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340 éubtypeIanalysisIofIzoonoticIpathogenIqryptosporidiumIskunkIgenotypeWIInfectionpcGeneticscandc
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OutbreaksIofIqryptosporidiosisIVIolabamaUIorizonaUIandIOhioUI_YZdWIMorbiditycandcMortalitycWeeklyc
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structureIcharacterizationIofIqryptosporidiumIubiquitumWIInfectionpcGeneticscandcEvolutionUI2016UI
bcUI_cdV_dZ

4.5 12

331 qomparativeIgenomicsIrevealsIadaptiveIevolutionIofIosianItapewormIinIswitchingItoIaInewI
intermediateIhostWINaturecCommunicationsUI2016UIeUIZ_fbc 17.4 30

330
onnotatedIdraftIgenomeIsequencesIofIthreeIspeciesIofIqryptosporidiumhIqryptosporidiumI
meleagridisIisolateIUy–szZUIqWIbaileyiIisolateIúo–UVYgQZIandIqWIhominisIisolatesIúUcY___YZ_IandI
UyvZWIPathogenscandcDiseaseUI2016UIebUI

4.2 28

329 qryptosporidiumIcanisIinIúwoI–exicanIúoddlersWIPediatriccInfectiouscDiseasecJournalUI2016UIacUIZ_dcVZ_dd3.4 5

328 qommonIoccurrenceIofIqryptosporidiumIhominisIinIhorsesIandIdonkeysWIInfectionpcGeneticscandc
EvolutionUI2016UIbaUI_dZVd 4.5 22

327 qomparativeIgenomicsIrevealsIqyclosporaIcayetanensisIpossessesIcoccidiaVlikeImetabolismIandI
invasionIcomponentsIbutIuniqueIsurfaceIantigensWIBMCcGenomicsUI2016UIZeUIaZd 4.5 33
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326 ristributionIofIqryptosporidiumIspeciesIinIúibetanIsheepIandIyaksIinIQinghaiUIqhinaWIVeterinaryc
ParasitologyUI2016UI_ZcUIcfVd_ 2.8 40

325 uenotypesIofIqryptosporidiumIsppWUIsnterocytozoonIbieneusiIandIuiardiaIduodenalisIinIdogsIandI
catsIinIéhanghaiUIqhinaWIParasitescandcVectorsUI2016UIgUIZ_Z 4 65

324 qryptosporidiumIproliferansInWIspWIQopicomplexahIqryptosporidiidaeRhI–olecularIandIpiologicalI
svidenceIofIqrypticIépeciesIwithinIuastricIqryptosporidiumIofI–ammalsWIPLoScONEUI2016UIZZUIeYZbeYgY 3.7 51

323 –ultilocusIéequenceIúypingIúoolIforIqyclosporaIcayetanensisWIEmergingcInfectiouscDiseasesUI2016UI
__UIZbdbVe 10.2 26

322
qlonalIsvolutionIofIsnterocytozoonIbieneusiI opulationsIinIéwineIandIueneticIrifferentiationIinI
éubpopulationsIbetweenIwsolatesIfromIéwineIandIvumansWIPLoScNeglectedcTropicalcDiseasesUI2016UI
ZYUIeYYYbgdd

4.8 21

321 uenotypesIofIqryptosporidiumIsppWIandIsnterocytozoonIbieneusiIinIvumanIwmmunodeficiencyI
VirusVwnfectedI atientsIinIzagosUI—igeriaWIJournalcofcEukaryoticcMicrobiologyUI2016UIdaUIbZbVf 3.6 17

320 tastIúechnologyIonalysisIsnablesIwdentificationIofIépeciesIandIuenotypesIofIzatentI–icrosporidiaI
wnfectionsIinIvealthyI—ativeIqamerooniansWIJournalcofcEukaryoticcMicrobiologyUI2016UIdaUIZbdVc_ 3.6 5

319 qryptosporidiumIspeciesIandIqryptosporidiumIparvumIsubtypesIinIdairyIcalvesIandIgoatIkidsIrearedI
underItraditionalIfarmingIsystemsIinIúurkeyWIExperimentalcParasitologyUI2016UIZeYUIZdV_Y 2.1 25

318 wdentityIofItasciolaIsppWIinIsheepIinIsgyptWIParasitescandcVectorsUI2016UIgUId_a 4 29

317 vumanIinfectiveIpotentialIofIqryptosporidiumIsppWUIuiardiaIduodenalisIandIsnterocytozoonI
bieneusiIinIurbanIwastewaterItreatmentIplantIeffluentsWIJournalcofcWatercandcHealthUI2016UIZbUIbZZV_a 2.2 41

316 svolutionIofImitosomeImetabolismIandIinvasionVrelatedIproteinsIinIqryptosporidiumWIBMCc
GenomicsUI2016UIZeUIZYYd 4.5 45

315
ueneticIvariationIofIminiVIandImicrosatellitesIandIaIclonalIstructureIinIsnterocytozoonIbieneusiI
populationIinIfoxesIandIraccoonIdogsIandIpopulationIdifferentiationIofItheIparasiteIbetweenIfurI
animalsIandIhumansWIParasitologycResearchUI2016UIZZcUI_fggVgYb

2.4 20

314 qommunitywideIcryptosporidiosisIoutbreakIassociatedIwithIaIsurfaceIwaterVsuppliedImunicipalI
waterIsystemVVpakerIqityUIOregonUI_YZaWIEpidemiologycandcInfectionUI2016UIZbbUI_ebVfb 4.3 24

313 wdentificationIandImorphologicIandImolecularIcharacterizationIofIqyclosporaImacacaeInWIspWIfromI
rhesusImonkeysIinIqhinaWIParasitologycResearchUI2015UIZZbUIZfZZVd 2.4 27

312 –olecularIidentificationIofIqryptosporidiumIsppWIandIuiardiaIduodenalisIinIgrazingIhorsesIfromI
XinjiangUIqhinaWIVeterinarycParasitologyUI2015UI_YgUIZdgVe_ 2.8 25

311
spidemiologyIandImolecularIcharacterizationIofIqryptosporidiumIsppWIinIhumansUIwildIprimatesUI
andIdomesticatedIanimalsIinItheIureaterIuombeIscosystemUIúanzaniaWIPLoScNeglectedcTropicalc
DiseasesUI2015UIgUIeYYYac_g

4.8 60

310 rominanceIofIuiardiaIduodenalisIassemblageIoIandIsnterocytozoonIbieneusiIgenotypeIpspdIinI
sheepIinIwnnerI–ongoliaUIqhinaWIVeterinarycParasitologyUI2015UI_ZYUI_acVg 2.8 48

309 revelopmentIandIsvaluationIofIúhreeIãealVúimeI qãIossaysIforIuenotypingIandIéourceIúrackingI
qryptosporidiumIsppWIinIWaterWIAppliedcandcEnvironmentalcMicrobiologyUI2015UIfZUIcfbcVcb 4.8 15

(2015-2016)

9



308 wdentificationIofIuiardiaIduodenalisIandIsnterocytozoonIbieneusiIinIanIepizoologicalIinvestigationI
ofIaIlaboratoryIcolonyIofIprairieIdogsUIqynomysIludovicianusWIVeterinarycParasitologyUI2015UI_ZYUIgZVe 2.8 18

307
 reventingIcommunityVwideItransmissionIofIqryptosporidiumhIaIproactiveIpublicIhealthIresponseI
toIaIswimmingIpoolVassociatedIoutbreakVVouglaizeIqountyUIOhioUIUéoWIEpidemiologycandcInfectionUI
2015UIZbaUIabcgVde

4.3 13

306 snterocytozoonIbieneusiIgenotypesIinIyaksIQposIgrunniensRIandItheirIpublicIhealthIpotentialWI
JournalcofcEukaryoticcMicrobiologyUI2015UId_UI_ZVc 3.6 24

305 revelopmentIandIopplicationIofIaIgpdYVpasedIúypingIossayIforIqryptosporidiumIviatorumWIJournalc
ofcClinicalcMicrobiologyUI2015UIcaUIZfgZVe 9.7 36

304 oIreviewIofItheIglobalIburdenUInovelIdiagnosticsUItherapeuticsUIandIvaccineItargetsIforI
cryptosporidiumWILancetcInfectiouscDiseasespcTheUI2015UIZcUIfcVgb 25.5 521

303 vypothesishIqryptosporidiumIgeneticIdiversityImirrorsInationalIdiseaseInotificationIrateWIParasitesc
andcVectorsUI2015UIfUIaYf 4 3

302 ueneticIsimilaritiesIbetweenIqyclosporaIcayetanensisIandIcecumVinfectingIavianIsimeriaIsppWIinI
apicoplastIandImitochondrialIgenomesWIParasitescandcVectorsUI2015UIfUIacf 4 31

301 –olecularIcharacterizationIofIschinococcusIgranulosusIsensuIlatoIfromIfarmIanimalsIinIsgyptWIPLoSc
ONEUI2015UIZYUIeYZZfcYg 3.7 34

300 –orphologicIandIuenotypicIqharacterizationIofI soroptesI–itesIfromIWaterIpuffaloesIinIsgyptWI
PLoScONEUI2015UIZYUIeYZbZccb 3.7 3

299 spidemiologicalIObservationsIonIqryptosporidiosisIinIriarrheicIuoatIyidsIinIureeceWIVeterinaryc
MedicinecInternationalUI2015UI_YZcUIedbZga 1.5 3

298 éubtypingInovelIzoonoticIpathogenIqryptosporidiumIchipmunkIgenotypeIwWIJournalcofcClinicalc
MicrobiologyUI2015UIcaUIZdbfVcb 9.7 46

297
qomparativeIgenomicIanalysisIrevealsIoccurrenceIofIgeneticIrecombinationIinIvirulentI
qryptosporidiumIhominisIsubtypesIandItelomericIgeneIduplicationsIinIqryptosporidiumIparvumWI
BMCcGenomicsUI2015UIZdUIa_Y

4.5 52

296 qryptosporidiumIgenotypesIandIsubtypesIdistributionIinIriverIwaterIinIwranWIJournalcofcWatercandc
HealthUI2015UIZaUIdYYVd 2.2 12

295
–ultiVlocusIanalysisIofIuiardiaIduodenalisIfromInonhumanIprimatesIkeptIinIzoosIinIqhinahI
geographicalIsegregationIandIhostVadaptationIofIassemblageIpIisolatesWIInfectionpcGeneticscandc
EvolutionUI2015UIaYUIf_Vff

4.5 30

294 qomplexIepidemiologyIandIzoonoticIpotentialIforIqryptosporidiumIsuisIinIruralI–adagascarWI
VeterinarycParasitologyUI2015UI_YeUIZbYVa 2.8 31

293 wsolationIandIenrichmentIofIqryptosporidiumIr—oIandIverificationIofIr—oIpurityIforI
wholeVgenomeIsequencingWIJournalcofcClinicalcMicrobiologyUI2015UIcaUIdbZVe 9.7 32

292 qryptosporidiumIhuwiInWIspWIQopicomplexahIsimeriidaeRIfromItheIguppyIQ oeciliaIreticulataRWI
ExperimentalcParasitologyUI2015UIZcYUIaZVc 2.1 48

291  revalenceIandIgeneticIcharacteristicsIofIqryptosporidiumUIsnterocytozoonIbieneusiIandIuiardiaI
duodenalisIinIcatsIandIdogsIinIveilongjiangIprovinceUIqhinaWIVeterinarycParasitologyUI2015UI_YfUIZ_cVab 2.8 100
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290
úheIfirstIassociationIofIaIprimaryIamebicImeningoencephalitisIdeathIwithIculturableI—aegleriaI
fowleriIinItapIwaterIfromIaIUéItreatedIpublicIdrinkingIwaterIsystemWIClinicalcInfectiouscDiseasesUI
2015UIdYUIeadVb_

11.6 71

289 –icrosporidiaIandIqryptosporidiumIinIhorsesIandIdonkeysIinIolgeriahIdetectionIofIaInovelI
qryptosporidiumIhominisIsubtypeIfamilyIQwkRIinIaIhorseWIVeterinarycParasitologyUI2015UI_YfUIZacVb_ 2.8 58

288 OccurrenceIandImolecularIcharacterizationIofIqryptosporidiumIsppWIandIsnterocytozoonIbieneusiI
inIdairyIcattleUIbeefIcattleIandIwaterIbuffaloesIinIqhinaWIVeterinarycParasitologyUI2015UI_YeUI__YVe 2.8 90

287 –olecularIcharacterisationIofIqryptosporidiumIQopicomplexaRIinIchildrenIandIcattleIinIãomaniaWI
FoliacParasitologicaUI2015UId_UI 1.8 14

286 qryptosporidiosisIsurveillanceIVVIUnitedIétatesUI_YZZV_YZ_WIMMWRcSupplementsUI2015UIdbUIZVZb 20.6 23

285 qryptosporidiumIparvumIwwdIfamilyhIclonalIpopulationIandIdispersalIfromIWesternIosiaItoIotherI
geographicalIregionsWIScientificcReportsUI2014UIbUIb_Yf 4.9 44

284 vighIdiversityIofIhumanVpathogenicIsnterocytozoonIbieneusiIgenotypesIinIswineIinInortheastI
qhinaWIParasitologycResearchUI2014UIZZaUIZZbeVca 2.4 63

283 –ultilocusIsequenceItypingIofIanIemergingIqryptosporidiumIhominisIsubtypeIinItheIUnitedIétatesWI
JournalcofcClinicalcMicrobiologyUI2014UIc_UIc_bVaY 9.7 39

282  opulationIgeneticsIofIqryptosporidiumImeleagridisIinIhumansIandIbirdshIevidenceIforI
crossVspeciesItransmissionWIInternationalcJournalcforcParasitologyUI2014UIbbUIcZcV_Z 4.3 38

281 OccurrenceIofIuiardiaIduodenalisIassemblagesIinIalpacasIinItheIondeanIregionWIParasitologyc
InternationalUI2014UIdaUIaZVb 2.1 9

280 qryptosporidiumIhominisIsubtypesIandIsnterocytozoonIbieneusiIgenotypesIinIvwVVinfectedI
personsIinIwbadanUI—igeriaWIZoonosescandcPubliccHealthUI2014UIdZUI_geVaYa 2.9 39

279 —aturalIinfectionIofIqryptosporidiumImurisIinIostrichesIQétruthioIcamelusRWIVeterinarycParasitologyUI
2014UI_YcUIcZfV__ 2.8 19

278 ueneticIdiversityIinIsnterocytozoonIbieneusiIisolatesIfromIdogsIandIcatsIinIqhinahIhostIspecificityI
andIpublicIhealthIimplicationsWIJournalcofcClinicalcMicrobiologyUI2014UIc_UIa_geVaY_ 9.7 83

277 –ultilocusItypingIofIqryptosporidiumIsppWIandIuiardiaIduodenalisIfromInonVhumanIprimatesIinI
qhinaWIInternationalcJournalcforcParasitologyUI2014UIbbUIZYagVbe 4.3 43

276 –olecularIanalysisIofIsingleIoocystIofIsimeriaIbyIwholeIgenomeIamplificationIQWuoRIbasedInestedI
 qãWIExperimentalcParasitologyUI2014UIZbbUIgdVg 2.1 3

275 –olecularIdetectionIofIqryptosporidiumIsppWIinfectionsIinIwaterIbuffaloesIfromInortheastI
úhailandWITropicalcAnimalcHealthcandcProductionUI2014UIbdUIbfeVgY 1.7 11

274
OccurrenceIofIhumanVpathogenicIsnterocytozoonIbieneusiUIuiardiaIduodenalisIandI
qryptosporidiumIgenotypesIinIlaboratoryImacaquesIinIuuangxiUIqhinaWIParasitologycInternationalUI
2014UIdaUIZa_Ve

2.1 80

273 –ultilocusIsequenceItypingIofIsnterocytozoonIbieneusiIinInonhumanIprimatesIinIqhinaWIVeterinaryc
ParasitologyUI2014UI_YYUIZaV_a 2.8 35

(2014-2015)
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272 OccurrenceIandImolecularIcharacterizationIofIqryptosporidiumIsppWIinIyaksIQposIgrunniensRIinI
qhinaWIVeterinarycParasitologyUI2014UI_Y_UIZZaVf 2.8 31

271  reliminaryImolecularIcharacterizationsIofIéarcoptesIscaibieiIQocarihIéarcoptidaeRIfromIfarmI
animalsIinIsgyptWIPLoScONEUI2014UIgUIegbeYc 3.7 20

270 uenotypesIofIsnterocytozoonIbieneusiIinIlivestockIinIqhinahIhighIprevalenceIandIzoonoticI
potentialWIPLoScONEUI2014UIgUIeged_a 3.7 42

269
qryptosporidiumIsppWUIuiardiaIduodenalisUIsnterocytozoonIbieneusiIandIotherIintestinalIparasitesIinI
youngIchildrenIinIzobataIprovinceUIremocraticIãepublicIofIéˆ£oIúomˆ'IandI rincipeWIPLoScONEUI2014UI
gUIegeeYf

3.7 38

268 uenotypicIdistributionIandIphylogeneticIcharacterizationIofIsnterocytozoonIbieneusiIinIdiarrheicI
chickensIandIpigsIinImultipleIcitiesUIqhinahIpotentialIzoonoticItransmissionWIPLoScONEUI2014UIgUIeZYf_eg 3.7 28

267 ristributionIandIclinicalImanifestationsIofIqryptosporidiumIspeciesIandIsubtypesIinIvwVXowréI
patientsIinIsthiopiaWIPLoScNeglectedcTropicalcDiseasesUI2014UIfUIe_faZ 4.8 100

266
OccurrenceUIsourceUIandIhumanIinfectionIpotentialIofIqryptosporidiumIandIsnterocytozoonI
bieneusiIinIdrinkingIsourceIwaterIinIéhanghaiUIqhinaUIduringIaIpigIcarcassIdisposalIincidentWI
EnvironmentalcScienceciamp;cTechnologyUI2014UIbfUIZb_ZgV_e

10.3 65

265 qryptosporidiumIspeciesIinIhumansIandIanimalshIcurrentIunderstandingIandIresearchIneedsWI
ParasitologyUI2014UIZbZUIZddeVfc 2.7 383

264 vostIspecificityIandIsourceIofIsnterocytozoonIbieneusiIgenotypesIinIaIdrinkingIsourceIwatershedWI
AppliedcandcEnvironmentalcMicrobiologyUI2014UIfYUI_ZfV_c 4.8 91

263 ueneticIpolymorphismIandIzoonoticIpotentialIofIsnterocytozoonIbieneusiIfromInonhumanI
primatesIinIqhinaWIAppliedcandcEnvironmentalcMicrobiologyUI2014UIfYUIZfgaVf 4.8 114

262 –olecularIcharacterizationIofIqryptosporidiumIsppWIinIchildrenIfromI–exicoWIPLoScONEUI2014UIgUIegdZ_f 3.7 30

261 éubtypingIqryptosporidiumIubiquitumUaIzoonoticIpathogenIemergingIinIhumansWIEmergingc
InfectiouscDiseasesUI2014UI_YUI_ZeV_b 10.2 148

260 úaxonomyIandI–olecularIúaxonomyI2014UIaVbZ 18

259 ueneticIcharacterizationIofIqryptosporidiumIsppWIinIdiarrhoeicIchildrenIfromIfourIprovincesIinI
éouthIofricaWIZoonosescandcPubliccHealthUI2013UIdYUIZcbVg 2.9 28

258 –olecularIcharacterizationIofIuiardiaIduodenalisIisolatesIfromIpoliceIandIfarmIdogsIinIqhinaWI
ExperimentalcParasitologyUI2013UIZacUI__aVd 2.1 20

257 qommonIoccurrenceIofIzoonoticIpathogenIqryptosporidiumImeleagridisIinIbroilerIchickensIandI
turkeysIinIolgeriaWIVeterinarycParasitologyUI2013UIZgdUIaabVbY 2.8 44

256  opulationIgeneticIcharacterisationIofIdominantIqryptosporidiumIparvumIsubtypeIwwaoZcu_ãZWI
InternationalcJournalcforcParasitologyUI2013UIbaUIZZbZVe 4.3 52

255  revalenceIandIcharacterizationIofIqryptosporidiumIsppWIinIdairyIcattleIinI—ileIãiverIdeltaI
provincesUIsgyptWIExperimentalcParasitologyUI2013UIZacUIcZfV_a 2.1 44
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254 qryptosporidiosisI2013UIdeaVdeg 2

253 wdentityIandIpublicIhealthIpotentialIofIqryptosporidiumIsppWIinIwaterIbuffaloIcalvesIinIsgyptWI
VeterinarycParasitologyUI2013UIZgZUIZ_aVe 2.8 48

252 –ultilocusIsequenceItypingIofIsnterocytozoonIbieneusihIzackIofIgeographicIsegregationIandI
existenceIofIgeneticallyIisolatedIsubVpopulationsWIInfectionpcGeneticscandcEvolutionUI2013UIZbUIZZZVg 4.5 42

251 –olecularIcharacterizationIofIuiardiaIduodenalisIinIYemenWIExperimentalcParasitologyUI2013UIZabUIZbZVe 2.1 19

250  eriparturientItransmissionIofIqryptosporidiumIxiaoiIfromIewesItoIlambsWIVeterinarycParasitologyUI
2013UIZgeUId_eVaa 2.8 29

249
–olecularIcharacterizationIofIqryptosporidiumIspeciesIatItheIwildlifeXlivestockIinterfaceIofItheI
yrugerI—ationalI arkUIéouthIofricaWIComparativecImmunologypcMicrobiologycandcInfectiouscDiseasesUI
2013UIadUI_gcVaY_

2.6 24

248 uenotypesIofIschinococcusIgranulosusIinIanimalsIfromIYushuUI—ortheasternIqhinaWIVectorqBornec
andcZoonoticcDiseasesUI2013UIZaUIZabVe 2.4 12

247 ZoonoticIqryptosporidiumIspeciesIandIsnterocytozoonIbieneusiIgenotypesIinIvwVVpositiveIpatientsI
onIantiretroviralItherapyWIJournalcofcClinicalcMicrobiologyUI2013UIcZUIcceVda 9.7 178

246
qoncurrentIinfectionsIofIuiardiaIduodenalisUIsnterocytozoonIbieneusiUIandIqlostridiumIdifficileIinI
childrenIduringIaIcryptosporidiosisIoutbreakIinIaIpediatricIhospitalIinIqhinaWIPLoScNeglectedcTropicalc
DiseasesUI2013UIeUIe_bae

4.8 144

245
UnusualIsnterocytozoonIbieneusiIgenotypesIandIqryptosporidiumIhominisIsubtypesIinI
vwVVinfectedIpatientsIonIhighlyIactiveIantiretroviralItherapyWIAmericancJournalcofcTropicalcMedicinec
andcHygieneUI2013UIfgUIZceVdZ

3.2 29

244 úheIZ_thIwnternationalIWorkshopsIonIOpportunisticI rotistsIQwWO VZ_RWIJournalcofcEukaryoticc
MicrobiologyUI2013UIdYUI_gfVaYf 3.6 4

243 tirstImolecularIcharacterizationIofIqryptosporidiumIinIYemenWIParasitologyUI2013UIZbYUIe_gVab 2.7 18

242 ueneticIrecombinationIandIqryptosporidiumIhominisIvirulentIsubtypeIwboZYu_WIEmergingcInfectiousc
DiseasesUI2013UIZgUIZceaVf_ 10.2 52

241 úheIopplicabilityIofIúaq–anVpasedIQuantitativeIãealVúimeI qãIossaysIforIretectingIandI
snumeratingIqryptosporidiumIsppWIOocystsIinItheIsnvironmentWIPLoScONEUI2013UIfUIeddcd_ 3.7 18

240 –icrosporidiaIasIemergingIpathogensIandItheIimplicationIforIpublicIhealthhIaIZYVyearIstudyIonI
vwVVpositiveIandIVnegativeIpatientsWIInternationalcJournalcforcParasitologyUI2012UIb_UIZgeV_Yc 4.3 70

239  opulationIgeneticIanalysisIofIsnterocytozoonIbieneusiIinIhumansWIInternationalcJournalcforc
ParasitologyUI2012UIb_UI_feVga 4.3 48

238 qommonIoccurrenceIofIaIuniqueIqryptosporidiumIryanaeIvariantIinIzebuIcattleIandIwaterIbuffaloesI
inItheIbufferIzoneIofItheIqhitwanI—ationalI arkUI—epalWIVeterinarycParasitologyUI2012UIZfcUIaYgVZb 2.8 45

237 –olecularIcharacterizationIofIqryptosporidiumIsppWIinIgrazingIbeefIcattleIinIxapanWIVeterinaryc
ParasitologyUI2012UIZfeUIZ_aVf 2.8 31

(2012-2013)
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236 qryptosporidiumIsppWIinIquailsIQqoturnixIcoturnixIjaponicaRIinIvenanUIqhinahImolecularI
characterizationIandIpublicIhealthIsignificanceWIVeterinarycParasitologyUI2012UIZfeUIcabVe 2.8 30

235 –olecularIcharacterizationIofIqryptosporidiumIinIchildrenIinIOyoIétateUI—igeriahIimplicationsIforI
infectionIsourcesWIParasitologycResearchUI2012UIZZYUIbegVfZ 2.4 30

234 –olecularIcharacterizationsIofIqryptosporidiumUIuiardiaUIandIsnterocytozoonIinIhumansIinIyadunaI
étateUI—igeriaWIExperimentalcParasitologyUI2012UIZaZUIbc_Vd 2.1 47

233 snterocytozoonIbieneusiIatItheIwildlifeXlivestockIinterfaceIofItheIyrugerI—ationalI arkUIéouthI
ofricaWIVeterinarycParasitologyUI2012UIZgYUIcfeVgY 2.8 30

232 –olecularIandIphylogeneticIapproachesIforIassessingIsourcesIofIqryptosporidiumIcontaminationIinI
waterWIWatercResearchUI2012UIbdUIcZacVcY 12.5 44

231 occeptanceIofItheI_YZ_IvenryIpaldwinIWardI–edalhImyIexperienceIwithIparasitesWIJournalcofc
ParasitologyUI2012UIgfUIZYeaVe 0.9

230
éurveyIandIgeneticIcharacterizationIofIwastewaterIinIúunisiaIforIqryptosporidiumIsppWUIuiardiaI
duodenalisUIsnterocytozoonIbieneusiUIqyclosporaIcayetanensisIandIsimeriaIsppWIJournalcofcWaterc
andcHealthUI2012UIZYUIbaZVbb

2.2 61

229 qhickIembryoItrachealIorganhIaInewIandIeffectiveIinIvitroIcultureImodelIforIqryptosporidiumI
baileyiWIVeterinarycParasitologyUI2012UIZffUIaedVfZ 2.8 9

228  rimaryIamebicImeningoencephalitisIdeathsIassociatedIwithIsinusIirrigationIusingIcontaminatedI
tapIwaterWIClinicalcInfectiouscDiseasesUI2012UIccUIeegVfc 11.6 121

227 onthroponoticIentericIparasitesIinImonkeysIinIpublicIparkUIqhinaWIEmergingcInfectiouscDiseasesUI2012
UIZfUIZdbYVa 10.2 105

226 sxtendedIoutbreakIofIcryptosporidiosisIinIaIpediatricIhospitalUIqhinaWIEmergingcInfectiouscDiseasesUI
2012UIZfUIaZ_Vb 10.2 58

225 qryptosporidiumItyzzeriInWIspWIQopicomplexahIqryptosporidiidaeRIinIdomesticImiceIQ–usImusculusRWI
ExperimentalcParasitologyUI2012UIZaYUI_ebVfZ 2.1 74

224 qryptosporidiumItyzzeriIandIqryptosporidiumIpestishIwhichInameIisIvalidmWIExperimentalc
ParasitologyUI2012UIZaYUIaYfVg 2.1 7

223 –olecularIsurveillanceIofIqryptosporidiumIsppWUIuiardiaIduodenalisUIandIsnterocytozoonIbieneusiI
byIgenotypingIandIsubtypingIparasitesIinIwastewaterWIPLoScNeglectedcTropicalcDiseasesUI2012UIdUIeZfYg 4.8 152

222 tatalI—aegleriaIfowleriIinfectionIacquiredIinI–innesotahIpossibleIexpandedIrangeIofIaIdeadlyI
thermophilicIorganismWIClinicalcInfectiouscDiseasesUI2012UIcbUIfYcVg 11.6 61

221 –olecularIepidemiologicIcharacterizationIofIsnterocytozoonIbieneusiIinIvwVVinfectedIpersonsIinI
peninIqityUI—igeriaWIAmericancJournalcofcTropicalcMedicinecandcHygieneUI2012UIfdUIbbZVc 3.2 55

220 spidemiologyIofIsnterocytozoonIbieneusiIwnfectionIinIvumansWIJournalcofcParasitologycResearchUI
2012UI_YZ_UIgfZb_b 1.9 161
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