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l Paper IF Citations

86 PlantOgeneticsdO–arlyOallopolyploidOevolutionOinOtheOpostcNeolithicOxrassicaOnapusOoilseedOgenomedO
SciencebO2014bOijkbOokfci 33.3 1348

85 ShiftingOtheOlimitsOinOwheatOresearchOandObreedingOusingOaOfullyOannotatedOreferenceOgenomedO
SciencebO2018bOilgbO 33.3 1296

84 TheOtranscriptionalOlandscapeOofOpolyploidOwheatdOSciencebO2018bOilgbO 33.3 368

83 TheOpangenomeOofOanOagronomicallyOimportantOcropOplantOxrassicaOoleraceadONaturep
CommunicationsbO2016bOmbOgiiof 17.4 240

82 TheOpangenomeOofOhexaploidObreadOwheatdOPlantpJournalbO2017bOofbOgffmcgfgi 6.9 206

81 wOreferenceOgenomeOforOpeaOprovidesOinsightOintoOlegumeOgenomeOevolutiondONaturepGeneticsbO2019bO
kgbOgjggcgjhh 36.3 157

80 HomoeologousOexchangeOisOaOmajorOcauseOofOgeneOpresenceeabsenceOvariationOinOtheOamphidiploidO
xrassicaOnapusdOPlantpBiotechnologypJournalbO2018bOglbOghlkcghmj 11.6 130

79 PlantOpancgenomesOareOtheOnewOreferencedONaturepPlantsbO2020bOlbOogjcohf 11.5 129

78
wOcomprehensiveOdraftOgenomeOsequenceOforOlupinOWLupinusOangustifoliusYbOanOemergingOhealthO
foodpOinsightsOintoOplantcmicrobeOinteractionsOandOlegumeOevolutiondOPlantpBiotechnologypJournalbO
2017bOgkbOignciif

11.6 123

77 wssemblyOandOcomparisonOofOtwoOcloselyOrelatedOxrassicaOnapusOgenomesdOPlantpBiotechnologyp
JournalbO2017bOgkbOglfhcglgf 11.6 103

76 ylimateOchangeOandOtheOneedOforOagriculturalOadaptationdOCurrentpOpinionpinpPlantpBiologybO2020bOklbOgomchfh9.9 64

75 VariationOinOabundanceOofOpredictedOresistanceOgenesOinOtheOxrassicaOoleraceaOpangenomedOPlantp
BiotechnologypJournalbO2019bOgmbOmnocnff 11.6 60

74 PangenomicsOyomesOofOwgepOFromOxacteriaOtoOPlantOandOwnimalOwpplicationsdOTrendspinpGeneticsbO
2020bOilbOgihcgjk 8.5 57

73 HighcresolutionOskimOgenotypingObyOsequencingOrevealsOtheOdistributionOofOcrossoversOandOgeneO
conversionsOinOyicerOarietinumOandOxrassicaOnapusdOTheoreticalpandpAppliedpGeneticsbO2015bOghnbOgfiocjm 6 52

72 ImprovementsOinOGenomicOTechnologiespOwpplicationOtoOyropOGenomicsdOTrendspinpBiotechnologybO
2017bOikbOkjmckkn 15.1 50

71 openSNPccaOcrowdsourcedOwebOresourceOforOpersonalOgenomicsdOPLoSpONEbO2014bOobOenohfj 3.7 49

70 wdaptingOlegumeOcropsOtoOclimateOchangeOusingOgenomicOapproachesdOPlant,pCellpandpEnvironmentbO
2019bOjhbOlcgo 8.4 43
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69 PlantOpangenomicspOapproachesbOapplicationsOandOadvancementsdOCurrentpOpinionpinpPlantpBiologybO
2020bOkjbOgnchk 9.9 41

68 TheOGenomeOofOaOSouthernOHemisphereOSeagrassOSpeciesOWZosteraOmuelleriYdOPlantpPhysiologybO2016bO
gmhbOhmhcni 6.6 41

67 yharacterizationOofOdiseaseOresistanceOgenesOinOtheOxrassicaOnapusOpangenomeOrevealsOsignificantO
structuralOvariationdOPlantpBiotechnologypJournalbO2020bOgnbOoloconh 11.6 41

66 GenomecWideOwssociationOStudyOofOGeneticOyontrolOofOSeedOFattyOwcidOxiosynthesisOindOFrontierspinp
PlantpSciencebO2016bOmbOhflh 6.2 38

65 GenomecwideOidentificationOandOcomparativeOanalysisOofONxScLRROresistanceOgenesOinOxrassicaO
napusdOCroppandpPasturepSciencebO2018bOlobOmh 2.2 37

64 TraitOassociationsOinOtheOpangenomeOofOpigeonOpeaOWyajanusOcajanYdOPlantpBiotechnologypJournalbO
2020bOgnbOgojlcgokj 11.6 36

63
INz–LOvariationOinOtheOregulatoryOregionOofOtheOmajorOfloweringOtimeOgeneOLanFTcgOisOassociatedO
withOvernalizationOresponseOandOfloweringOtimeOinOnarrowcleafedOlupinOWLupinusOangustifoliusOLdYdO
Plant,pCellpandpEnvironmentbO2019bOjhbOgmjcgnm

8.4 35

62 –xploringOtheOgeneticOandOadaptiveOdiversityOofOaOpancMediterraneanOcropOwildOrelativepO
narrowcleafedOlupindOTheoreticalpandpAppliedpGeneticsbO2018bOgigbOnnmcofg 6 34

61 IdentificationOandOcharacterizationOofOmoreOthanOjOmillionOintervarietalOSNPsOacrossOtheOgroupOmO
chromosomesOofObreadOwheatdOPlantpBiotechnologypJournalbO2015bOgibOomcgfj 11.6 32

60 yonstructionOandOcomparisonOofOthreeOreferencecqualityOgenomeOassembliesOforOsoybeandOPlantp
JournalbO2019bOgffbOgfllcgfnh 6.9 32

59 xiasOinOresistanceOgeneOpredictionOdueOtoOrepeatOmaskingdONaturepPlantsbO2018bOjbOmlhcmlk 11.5 30

58 wcclimationOtoOdifferentOdepthsObyOtheOmarineOangiospermOPosidoniaOoceanicapOtranscriptomicOandO
proteomicOprofilesdOFrontierspinpPlantpSciencebO2013bOjbOgok 6.2 27

57 HighcresolutionOmolecularOkaryotypingOuncoversOpairingObetweenOancestrallyOrelatedOxrassicaO
chromosomesdONewpPhytologistbO2014bOhfhbOoljcomj 9.8 25

56 yentromereOLocationsOinOxrassicaOwOandOyOGenomesORevealedOThroughOHalfcTetradOwnalysisdO
GeneticsbO2016bOhfhbOkgichi 4 23

55 SkimcbasedOgenotypingObyOsequencingdOMethodspinpMolecularpBiologybO2015bOghjkbOhkmcmf 1.4 20

54 TheOwesternOMediterraneanOregionOprovidedOtheOfounderOpopulationOofOdomesticatedO
narrowcleafedOlupindOTheoreticalpandpAppliedpGeneticsbO2018bOgigbOhkjichkkj 6 20

53 wnOadvancedOreferenceOgenomeOofOTrifoliumOsubterraneumOLdOrevealsOgenesOrelatedOtoOagronomicO
performancedOPlantpBiotechnologypJournalbO2017bOgkbOgfijcgfjl 11.6 17

52 HighOintraspecificOdiversityOofORestorercofcfertilityclikeOgenesOinObarleydOPlantpJournalbO2019bOombOhngchok 6.9 17

(2019-2020)
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51 yropSNPdbpOaOdatabaseOofOSNPOarrayOdataOforOxrassicaOcropsOandOhexaploidObreadOwheatdOPlantp
JournalbO2019bOonbOgjhcgkh 6.9 16

50 ResistanceOGeneOwnalogsOinOtheOxrassicaceaepOIdentificationbOyharacterizationbOzistributionbOandO
–volutiondOPlantpPhysiologybO2020bOgnjbOofocohh 6.6 15

49 FastcforwardObreedingOforOaOfoodcsecureOworlddOTrendspinpGeneticsbO2021bOimbOgghjcggil 8.5 15

48 GeneticOvariationOamongOjngOdiverseOsoybeanOaccessionsbOinferredOfromOgenomicOrecsequencingdO
ScientificpDatabO2021bOnbOkf 8.2 13

47 InducedOMethylationOinOPlantsOasOaOyropOImprovementOToolpOProgressOandOPerspectivesdOAgronomybO
2020bOgfbOgjnj 3.6 11

46 SequencingOtheOUSzwOcoreOsoybeanOcollectionOrevealsOgeneOlossOduringOdomesticationOandO
breedingdOPlantpGenomebO2021bOehfgfo 4.4 11

45 wnOefficientOapproachOtoOxwyObasedOassemblyOofOcomplexOgenomesdOPlantpMethodsbO2016bOghbOh 5.8 10

44 GenomecwideOidentificationOandOcomparativeOanalysisOofOresistanceOgenesOinOxrassicaOjunceadO
MolecularpBreedingbO2020bOjfbOg 3.4 10

43 TheOpangenomeOofObananaOhighlightsOdifferencesObetweenOgeneraOandOgenomesdOPlantpGenomebO
2021bOehfgff 4.4 10

42 GenomicOcomparisonOofOtwoOindependentOseagrassOlineagesOrevealsOhabitatcdrivenOconvergentO
evolutiondOJournalpofpExperimentalpBotanybO2018bOlobOilnocimfh 7 9

41 GenomecWideOIdentificationOandO–volutionOofOReceptorcLikeOKinasesOWRLKsYOandOReceptorOlikeO
ProteinsOWRLPsYOindOBiologybO2020bOgfbO 4.9 9

40 wssemblyOofOtheOnoncheadingOpakOchoiOgenomeOandOcomparisonOwithOtheOgenomesOofOheadingO
yhineseOcabbageOandOtheOoilseedOyellowOsarsondOPlantpBiotechnologypJournalbO2021bOgobOollcoml 11.6 9

39 MaizeOYieldOPredictionOatOanO–arlyOzevelopmentalOStageOUsingOMultispectralOImagesOandOGenotypeO
zataOforOPreliminaryOHybridOSelectiondORemotepSensingbO2021bOgibOioml 5 8

38 –stablishingOaOdistributedOnationalOresearchOinfrastructureOprovidingObioinformaticsOsupportOtoOlifeO
scienceOresearchersOinOwustraliadOBriefingspinpBioinformaticsbO2019bOhfbOinjcino 13.4 8

37 MachineOlearningOinOagriculturepOfromOsilosOtoOmarketplacesdOPlantpBiotechnologypJournalbO2021bOgobOljnclkf11.6 8

36 runxNGpOaOsoftwareOpackageOforOxioNanoOgenomicOanalysisOonOtheOcommandOlinedOBioinformaticsbO
2017bOiibOigfmcigfo 7.2 7

35
ylimateOyleverOyloverspONewOParadigmOtoOReduceOtheO–nvironmentalOFootprintOofORuminantsObyO
xreedingOLowOMethanogenicOForagesOUtilizingOHaplotypeOVariationdOFrontierspinpPlantpSciencebO2017bO
nbOgjli

6.2 7

34 Genotypec–nvironmentOmismatchOofOkelpOforestsOunderOclimateOchangedOMolecularpEcologybO2021bO
ifbOimifcimjl 5.7 7
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33 yurrentOstatusOofOstructuralOvariationOstudiesOinOplantsdOPlantpBiotechnologypJournalbO2021bOgobOhgkichgli11.6 7

32 ModellingOofOgeneOlossOpropensityOinOtheOpangenomesOofOthreeOxrassicaOspeciesOsuggestsOdifferentO
mechanismsObetweenOpolyploidsOandOdiploidsdOPlantpBiotechnologypJournalbO2021bOgobOhjnnchkff 11.6 7

31 xioNanownalystpOaOvisualisationOtoolOtoOassessOgenomeOassemblyOqualityOusingOxioNanoOdatadOBMCp
BioinformaticsbO2017bOgnbOihi 3.6 6

30 FrontiersOinOzissectingOandOManagingOziseasespOFromOReferencecxasedORGwOyandidateO
IdentificationOtoOxuildingOPancRGwomesdOInternationalpJournalpofpMolecularpSciencesbO2020bOhgbO 6.3 6

29 LargecScaleOStructuralOVariationOzetectionOinOSubterraneanOyloverOSubtypesOUsingOOpticalOMappingdO
FrontierspinpPlantpSciencebO2018bOobOomg 6.2 6

28 –ffectOofOLeptosphaeriaOmaculansOInfectionOonOPromoterOzNwOMethylationOofOzefenceOGenesOinO
xrassicaOnapusdOAgronomybO2020bOgfbOgfmh 3.6 4

27
yandidateORlmlOresistanceOgenesOagainstOLeptosphaeriadOmaculansOidentifiedOthroughOaO
genomecwideOassociationOstudyOinOxrassicaOjunceaOWLdYOyzerndOTheoreticalpandpAppliedpGeneticsbO2021bO
gijbOhfikchfkf

6 4

26 TheOapplicationOofOpangenomicsOandOmachineOlearningOinOgenomicOselectionOinOplantsdOPlantpGenomebO
2021bOgjbOehfggh 4.4 4

25 GenomicOrearrangementsOhaveOconsequencesOforOintrogressionObreedingOasOrevealedObyOgenomeO
assembliesOofOwildOandOcultivatedOlentilOspecies 4

24 QTLOGeneticOMappingOStudyOforOTraitsOwffectingOMealOQualityOinOWinterOOilseedORapeOWOLdYdOGenesbO
2021bOghbO 4.2 4

23 ResourcesOforOimagecbasedOhighcthroughputOphenotypingOinOcropsOandOdataOsharingOchallengesdO
PlantpPhysiologybO2021bOgnmbOloocmgk 6.6 3

22 wmborellaOgeneOpresenceeabsenceOvariationOisOassociatedOwithOabioticOstressOresponsesOthatOmayO
contributeOtoOenvironmentalOadaptationdONewpPhytologistbO2021bO 9.8 3

21 LegumeOPangenomeOyonstructionOUsingOanOIterativeOMappingOandOwssemblyOwpproachdOMethodspinp
MolecularpBiologybO2020bOhgfmbOikcjm 1.4 3

20 xrassicaOnapusOgenesORlmjOandORlmmbOconferringOresistanceOtoOLeptosphaeriaOmaculansbOareOallelesO
ofOtheORlmoOwallcassociatedOkinaseclikeOresistanceOlocusddOPlantpBiotechnologypJournalbO2022bO 11.6 2

19 PangenomicsOinOcropOimprovementcfromOcodingOstructuralOvariationsOtoOfindingOregulatoryOvariantsO
withOpangenomeOgraphsddOPlantpGenomebO2021bOehfgmm 4.4 2

18 GeneticOziversityOLinkedOtoOHaplotypeOVariationOinOtheOWorldOyoreOyollectionOofOforOxoronOToxicityO
ToleranceOProvidesOValuableOMarkersOforOPastureOxreedingdOFrontierspinpPlantpSciencebO2019bOgfbOgfji 6.2 1

17 HaplotypeOmappingOuncoversOunexploredOvariationOinOwildOandOdomesticatedOsoybeanOatOtheOmajorO
proteinOlocusOcqProtcffiddOTheoreticalpandpAppliedpGeneticsbO2022bOgikbOgjji 6 1

16 SkimcxasedOGenotypingObyOSequencingOUsingOaOzoubleOHaploidOPopulationOtoOyallOSNPsbOInferOGeneO
yonversionsbOandOImproveOGenomeOwssembliesdOMethodspinpMolecularpBiologybO2016bOgimjbOhnkcoh 1.4 1

(2016-2021)
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15 MarineOheatwavesOhaveOminimalOinfluenceOonOtheOqualityOofOadultOSydneyOrockOoysterOfleshdOSciencep
ofpthepTotalpEnvironmentbO2021bOmokbOgjnnjl 10.2 1

14 WheatOPanacheOcOaOpangenomeOgraphOdatabaseOrepresentingOpresenceeabsenceOvariationOacrossOglO
breadOwheatOgenomes 1

13 –xpandingOGenec–ditingOPotentialOinOyropOImprovementOwithOPangenomesddOInternationalpJournalpofp
MolecularpSciencesbO2022bOhibO 6.3 1

12 xrassicaOnapusOgenesORlmjOandORlmmbOconferringOresistanceOtoOLeptosphaeriaOmaculansbOareOallelesO
ofOtheORlmoOwallcassociatedOkinaseclikeOresistanceOlocus 1

11 ProducingOHighcQualityOSingleONucleotideOPolymorphismOzataOforOGenomecWideOwssociationO
StudiesdOMethodspinpMolecularpBiologybO2022bOgkicgko 1.4 1

10 GenomecWideOwssociationOStudiesOinOPlantsgcm 0

9 MethodOforOGenomecWideOwssociationOStudypOwOSoybeanO–xampledOMethodspinpMolecularpBiologybO
2020bOhgfmbOgjmcgkn 1.4 0

8 HighcThroughputOGenotypingOTechnologiesOinOPlantOTaxonomydOMethodspinpMolecularpBiologybO2021bO
hhhhbOgjocgll 1.4 0

7 MachineOlearningOmodelsOoutperformOdeepOlearningOmodelsbOprovideOinterpretationOandOfacilitateO
featureOselectionOforOsoybeanOtraitOpredictionddOBMCpPlantpBiologybO2022bOhhbOgnf 5.3 0

6 MiningOofOylonedOziseaseOResistanceOGeneOHomologsOWyzRHsYOinOxrassicaOSpeciesOandOwrabidopsisO
thalianadOBiologybO2022bOggbOnhg 4.9 0

5 wnOSGSGenelosscxasedOMethodOforOyonstructingOaOGeneOPresenceâ��wbsenceOTableOUsingOMosdepthdO
MethodspinpMolecularpBiologybO2022bOmicnf 1.4 0

4 GenomicsOofOSalinityO2016bOgmocgoj

3 GenomeOwnalysisOofOtheOxroadOHostORangeONecrotrophOHighlightsOGenesOwssociatedOWithO
VirulenceddOFrontierspinpPlantpSciencebO2022bOgibOngggkh 6.2

2 zaisychainpOSearchOandOInteractiveOVisualisationOofOHomologsOinOGenomeOwssembliesdOAgronomybO
2021bOggbOhknm 3.6

1 SearchingOforOHomologousOGenesOUsingOzaisychaindOMethodspinpMolecularpBiologybO2022bOokcgfg 1.4
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