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spidemiologyIandImolecularIcharacterizationIofIqryptosporidiumIsppWIinIhumansUIwildIprimatesUI
andIdomesticatedIanimalsIinItheIureaterIuombeIscosystemUIúanzaniaWIPLoScNeglectedcTropicalc
DiseasesUI2015UIgUIeYYYac_g

4.8 60

329 –olecularIspidemiologyIofIqryptosporidiosisIinIqhinaWIFrontierscincMicrobiologyUI2017UIfUIZeYZ 5.7 60

328 ueneticIcharacterizationsIofIqryptosporidiumIsppWIandIuiardiaIduodenalisIinIhumansIinIvenanUI
qhinaWIExperimentalcParasitologyUI2011UIZ_eUIb_Vc 2.1 60

327  eriparturientIãiseIinItheIsxcretionIofIuiardiaIspWIqystsIandIqryptosporidiumIparvumIOocystsIasIaI
éourceIofIwnfectionIforIzambsWIJournalcofcParasitologyUI1994UIfYUIcc 0.9 60
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326 qryptosporidiumIsourceItrackingIinItheI otomacIãiverIwatershedWIAppliedcandcEnvironmentalc
MicrobiologyUI2008UIebUIdbgcVcYb 4.8 59

325  ossibleItransmissionIofIqryptosporidiumIcanisIamongIchildrenIandIaIdogIinIaIhouseholdWIJournalcofc
ClinicalcMicrobiologyUI2007UIbcUI_YZbVd 9.7 59

324 –icrosporidiaIandIqryptosporidiumIinIhorsesIandIdonkeysIinIolgeriahIdetectionIofIaInovelI
qryptosporidiumIhominisIsubtypeIfamilyIQwkRIinIaIhorseWIVeterinarycParasitologyUI2015UI_YfUIZacVb_ 2.8 58

323 sxtendedIoutbreakIofIcryptosporidiosisIinIaIpediatricIhospitalUIqhinaWIEmergingcInfectiouscDiseasesUI
2012UIZfUIaZ_Vb 10.2 58

322 OccurrenceUIsourceUIandIhumanIinfectionIpotentialIofIcryptosporidiumIandIuiardiaIsppWIinIsourceI
andItapIwaterIinIshanghaiUIchinaWIAppliedcandcEnvironmentalcMicrobiologyUI2011UIeeUIadYgVZd 4.8 58

321  revalenceIofIqryptosporidiumIandIuiardiaIinfectionsIonItwoIOhioIpigIfarmsIwithIdifferentI
managementIsystemsWIVeterinarycParasitologyUI1994UIc_UIaaZVd 2.8 58

320 úemporalIvariabilityIofIqryptosporidiumIinItheIqhesapeakeIpayWIParasitologycResearchUI2002UIffUIggfVZYYa2.4 57

319  athogenesisIofIhumanIandIbovineIqryptosporidiumIparvumIinIgnotobioticIpigsWIJournalcofc
InfectiouscDiseasesUI2002UIZfdUIeZcVf 7 57

318 qryptosporidiumWILetterscincAppliedcMicrobiologyUI2006UIbaUIeVZd 2.9 56

317 –olecularIepidemiologicIcharacterizationIofIsnterocytozoonIbieneusiIinIvwVVinfectedIpersonsIinI
peninIqityUI—igeriaWIAmericancJournalcofcTropicalcMedicinecandcHygieneUI2012UIfdUIbbZVc 3.2 55

316 wdentificationIofIpotentiallyIhumanVpathogenicIsnterocytozoonIbieneusiIgenotypesIinIvariousI
birdsWIAppliedcandcEnvironmentalcMicrobiologyUI2006UIe_UIeafYV_ 4.8 55

315 risseminatedImicrosporidiosisIinIaIrenalItransplantIrecipientWITransplantcInfectiouscDiseaseUI2002UIbUIZY_Ve2.7 55

314 –olecularIandIphylogeneticIanalysisIofIqryptosporidiumImurisIfromIvariousIhostsWIParasitologyUI
2000UIZ_YIQI tIcRUIbceVdb 2.7 55

313 ueographicIlinkageIandIvariationIinIqryptosporidiumIhominisWIEmergingcInfectiouscDiseasesUI2008UI
ZbUIbgdVf 10.2 54

312 éubtypeIanalysisIofIqryptosporidiumIparvumIandIqryptosporidiumIhominisIisolatesIfromIhumansI
andIcattleIinIwranWIVeterinarycParasitologyUI2011UIZegUI_cYV_ 2.8 53

311  opulationIgeneticIcharacterisationIofIdominantIqryptosporidiumIparvumIsubtypeIwwaoZcu_ãZWI
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qomparativeIgenomicIanalysisIrevealsIoccurrenceIofIgeneticIrecombinationIinIvirulentI
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4.5 52
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DiseasesUI2013UIZgUIZceaVf_ 10.2 52
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307 revelopmentIofIaImultilocusIsequenceItoolIforItypingIqryptosporidiumImurisIandIqryptosporidiumI
andersoniWIJournalcofcClinicalcMicrobiologyUI2011UIbgUIabVbZ 9.7 51
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305 qryptosporidiumIproliferansInWIspWIQopicomplexahIqryptosporidiidaeRhI–olecularIandIpiologicalI
svidenceIofIqrypticIépeciesIwithinIuastricIqryptosporidiumIofI–ammalsWIPLoScONEUI2016UIZZUIeYZbeYgY 3.7 51

304 éubtypesIofIqryptosporidiumIsppWIinImiceIandIotherIsmallImammalsWIExperimentalcParasitologyUI
2011UIZ_eUI_afVb_ 2.1 50
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EukaryoticcMicrobiologyUI2006UIcaIéupplIZUIébaVf 3.6 50

302 uenotypingIsncephalitozoonIcuniculiIbyImultilocusIanalysesIofIgenesIwithIrepetitiveIsequencesWI
JournalcofcClinicalcMicrobiologyUI2001UIagUI__bfVca 9.7 50

301 WidespreadIoccurrenceIofIqryptosporidiumIinfectionsIinIpatientsIwithIvwVXowréhIspidemiologyUI
clinicalIfeatureUIdiagnosisUIandItherapyWIActacTropicaUI2018UIZfeUI_ceV_da 3.2 49

300 ueneticIvariationsIinItheIinternalItranscribedIspacerIandImitochondrialIsmallIsubunitIrã—oIgeneIofI
—aegleriaIsppWIJournalcofcEukaryoticcMicrobiologyUI2003UIcYIéupplUIc__Vd 3.6 49

299 rominanceIofIuiardiaIduodenalisIassemblageIoIandIsnterocytozoonIbieneusiIgenotypeIpspdIinI
sheepIinIwnnerI–ongoliaUIqhinaWIVeterinarycParasitologyUI2015UI_ZYUI_acVg 2.8 48

298  opulationIgeneticIanalysisIofIsnterocytozoonIbieneusiIinIhumansWIInternationalcJournalcforc
ParasitologyUI2012UIb_UI_feVga 4.3 48

297 wdentityIandIpublicIhealthIpotentialIofIqryptosporidiumIsppWIinIwaterIbuffaloIcalvesIinIsgyptWI
VeterinarycParasitologyUI2013UIZgZUIZ_aVe 2.8 48

296 qryptosporidiumIhuwiInWIspWIQopicomplexahIsimeriidaeRIfromItheIguppyIQ oeciliaIreticulataRWI
ExperimentalcParasitologyUI2015UIZcYUIaZVc 2.1 48

295 –olecularIevidenceIforIzoonoticItransmissionIofIuiardiaIduodenalisIamongIdairyIfarmIworkersIinI
WestIpengalUIwndiaWIVeterinarycParasitologyUI2011UIZefUIab_Vc 2.8 48

294 UniqueIqryptosporidiumIpopulationIinIvwVVinfectedIpersonsUIxamaicaWIEmergingcInfectiouscDiseasesUI
2008UIZbUIfbZVa 10.2 48

293 vighIintragenotypicIdiversityIofIuiardiaIduodenalisIinIdairyIcattleIonIthreeIfarmsWIParasitologyc
ResearchUI2008UIZYaUIfeVg_ 2.4 48

292 risseminatedImicrosporidiosisIcausedIbyIsncephalitozoonIcuniculiIwwwIQdogItypeRIinIanIwtalianIowréI
patienthIaIretrospectiveIstudyWIModerncPathologyUI2002UIZcUIceeVfa 9.8 48

291 –olecularIcharacterizationsIofIqryptosporidiumUIuiardiaUIandIsnterocytozoonIinIhumansIinIyadunaI
étateUI—igeriaWIExperimentalcParasitologyUI2012UIZaZUIbc_Vd 2.1 47
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290 –olecularIcharacterizationIofIqryptosporidiumIsppWIinInativeIbreedsIofIcattleIinIyadunaIétateUI
—igeriaWIVeterinarycParasitologyUI2011UIZefUI_bZVc 2.8 47

289 svaluationIofIqryptosporidiumIparvumIgenotypingItechniquesWIAppliedcandcEnvironmentalc
MicrobiologyUI1999UIdcUIbbaZVc 4.8 47

288 éubtypingInovelIzoonoticIpathogenIqryptosporidiumIchipmunkIgenotypeIwWIJournalcofcClinicalc
MicrobiologyUI2015UIcaUIZdbfVcb 9.7 46

287 OutbreakIofIgiardiasisIassociatedIwithIaIcommunityIdrinkingVwaterIsourceWIEpidemiologycandc
InfectionUI2010UIZafUIbgZVcYY 4.3 46

286 qryptosporidiumIfayeriInWIspWIQopicomplexahIqryptosporidiidaeRIfromItheIãedIyangarooIQ–acropusI
rufusRWIJournalcofcEukaryoticcMicrobiologyUI2008UIccUI__Vd 3.6 46

285 qommonIoccurrenceIofIaIuniqueIqryptosporidiumIryanaeIvariantIinIzebuIcattleIandIwaterIbuffaloesI
inItheIbufferIzoneIofItheIqhitwanI—ationalI arkUI—epalWIVeterinarycParasitologyUI2012UIZfcUIaYgVZb 2.8 45

284  revalenceIandIidentityIofIqryptosporidiumIsppWIinIpigIslurryWIAppliedcandcEnvironmentalc
MicrobiologyUI2006UIe_UIbbdZVa 4.8 45

283 zongitudinalIanalysisIofIcryptosporidiumIspeciesVspecificIimmunoglobulinIuIantibodyIresponsesIinI
 eruvianIchildrenWIVaccinecJournalUI2006UIZaUIZ_aVaZ 45

282 svolutionIofImitosomeImetabolismIandIinvasionVrelatedIproteinsIinIqryptosporidiumWIBMCc
GenomicsUI2016UIZeUIZYYd 4.5 45

281 qryptosporidiumIparvumIwwdIfamilyhIclonalIpopulationIandIdispersalIfromIWesternIosiaItoIotherI
geographicalIregionsWIScientificcReportsUI2014UIbUIb_Yf 4.9 44

280 qommonIoccurrenceIofIzoonoticIpathogenIqryptosporidiumImeleagridisIinIbroilerIchickensIandI
turkeysIinIolgeriaWIVeterinarycParasitologyUI2013UIZgdUIaabVbY 2.8 44

279  revalenceIandIcharacterizationIofIqryptosporidiumIsppWIinIdairyIcattleIinI—ileIãiverIdeltaI
provincesUIsgyptWIExperimentalcParasitologyUI2013UIZacUIcZfV_a 2.1 44

278 –olecularIandIphylogeneticIapproachesIforIassessingIsourcesIofIqryptosporidiumIcontaminationIinI
waterWIWatercResearchUI2012UIbdUIcZacVcY 12.5 44

277 qryptosporidiumIandersoniIisItheIpredominantIspeciesIinIpostVweanedIandIadultIdairyIcattleIinI
qhinaWIParasitologycInternationalUI2011UIdYUIZVb 2.1 44

276 –ultilocusItypingIofIqryptosporidiumIsppWIandIuiardiaIduodenalisIfromInonVhumanIprimatesIinI
qhinaWIInternationalcJournalcforcParasitologyUI2014UIbbUIZYagVbe 4.3 43

275 –olecularIcharacterizationIofIqryptosporidiumIsppWIfromIchildrenIinIyolkataUIwndiaWIJournalcofc
ClinicalcMicrobiologyUI2006UIbbUIb_bdVg 9.7 43

274 tatalI—aegleriaIfowleriImeningoencephalitisUIwtalyWIEmergingcInfectiouscDiseasesUI2004UIZYUIZfacVe 10.2 43

273 onIevaluationIofImolecularIdiagnosticItoolsIforItheIdetectionIandIdifferentiationIofI
humanVpathogenicIqryptosporidiumIsppWIJournalcofcEukaryoticcMicrobiologyUI2003UIcYIéupplUIcb_Ve 3.6 43
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272 –ultilocusIsequenceItypingIofIsnterocytozoonIbieneusihIzackIofIgeographicIsegregationIandI
existenceIofIgeneticallyIisolatedIsubVpopulationsWIInfectionpcGeneticscandcEvolutionUI2013UIZbUIZZZVg 4.5 42

271 uenotypesIofIsnterocytozoonIbieneusiIinIlivestockIinIqhinahIhighIprevalenceIandIzoonoticI
potentialWIPLoScONEUI2014UIgUIeged_a 3.7 42

270 qryptosporidiumIsppWIinIdomesticIdogshItheIKdogKIgenotypeWIAppliedcandcEnvironmentalc
MicrobiologyUI2000UIddUI___YVa 4.8 42

269 sfficacyIofIalbendazoleIandIfenbendazoleIagainstIuiardiaIinfectionIinIcattleWIVeterinarycParasitology
UI1996UIdZUIZdcVeY 2.8 42

268 úrackingIqryptosporidiumIparvumIbyIsequenceIanalysisIofIsmallIdoubleVstrandedIã—oWIEmergingc
InfectiouscDiseasesUI2001UIeUIZbZVc 10.2 42

267
snvironmentalIúransportIofIsmergingIvumanV athogenicIqryptosporidiumIépeciesIandIéubtypesI
throughIqombinedIéewerIOverflowIandIWastewaterWIAppliedcandcEnvironmentalcMicrobiologyUI2017UI
faUI

4.8 41

266  revalenceIandIdistributionIofIqryptosporidiumIsppWIinIdairyIcattleIinIveilongjiangI rovinceUIqhinaWI
ParasitologycResearchUI2009UIZYcUIegeVfY_ 2.4 41

265 retectionIofIqryptosporidiumIoocystsIinIwaterhIeffectIofItheInumberIofIsamplesIandIanalyticI
replicatesIonItestIresultsWIAppliedcandcEnvironmentalcMicrobiologyUI2006UIe_UIcgb_Ve 4.8 41

264 qryptosporidiumImeleagridisIinIanIwndianIringVneckedIparrotIQ sittaculaIkrameriRWIAustralianc
VeterinarycJournalUI2000UIefUIZf_Va 1.2 41

263 vumanIinfectiveIpotentialIofIqryptosporidiumIsppWUIuiardiaIduodenalisIandIsnterocytozoonI
bieneusiIinIurbanIwastewaterItreatmentIplantIeffluentsWIJournalcofcWatercandcHealthUI2016UIZbUIbZZV_a 2.2 41

262 ristributionIofIqryptosporidiumIspeciesIinIúibetanIsheepIandIyaksIinIQinghaiUIqhinaWIVeterinaryc
ParasitologyUI2016UI_ZcUIcfVd_ 2.8 40

261 oImultilocusIgenotypicIanalysisIofIqryptosporidiumImeleagridisWIJournalcofcEukaryoticcMicrobiologyUI
2001UIéupplUIZgéV__é 3.6 40

260 –ultilocusIsequenceItypingIofIanIemergingIqryptosporidiumIhominisIsubtypeIinItheIUnitedIétatesWI
JournalcofcClinicalcMicrobiologyUI2014UIc_UIc_bVaY 9.7 39

259 qryptosporidiumIhominisIsubtypesIandIsnterocytozoonIbieneusiIgenotypesIinIvwVVinfectedI
personsIinIwbadanUI—igeriaWIZoonosescandcPubliccHealthUI2014UIdZUI_geVaYa 2.9 39

258 zargeVscaleIsurveyIofIqryptosporidiumIsppWIinIchickensIandI ekinIducksIQonasIplatyrhynchosRIinI
venanUIqhinahIprevalenceIandImolecularIcharacterizationWIAviancPathologyUI2010UIagUIbbeVcZ 2.4 39

257 qryptosporidiosisIassociatedIwithIanimalIcontactsWIWienercKlinischecWochenschriftUI2003UIZZcUIZ_cVe 2.3 39

256 qryptosporidiosisIinIdevelopingIcountriesWIJournalcofcInfectioncincDevelopingcCountriesUI2007UIZUI_b_Vcd 2.3 39

255  opulationIgeneticsIofIqryptosporidiumImeleagridisIinIhumansIandIbirdshIevidenceIforI
crossVspeciesItransmissionWIInternationalcJournalcforcParasitologyUI2014UIbbUIcZcV_Z 4.3 38
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qryptosporidiumIsppWUIuiardiaIduodenalisUIsnterocytozoonIbieneusiIandIotherIintestinalIparasitesIinI
youngIchildrenIinIzobataIprovinceUIremocraticIãepublicIofIéˆ£oIúomˆ'IandI rincipeWIPLoScONEUI2014UI
gUIegeeYf

3.7 38

253 qryptosporidiumIfelisIandIqWImeleagridisIinIpersonsIwithIvwVUI ortugalWIEmergingcInfectiouscDiseases
UI2004UIZYUI__cdVe 10.2 38

252 –olecularIandIbiologicalIcharacterizationIofIaIqryptosporidiumImolnariVlikeIisolateIfromIaIguppyI
Q oeciliaIreticulataRWIAppliedcandcEnvironmentalcMicrobiologyUI2004UIeYUIaedZVc 4.8 38

251
 artialIprotectionIagainstI lasmodiumIvivaxIbloodVstageIinfectionIinIéaimiriImonkeysIbyI
immunizationIwithIaIrecombinantIqVterminalIfragmentIofImerozoiteIsurfaceIproteinIZIinIblockI
copolymerIadjuvantWIInfectioncandcImmunityUI1999UIdeUIab_Vg

3.7 38

250 úheIprevalenceIofIqryptosporidiumUIandIidentificationIofItheIqryptosporidiumIhorseIgenotypeIinI
foalsIinI—ewIYorkIétateWIVeterinarycParasitologyUI2010UIZebUIZagVbb 2.8 37

249
 revalenceIandIgenotypicIidentificationIofIqryptosporidiumIsppWUIuiardiaIduodenalisIandI
snterocytozoonIbieneusiIinIpreVweanedIdairyIcalvesIinIuuangdongUIqhinaWIParasitescandcVectorsUI
2019UIZ_UIbZ

4 36

248 revelopmentIandIopplicationIofIaIgpdYVpasedIúypingIossayIforIqryptosporidiumIviatorumWIJournalc
ofcClinicalcMicrobiologyUI2015UIcaUIZfgZVe 9.7 36

247  revalenceIandImolecularIcharacterizationIofIqyclosporaIcayetanensisUIvenanUIqhinaWIEmergingc
InfectiouscDiseasesUI2011UIZeUIZffeVgY 10.2 36

246
éubtypeIanalysisIofIqryptosporidiumIspecimensIfromIsporadicIcasesIinIqoloradoUIwdahoUI—ewI
–exicoUIandIwowaIinI_YYehIwidespreadIoccurrenceIofIoneIqryptosporidiumIhominisIsubtypeIandI
caseIhistoryIofIanIinfectionIwithItheIqryptosporidiumIhorseIgenotypeWIJournalcofcClinicalc
MicrobiologyUI2009UIbeUIaYZeV_Y

9.7 36

245 uenotypingIsncephalitozoonIhellemIisolatesIbyIanalysisIofItheIpolarItubeIproteinIgeneWIJournalcofc
ClinicalcMicrobiologyUI2001UIagUI_ZgZVd 9.7 36

244 riagnosisIofIqryptosporidiumIonIaIsheepIfarmIwithIneonatalIdiarrheaIbyIimmunofluorescenceI
assaysWIVeterinarycParasitologyUI1993UIbeUIZeV_a 2.8 36

243 OutbreaksIossociatedIwithIúreatedIãecreationalIWaterIVIUnitedIétatesUI_YYYV_YZbWIMorbiditycandc
MortalitycWeeklycReportUI2018UIdeUIcbeVccZ 31.7 36

242 –ultilocusIsequenceItypingIofIsnterocytozoonIbieneusiIinInonhumanIprimatesIinIqhinaWIVeterinaryc
ParasitologyUI2014UI_YYUIZaV_a 2.8 35

241 –olecularIcharacterizationIofIschinococcusIgranulosusIsensuIlatoIfromIfarmIanimalsIinIsgyptWIPLoSc
ONEUI2015UIZYUIeYZZfcYg 3.7 34

240 OccurrenceIofIqryptosporidiumIandIuiardiaIgenotypesIandIsubtypesIinIrawIandItreatedIwaterIinI
 ortugalWILetterscincAppliedcMicrobiologyUI2009UIbfUIea_Ve 2.9 34

239  revalenceIandImolecularIidentificationIofIqryptosporidiumIsppWIinIpigsIinIvenanUIqhinaWI
ParasitologycResearchUI2010UIZYeUIZbfgVgb 2.4 34

238 wnfectivityUIpathogenicityUIandIgeneticIcharacteristicsIofImammalianIgastricIqryptosporidiumIsppWIinI
domesticIruminantsWIVeterinarycParasitologyUI2008UIZcaUIadaVe 2.8 34

237 OccurrenceIandImolecularIcharacterizationIofIqryptosporidiumIsppWIinImammalsIandIreptilesIatItheI
zisbonIZooWIParasitologycResearchUI2005UIgeUIZYfVZ_ 2.4 34
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236  lasmodiumIfalciparumhIinvolvementIofIadditionalIreceptorsIinItheIcytoadherenceIofIinfectedI
erythrocytesItoImicrovascularIendothelialIcellsWIExperimentalcParasitologyUI1996UIfbUIb_Vcc 2.1 34

235 qomparativeIgenomicsIrevealsIqyclosporaIcayetanensisIpossessesIcoccidiaVlikeImetabolismIandI
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detectionItechniquesWIParasitologycResearchUI2010UIZYeUIZYgVZd 2.4 33

233 onIoutbreakIofIqryptosporidiumIhominisIinfectionIatIanIwllinoisIrecreationalIwaterparkWI
EpidemiologycandcInfectionUI2006UIZabUIZbeVcd 4.3 33

232 –ultilocusIéequenceIúypingIandI opulationIueneticIonalysisIofIhIvostIépecificityIandIwtsIwmpactsIonI
 ublicIvealthWIFrontierscincGeneticsUI2019UIZYUIaYe 4.5 32

231 wsolationIandIenrichmentIofIqryptosporidiumIr—oIandIverificationIofIr—oIpurityIforI
wholeVgenomeIsequencingWIJournalcofcClinicalcMicrobiologyUI2015UIcaUIdbZVe 9.7 32

230 –ultilocusIsequenceIsubtypingIandIgeneticIstructureIofIqryptosporidiumImurisIandI
qryptosporidiumIandersoniWIPLoScONEUI2012UIeUIebaef_ 3.7 32

229 OccurrenceIandImolecularIcharacterizationIofIqryptosporidiumIsppWIinIyaksIQposIgrunniensRIinI
qhinaWIVeterinarycParasitologyUI2014UI_Y_UIZZaVf 2.8 31

228 –olecularIcharacterizationIofIqryptosporidiumIsppWIinIgrazingIbeefIcattleIinIxapanWIVeterinaryc
ParasitologyUI2012UIZfeUIZ_aVf 2.8 31
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226 qomplexIepidemiologyIandIzoonoticIpotentialIforIqryptosporidiumIsuisIinIruralI–adagascarWI
VeterinarycParasitologyUI2015UI_YeUIZbYVa 2.8 31

225 tormationIofIhydroxyeicosatetraenoicIacidsIfromIhemozoinVcatalyzedIoxidationIofIarachidonicI
acidWIMolecularcandcBiochemicalcParasitologyUI1996UIfaUIZfaVf 1.9 31

224 qomparativeIgenomicIanalysisIofItheIwwdIsubtypeIfamilyIofIqryptosporidiumIparvumWIInternationalc
JournalcforcParasitologyUI2017UIbeUI_fZV_gY 4.3 30

223 qomparativeIgenomicsIrevealsIadaptiveIevolutionIofIosianItapewormIinIswitchingItoIaInewI
intermediateIhostWINaturecCommunicationsUI2016UIeUIZ_fbc 17.4 30

222 qryptosporidiumIsppWIinIquailsIQqoturnixIcoturnixIjaponicaRIinIvenanUIqhinahImolecularI
characterizationIandIpublicIhealthIsignificanceWIVeterinarycParasitologyUI2012UIZfeUIcabVe 2.8 30

221 –olecularIcharacterizationIofIqryptosporidiumIinIchildrenIinIOyoIétateUI—igeriahIimplicationsIforI
infectionIsourcesWIParasitologycResearchUI2012UIZZYUIbegVfZ 2.4 30

220
–ultiVlocusIanalysisIofIuiardiaIduodenalisIfromInonhumanIprimatesIkeptIinIzoosIinIqhinahI
geographicalIsegregationIandIhostVadaptationIofIassemblageIpIisolatesWIInfectionpcGeneticscandc
EvolutionUI2015UIaYUIf_Vff

4.5 30

219 snterocytozoonIbieneusiIatItheIwildlifeXlivestockIinterfaceIofItheIyrugerI—ationalI arkUIéouthI
ofricaWIVeterinarycParasitologyUI2012UIZgYUIcfeVgY 2.8 30
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217 –olecularIcharacterizationIofIqryptosporidiumIsppWIinIchildrenIfromI–exicoWIPLoScONEUI2014UIgUIegdZ_f 3.7 30

216  eriparturientItransmissionIofIqryptosporidiumIxiaoiIfromIewesItoIlambsWIVeterinarycParasitologyUI
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215
UnusualIsnterocytozoonIbieneusiIgenotypesIandIqryptosporidiumIhominisIsubtypesIinI
vwVVinfectedIpatientsIonIhighlyIactiveIantiretroviralItherapyWIAmericancJournalcofcTropicalcMedicinec
andcHygieneUI2013UIfgUIZceVdZ

3.2 29

214 –olecularIcharacterizationIofIqryptosporidiumIsppWIinInativeIcalvesIinI—igeriaWIParasitologyc
ResearchUI2010UIZYeUIZYZgV_Z 2.4 29

213 –olecularIcharacterizationIofItheIqryptosporidiumIcervineIgenotypeIfromIaIsikaIdeerIQqervusI
nipponIúemminckRIinIZhengzhouUIqhinaIandIliteratureIreviewWIParasitologycResearchUI2008UIZYaUIfdcVg 2.4 29

212
wnIvitroIcultureUIultrastructureUIantigenicUIandImolecularIcharacterizationIofIsncephalitozoonI
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