113 2,017 25 37

papers citations h-index g-index

119 2,298 4.2 4.66

ext. papers ext. citations avg, IF L-index



112

110

108

106

104

102

100

M EspPerANZA CERDE

Paper IF Citations

New extremophilic lipases and esterases from metagenomics. Current Protein and Peptide Science,
2014, 15, 445-55

Structural basis of specificity in tetrameric Kluyveromyces lactis Fgalactosidase. Journal of 3
Structural Biology, 2012, 177, 392-401 >4 7

A hypoxic consensus operator and a constitutive activation region regulate the ANB1 gene of
Saccharomyces cerevisiae. Molecular and Cellular Biology, 1990, 10, 5921-6

Respirofermentative metabolism in Kluyveromyces lactis: Insights and perspectives. Enzyme and 3 6
Microbial Technology, 2000, 26, 699-705 3 9

The yeast transcriptome in aerobic and hypoxic conditions: effects of hap1, rox1, rox3 and srb10
deletions. Molecular Microbiology, 2002, 43, 545-55

Codon usage in Kluyveromyces lactis and in yeast cytochrome c-encoding genes. Gene, 1994, 139,43-9 38 62

Sugar metabolism, redox balance and oxidative stress response in the respiratory yeast
Kluyveromyces lactis. Microbial Cell Factories, 2009, 8, 46

Hot spring metagenomics. Life, 2013, 3, 308-20 3 52

Respirofermentative metabolism in Kluyveromyces lactis: Ethanol production and the Crabtree
effect. Enzyme and Microbial Technology, 1996, 18, 585-591

Metagenomics of an Alkaline Hot Spring in Galicia (Spain): Microbial Diversity Analysis and 3
Screening for Novel Lipolytic Enzymes. Frontiers in Microbiology, 2015, 6, 1291 57 3

Reoxidation of cytosolic NADPH in Kluyveromyces lactis. FEMS Yeast Research, 2006, 6, 371-80

Transcript analysis of 1003 novel yeast genes using high-throughput northern hybridizations. EMBO L
Journal, 2001, 20, 3177-86 3

Reoxidation of the NADPH produced by the pentose phosphate pathway is necessary for the
utilization of glucose by Kluyveromyces lactis rag2 mutants. FEBS Letters, 1996, 387, 7-10

Micro-scale purification of Fgalactosidase from Kluyveromyces lactis reveals that dimeric and 6
tetrameric forms are active. Biotechnology Letters, 1998, 12, 253-256 3
Transcriptome analysis of the thermotolerant yeast Kluyveromyces marxianus CCT 7735 under
ethanol stress. Applied Microbiology and Biotechnology, 2017, 101, 6969-6980

Heterologous expression of glucose oxidase in the yeast Kluyveromyces marxianus. Microbial Cell 6
Factories, 2010, 9, 4 4 35

Kluyveromyces marxianus as a host for heterologous protein synthesis. Applied Microbiology and

Biotechnology, 2016, 100, 6193-6208




(1993-2011)

6 Heterologous expression of a thermophilic esterase in Kluyveromyces yeasts. Applied Microbiology L
9%  and Biotechnology, 2011, 89, 375-85 573

Structural analysis of Saccharomyces cerevisiae alpha-galactosidase and its complexes with natural
substrates reveals new insights into substrate specificity of GH27 glycosidases. Journal of Biological
Chemistry, 2010, 285, 28020-33

The nuclear genes encoding the internal (KINDI1) and external (KINDE1) alternative
94  NAD(P)H:ubiguinone oxidoreductases of mitochondria from Kluyveromyces lactis. Biochimica Et 4.6 28
Biophysica Acta - Bioenergetics, 2005, 1707, 199-210

Secretion and properties of a hybrid Kluyveromyces lactis-Aspergillus niger beta-galactosidase.
Microbial Cell Factories, 2006, 5, 41

New secretory strategies for Kluyveromyces lactis beta-galactosidase. Protein Engineering, Design

92 and Selection, 2001, 14, 379-86 Ly 2

Permeabilization ofKluyveromyces lactis cells for milk whey saccharification: A comparison of
different treatments. Biotechnology Letters, 1992, 6, 289-292

9o  Biobutanol from cheese whey. Microbial Cell Factories, 2015, 14, 27 6.4 27

Cellulases from Thermophiles Found by Metagenomics. Microorganisms, 2018, 6,

Engineered autolytic yeast strains secreting Kluyveromyces lactis beta-galactosidase for
production of heterologous proteins in lactose media. Journal of Biotechnology, 2004, 109, 131-7 37 25

Heme-mediated transcriptional control in Kluyveromyces lactis. Current Genetics, 2000, 38, 171-7

86 Transcript analysis of 250 novel yeast genes from chromosome XIV. Yeast, 1999, 15, 329-50 3.4 24

Regulation of cytochrome c expression in the aerobic respiratory yeast Kluyveromyces lactis. FEBS
Letters, 1995, 360, 39-42

3 Covalent immobilization of Egalactosidase on corn grits. A system for lactose hydrolysis without 3
4 diffusional resistance. Process Biochemistry, 1994, 29, 7-12 4- 24

Characterization of the second external alternative dehydrogenase from mitochondria of the 6
respiratory yeast Kluyveromyces lactis. Biochimica Et Biophysica Acta - Bioenergetics, 2006, 1757, 1 476-84"

Heterologous expression of an esterase from Thermus thermophilus HB27 in Saccharomyces

cerevisiae. Journal of Biotechnology, 2010, 145, 226-32 37 22

Heterologous Kluyveromyces lactis beta-galactosidase production and release by Saccharomyces

cerevisiae osmotic-remedial thermosensitive autolytic mutants. Biochimica Et Biophysica Acta -
General Subjects, 1997, 1335, 235-41

Disruption of six novel Saccharomyces cerevisiae genes reveals that YGL129c is necessary for
8o  growth in non-fermentable carbon sources, YGL128c for growth at low or high temperatures and 3.4 21
YGL125w is implicated in the biosynthesis of methionine. Yeast, 1999, 15, 145-54

Sequence of a cytochrome c gene from Kluyveromyces lactis and its upstream region. Yeast, 1993,

9,201-4



74

72

M EspPerANZA CERDE

Oxygen-dependent upstream activation sites of Saccharomyces cerevisiae cytochrome c genes are 3 1
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