructosedhcndbisphosphateOaldolaseZOgeneeOCanadianfJournalfoffMicrobiologycO2004cOmgcOnlmdmi 3.2 2

38 GenomedwideOanalysisOofOKluyveromycesOlactisOinOwilddtypeOandOragiOmutantOstrainseOGenomecO2004cO
locOqogdp 2.4 17

37 βngineeredOautolyticOyeastOstrainsOsecretingOKluyveromycesOlactisObetadgalactosidaseOforO
productionOofOheterologousOproteinsOinOlactoseOmediaeOJournalfoffBiotechnologycO2004cOhgqcOhkhdo 3.7 25

36 GenomedwideOanalysisOofOtheOyeastOtranscriptomeOuponOheatOandOcoldOshockeOComparativefandf
FunctionalfGenomicscO2003cOlcOknndom 16

35 GenomedwideOanalysisOofOyeastOtranscriptionOuponOcalciumOshortageeOCellfCalciumcO2002cOkicOpkdqh 4 7

34 TheOyeastOtranscriptomeOinOaerobicOandOhypoxicOconditionsrOeffectsOofOhaphcOroxhcOroxkOandOsrbhgO
deletionseOMolecularfMicrobiologycO2002cOlkcOmlmdmm 4.1 68

33 TheOyeastOtranscriptomeOinOaerobicOandOhypoxicOconditionsrOeffectsOofOhaphcOroxhcOroxkOandOsrbhgO
deletionseOMolecularfMicrobiologycO2002cOlmcOinmdinm 4.1 2

32 MetabolicOengineeringOforOdirectOlactoseOutilizationObyOSaccharomycesOcerevisiaeeOBiotechnologyf
LetterscO2002cOilcOhkqhdhkqn 3 7

31 TheOKl·Y·hOgenecOaOdownstreamOregionOforOtwoOdifferentiallyOregulatedOtranscriptseOYeastcO2001cOhpcOhklodmm3.4 9

30 HaemOregulationOofOtheOmitochondrialOimportOofOtheOKluyveromycesOlactisOmdaminolaevulinateO
synthaserOanOorganelleOapproacheOYeastcO2001cOhpcOlhdp 3.4 12

29 TranscriptOanalysisOofOhggkOnovelOyeastOgenesOusingOhighdthroughputOnorthernOhybridizationseOEMBOf
JournalcO2001cOigcOkhoodpn 13 38

28 HeterologousOKluyveromycesOlactisO˛†dgalactosidaseOsecretionObyOSaccharomycesOcerevisiaeO
superdsecretingOmutantseOBiotechnologyfLetterscO2001cOikcOkkdlg 3 10

27 NewOsecretoryOstrategiesOforOKluyveromycesOlactisObetadgalactosidaseeOProteinfEngineeringsfDesignf
andfSelectioncO2001cOhlcOkoqdpn 1.9 28

26 RespirofermentativeOmetabolismOinOKluyveromycesOlactisrOInsightsOandOperspectiveseOEnzymefandf
MicrobialfTechnologycO2000cOincOnqqdogm 3.8 69

25 HemedmediatedOtranscriptionalOcontrolOinOKluyveromycesOlactiseOCurrentfGeneticscO2000cOkpcOhohdo 2.9 24
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24 TranscriptOanalysisOofOigkOnovelOgenesOfromOSaccharomycesOcerevisiaeOinOhaphOandOroxhOmutantO
backgroundseOGenomecO2000cOlkcOpphdn 2.4 9

23
αisruptionOofOsixOnovelOSaccharomycesOcerevisiaeOgenesOrevealsOthatOYGLhiqcOisOnecessaryOforO
growthOinOnondfermentableOcarbonOsourcescOYGLhipcOforOgrowthOatOlowOorOhighOtemperaturesOandO
YGLhimwOisOimplicatedOinOtheObiosynthesisOofOmethionineeOYeastcO1999cOhmcOhlmdml

3.4 21

22 TranscriptOanalysisOofOimgOnovelOyeastOgenesOfromOchromosomeOXIVeOYeastcO1999cOhmcOkiqdmg 3.4 24

21 KluyveromycesOlactisOHISlOtranscriptionalOregulationrOsimilaritiesOandOdifferencesOtoOSaccharomycesO
cerevisiaeOHISlOgeneeOFEBSfLetterscO1999cOlmpcOoidn 3.8 8

20 MicrodscaleOpurificationOofO˛†dgalactosidaseOfromOKluyveromycesOlactisOrevealsOthatOdimericOandO
tetramericOformsOareOactiveeOBiotechnologyfLetterscO1998cOhicOimkdimn 36

19 αealingOwithOdifferentOmethodsOforOKluyveromycesOlactisObetadgalactosidaseOpurificationeOBiologicalf
ProceduresfOnlinecO1998cOhcOlpdmp 8.3 15

18 ·haracterizationOofOpromoterOregionsOinvolvedOinOhighOexpressionOofOKl·Y·heOFEBSfJournalcO1998cO
imncOnodol 12

17 TheOHISlOgeneOfromOtheOyeastOKluyveromycesOlactiseOYeastcO1998cOhlcOnpodqh 3.4 5

16 TheOKluyveromycesOlactisOgeneOKLGSKdkOcombinesOfunctionsOwhichOinOSaccharomycesOcerevisiaeOareO
performedObyOM·KhOandOMSαheOCurrentfGeneticscO1998cOkkcOinido 2.9 2

15
HeterologousOKluyveromycesOlactisObetadgalactosidaseOproductionOandOreleaseObyOSaccharomycesO
cerevisiaeOosmoticdremedialOthermosensitiveOautolyticOmutantseOBiochimicafEtfBiophysicafActaftf
GeneralfSubjectscO1997cOhkkmcOikmdlh

4 22

14 IsolationOandOcharacterizationOofOtheOKlHβMhOgeneOinOKluyveromycesOlactiseOYeastcO1997cOhkcOqnhdoh 3.4 13

13 ReoxidationOofOtheONyαPHOproducedObyOtheOpentoseOphosphateOpathwayOisOnecessaryOforOtheO
utilizationOofOglucoseObyOKluyveromycesOlactisOragiOmutantseOFEBSfLetterscO1996cOkpocOodhg 3.8 37

12 PI·αIcOaOsimpleOprogramOforOcodonObiasOcalculationeOMolecularfBiotechnologycO1996cOmcOhqhdm 3 5

11 IdentificationOofOaOputativeOmethylenetetrahydrofolateOreductaseObyOsequenceOanalysisOofOaOn´•pOkbO
αNyOfragmentOofOyeastOchromosomeOVIIeOYeastcO1996cOhicOhglodhgmh 3.4 8

10 RespirofermentativeOmetabolismOinOKluyveromycesOlactisrOβthanolOproductionOandOtheO·rabtreeO
effecteOEnzymefandfMicrobialfTechnologycO1996cOhpcOmpmdmqh 3.8 51

9 RegulationOofOcytochromeOcOexpressionOinOtheOaerobicOrespiratoryOyeastOKluyveromycesOlactiseOFEBSf
LetterscO1995cOkngcOkqdli 3.8 24

8 ·hromosomalOmappingOofOtheOKl·Y·hOgeneOfromOKluyveromycesOlactiseOGenomecO1994cOkocOmhmdo 2.4 3

7 ·ovalentOimmobilizationOofO˛†dgalactosidaseOonOcornOgritseOyOsystemOforOlactoseOhydrolysisOwithoutO
diffusionalOresistanceeOProcessfBiochemistrycO1994cOiqcOodhi 4.8 24

(1994-2000)
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6 ·odonOusageOinOKluyveromycesOlactisOandOinOyeastOcytochromeOcdencodingOgeneseOGenecO1994cOhkqcOlkdq 3.8 62

5 SequenceOofOaOcytochromeOcOgeneOfromOKluyveromycesOlactisOandOitsOupstreamOregioneOYeastcO1993cO
qcOighdl 3.4 19

4 PermeabilizationOofKluyveromycesOlactisOcellsOforOmilkOwheyOsaccharificationrOyOcomparisonOofO
differentOtreatmentseOBiotechnologyfLetterscO1992cOncOipqdiqi 28

3 yOhypoxicOconsensusOoperatorOandOaOconstitutiveOactivationOregionOregulateOtheOyNzhOgeneOofO
SaccharomycesOcerevisiaeeOMolecularfandfCellularfBiologycO1990cOhgcOmqihdn 4.8 73

2 OxygenddependentOupstreamOactivationOsitesOofOSaccharomycesOcerevisiaeOcytochromeOcOgenesOareO
relatedOformsOofOtheOsameOsequenceeOMolecularfandfCellularfBiologycO1988cOpcOiiomdq 4.8 19

1 IsolationOandOcharacterizationOofOaONyαHddehydrogenaseOfromOratOliverOmitochondriaeORevistaf
Espaˆ–olafDefFisiologˆ›acO1987cOlkcOhkdo 2
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