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86 TranscriptOanalysisOofOimgOnovelOyeastOgenesOfromOchromosomeOXIVeOYeastcO1999cOhmcOkiqdmg 3.4 24

85 RegulationOofOcytochromeOcOexpressionOinOtheOaerobicOrespiratoryOyeastOKluyveromycesOlactiseOFEBSf
LetterscO1995cOkngcOkqdli 3.8 24

84 ·ovalentOimmobilizationOofO˛†dgalactosidaseOonOcornOgritseOyOsystemOforOlactoseOhydrolysisOwithoutO
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78 OxygenddependentOupstreamOactivationOsitesOofOSaccharomycesOcerevisiaeOcytochromeOcOgenesOareO
relatedOformsOofOtheOsameOsequenceeOMolecularfandfCellularfBiologycO1988cOpcOiiomdq 4.8 19

77 HighOMobilityOGroupOzOProteinscOTheirOPartnerscOandOOtherORedoxOSensorsOinOOvarianOandOProstateO
·ancereOOxidativefMedicinefandfCellularfLongevitycO2016cOighncOmplmgnh 6.7 19
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cOhgcOlgm 5.7 17

74
GenomicOSequenceOofOtheOYeastOKluyveromycesOmarxianusO··TOookmOYUδVdkZcOaOHighlyO
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FunctionalfGenomicscO2003cOlcOknndom 16

70 StructuralOfeaturesOofOyspergillusOnigerO˛†dgalactosidaseOdefineOitsOactivityOagainstOglycosideO
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67 αealingOwithOdifferentOmethodsOforOKluyveromycesOlactisObetadgalactosidaseOpurificationeOBiologicalf
ProceduresfOnlinecO1998cOhcOlpdmp 8.3 15

66 ynOapproachOtoOtheOhypoxicOandOoxidativeOstressOresponsesOinOKluyveromycesOlactisObyOanalysisOofO
mRNyOlevelseOFEMSfYeastfResearchcO2007cOocOogidhl 3.1 15

65 RationalOmutagenesisObyOengineeringOdisulphideObondsOimprovesOKluyveromycesOlactisO
betadgalactosidaseOforOhighdtemperatureOindustrialOapplicationseOScientificfReportscO2017cOocOlmmkm 4.9 14

64 TheOyeastOhypoxicOresponsescOresourcesOforOnewObiotechnologicalOopportunitieseOBiotechnologyf
LetterscO2012cOklcOihnhdok 3 14

63 IxrhpOandOtheOcontrolOofOtheOSaccharomycesOcerevisiaeOhypoxicOresponseeOAppliedfMicrobiologyfandf
BiotechnologycO2012cOqlcOhokdpl 5.7 14

62 TheO·hallengesOandOOpportunitiesOofOLncRNysOinOOvarianO·ancerOResearchOandO·linicalOUseeOCancerscO
2020cOhicO 6.6 13

61 ImprovedObioethanolOproductionOinOanOengineeredOKluyveromycesOlactisOstrainOshiftedOfromO
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RegulatoryOfactorsOcontrollingOtranscriptionOofOSaccharomycesOcerevisiaeOIXRhObyOoxygenOlevelsrOaO
modelOofOtranscriptionalOadaptationOfromOaerobiosisOtoOhypoxiaOimplicatingOROXhOandOIXRhO
crossdregulationeOBiochemicalfJournalcO2009cOlimcOikmdlk
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58 TheOroleOofOglutathioneOreductaseOinOtheOinterplayObetweenOoxidativeOstressOresponseOandOturnoverO
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55 HaemOregulationOofOtheOmitochondrialOimportOofOtheOKluyveromycesOlactisOmdaminolaevulinateO
synthaserOanOorganelleOapproacheOYeastcO2001cOhpcOlhdp 3.4 12
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53 KluyveromycesOlactisrOaOsuitableOyeastOmodelOtoOstudyOcellularOdefenseOmechanismsOagainstO
hypoxiadinducedOoxidativeOstresseOOxidativefMedicinefandfCellularfLongevitycO2012cOighicOnklnol 6.7 11

52 KlRoxhpOcontributesOtoOyeastOresistanceOtoOmetalsOandOisOnecessaryOforOKlY·δhOexpressionOinOtheO
presenceOofOcadmiumeOGenecO2012cOlqocOiodko 3.8 10

51 ProteomicOanalysisOofOtheOoxidativeOstressOresponseOinOKluyveromycesOlactisOandOeffectOofO
glutathioneOreductaseOdepletioneOJournalfoffProteomefResearchcO2010cOqcOikmpdon 5.6 10

50 yOtranscriptomeOanalysisOofOKluyveromycesOlactisOgrowingOinOcheeseOwheyeOInternationalfDairyf
JournalcO2006cOhncOigodihl 3.5 10

49 HeterologousOKluyveromycesOlactisO˛†dgalactosidaseOsecretionObyOSaccharomycesOcerevisiaeO
superdsecretingOmutantseOBiotechnologyfLetterscO2001cOikcOkkdlg 3 10

48 δunctionalOcharacterizationOofOKlHβMhkcOaOhypoxicOgeneOofOKluyveromycesOlactiseOCanadianfJournalf
offMicrobiologycO2005cOmhcOilhdq 3.2 9

47 TheOKl·Y·hOgenecOaOdownstreamOregionOforOtwoOdifferentiallyOregulatedOtranscriptseOYeastcO2001cOhpcOhklodmm3.4 9

46 TranscriptOanalysisOofOigkOnovelOgenesOfromOSaccharomycesOcerevisiaeOinOhaphOandOroxhOmutantO
backgroundseOGenomecO2000cOlkcOpphdn 2.4 9

45 HMGzOproteinsOinvolvedOinOTOROsignalingOasOgeneralOregulatorsOofOcellOgrowthObyOcontrollingO
ribosomeObiogenesiseOCurrentfGeneticscO2018cOnlcOhigmdhihk 2.9 8

44 KluyveromycesOlactisO˛†dgalactosidaseOcrystallizationOusingOfulldfactorialOexperimentalOdesigneO
JournalfoffMolecularfCatalysisfB:fEnzymaticcO2008cOmidmkcOhopdhpi 8

43 RegulatoryOelementsOinOtheOKlHβMhOpromotereOBiochimicafEtfBiophysicafActaftfGenefRegulatoryf
MechanismscO2008cOhooqcOhipdkk 6 8
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42 ·loningOgenesOfromOaOlibraryOusingOaOclusteringOstrategyOandOP·ReOMolecularfBiotechnologycO2004cOincOkmdp3 8

41 KluyveromycesOlactisOHISlOtranscriptionalOregulationrOsimilaritiesOandOdifferencesOtoOSaccharomycesO
cerevisiaeOHISlOgeneeOFEBSfLetterscO1999cOlmpcOoidn 3.8 8

40 IdentificationOofOaOputativeOmethylenetetrahydrofolateOreductaseObyOsequenceOanalysisOofOaOn´•pOkbO
αNyOfragmentOofOyeastOchromosomeOVIIeOYeastcO1996cOhicOhglodhgmh 3.4 8

39 ValuationOofOagrodindustrialOwastesOasOsubstratesOforOheterologousOproductionOofO˛–dgalactosidaseeO
MicrobialfCellfFactoriescO2018cOhocOhko 6.4 8

38 IxrhORegulatesORibosomalOGeneOTranscriptionOandOYeastOResponseOtoO·isplatineOScientificfReportscO
2018cOpcOkgqg 4.9 7

37 IxrhpOregulatesOoxygenddependentOHβMhkOtranscriptioneOFEMSfYeastfResearchcO2010cOhgcOkgqdih 3.1 7

36 GenomedwideOanalysisOofOyeastOtranscriptionOuponOcalciumOshortageeOCellfCalciumcO2002cOkicOpkdqh 4 7

35 MetabolicOengineeringOforOdirectOlactoseOutilizationObyOSaccharomycesOcerevisiaeeOBiotechnologyf
LetterscO2002cOilcOhkqhdhkqn 3 7

34 αelineatingOtheOHMGzhOandOHMGziOinteractomeOinOprostateOandOovaryOepithelialOcellsOandOitsO
relationshipOwithOcancereOOncotargetcO2018cOqcOhqgmgdhqgnl 3.3 7

33 KlGcrhOcontrolsOglucosedndphosphateOdehydrogenaseOactivityOandOresponsesOtoOHiOicOcadmiumOandO
arsenateOinOKluyveromycesOlactiseOFungalfGeneticsfandfBiologycO2015cOpicOqmdhgk 3.9 6

32 ·haracterizationOofOmusselOHiyeZeirOaOnewOHiyeZOvariantOpreferentiallyOexpressedOinOgerminalO
tissuesOfromOMytiluseOBiochemistryfandfCellfBiologycO2016cOqlcOlpgdlqg 3.6 6

31 OptimizationOofOSaccharomycesOcerevisiaeO˛–dgalactosidaseOproductionOandOapplicationOinOtheO
degradationOofOraffinoseOfamilyOoligosaccharideseOMicrobialfCellfFactoriescO2019cOhpcOhoi 6.4 6

30 ·rystallizationOandOpreliminaryOXdrayOcrystallographicOanalysisOofObetadgalactosidaseOfromO
KluyveromycesOlactiseOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO2010cOnncOiqodkgg 6

29 ·haracterizationOofOHMGzhfiOInteractomeOinOProstateO·ancerObyOYeastOTwoOHybridOypproachrO
PotentialOPathobiologicalOImplicationseOCancerscO2019cOhhcO 6.6 5

28 TheOHISlOgeneOfromOtheOyeastOKluyveromycesOlactiseOYeastcO1998cOhlcOnpodqh 3.4 5

27 PI·αIcOaOsimpleOprogramOforOcodonObiasOcalculationeOMolecularfBiotechnologycO1996cOmcOhqhdm 3 5

26
αualOfunctionOofOIxrhOinOtranscriptionalOregulationOandOrecognitionOofOcisplatindαNyOadductsOisO
causedObyOdifferentialObindingOthroughOitsOtwoOHMGdboxeseOBiochimicafEtfBiophysicafActaftfGenef
RegulatoryfMechanismscO2017cOhpngcOimndinq
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24 ·rystallizationOandOpreliminaryOXdrayOdiffractionOdataOofO˛†dgalactosidaseOfromOyspergillusOnigereOActaf
CrystallographicafSectionfFsfStructuralfBiologyfCommunicationscO2014cOogcOhmiqdkh 1.1 4

23 SKYhOandOIXRhOinteractionscOtheirOeffectsOonOcisplatinOandOspermineOresistanceOinOSaccharomycesO
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22 yOfunctionalOanalysisOofOKluyveromycesOlactisOglutathioneOreductaseeOYeastcO2010cOiocOlkhdlh 3.4 4
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regulationOandOproteindinteractionsOwithOTuphpOandOSrbhhpeOBiochimicafEtfBiophysicafActaftfProteinsf
andfProteomicscO2007cOhoolcOhiiodkm

4 4

20 δunctionalOcharacterisationOandOtranscriptionalOregulationOofOtheOKlHβMhiOgeneOfromO
KluyveromycesOlactiseOCurrentfGeneticscO2004cOlncOhlodmo 2.9 4

19 TheOKlSRzhgOgeneOfromOKluyveromycesOlactiseOYeastcO2004cOihcOmhhdp 3.4 4

18 ProteomicOanalysesOrevealOthatOSkyhOmodulatesOapoptosisOandOmitophagyOinOSaccharomycesO
cerevisiaeOcellsOexposedOtoOcisplatineOInternationalfJournalfoffMolecularfSciencescO2014cOhmcOhimokdqg 6.3 3

17 ·omparativeOtranscriptomeOanalysisOofOyeastOstrainsOcarryingOslticOrlmhcOandOpopiOdeletionseO
GenomecO2011cOmlcOqqdhgq 2.4 3

16 ·hromosomalOmappingOofOtheOKl·Y·hOgeneOfromOKluyveromycesOlactiseOGenomecO1994cOkocOmhmdo 2.4 3

15 TheOHMGzhdiOOvarianO·ancerOInteractomeeOTheORoleOofOHMGzOProteinsOandOTheirOInteractingO
PartnersOMIβNhOandONOPmkOinOOvaryO·ancerOandOαrugdResponseeOCancerscO2020cOhicO 6.6 3

14 GenomicOanalysisOandOlactoseOtransporterOexpressionOinOKluyveromycesOmarxianusO··TOookmeOFungalf
BiologycO2019cOhikcOnpodnqo 2.8 2

13 ·rystallizationOandOpreliminaryOXdrayOdiffractionOdataOofOalphadgalactosidaseOfromOSaccharomycesO
cerevisiaeeOActafCrystallographicafSectionfF:fStructuralfBiologyfCommunicationscO2010cOnncOlldo 2

12 TheOKluyveromycesOlactisOgeneOKLGSKdkOcombinesOfunctionsOwhichOinOSaccharomycesOcerevisiaeOareO
performedObyOM·KhOandOMSαheOCurrentfGeneticscO1998cOkkcOinido 2.9 2

11 IsolationOandOtranscriptionalOregulationOofOtheOKluyveromycesOlactisOδzyhO
YfructosedhcndbisphosphateOaldolaseZOgeneeOCanadianfJournalfoffMicrobiologycO2004cOmgcOnlmdmi 3.2 2

10 TheOyeastOtranscriptomeOinOaerobicOandOhypoxicOconditionsrOeffectsOofOhaphcOroxhcOroxkOandOsrbhgO
deletionseOMolecularfMicrobiologycO2002cOlmcOinmdinm 4.1 2

9 IsolationOandOcharacterizationOofOaONyαHddehydrogenaseOfromOratOliverOmitochondriaeORevistaf
Espaˆ–olafDefFisiologˆ›acO1987cOlkcOhkdo 2

8 HeatdLovingO˛†dGalactosidasesOfromO·ulturedOandOUnculturedOMicroorganismseOCurrentfProteinfandf
PeptidefSciencecO2018cOhqcOhiildhikl 2.8 2

7 StructuralOdeterminationOofOβnzymedGrapheneONanocompositeOSensorOMaterialeOScientificfReportscO
2019cOqcOhmmhq 4.9 1
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6 TwoOproteinsOwithOdifferentOfunctionsOareOderivedOfromOtheOKlHβMhkOgeneeOEukaryoticfCellcO2011cO
hgcOhkkhdq 1

5 yOfunctionalOanalysisOofOKlSRzhgrOimplicationsOinOKluyveromycesOlactisOtranscriptionalOregulationeO
YeastcO2007cOilcOhgnhdok 3.4 1

4 αifferentialO·haracteristicsOofOHMGziOVersusOHMGzhOandOtheirOPerspectivesOinOOvaryOandOProstateO
·ancereOCurrentfMedicinalfChemistrycO2020cOiocOkiohdkipq 4.3 1

3 ·haracterizationOofOaOgeneOsimilarOtoOzIKhOinOtheOyeastOKluyveromycesOlactiseOYeastcO2004cOihcOhgnodom 3.4 0

2 HeterologousOyspergillusOnigerO˛†dgalactosidaseOsecretionObyOSaccharomycesOcerevisiaeeOJournalfoff
BiotechnologycO2007cOhkhcOShqqdSigg 3.7

1 βxtremophilicOβsterasesOforOzioprocessingOofOLignocellulosicOδeedstocksO2017cOigmdiik
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