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39 Data for Preliminary Hybrid Selection. Remote Sensing, 2021, 13, 3976

Establishing a distributed national research infrastructure providing bioinformatics support to life
science researchers in Australia. Briefings in Bioinformatics, 2019, 20, 384-389

runBNG: a software package for BioNano genomic analysis on the command line. Bioinformatics,
2017, 33, 3107-3109

Climate Clever Clovers: New Paradigm to Reduce the Environmental Footprint of Ruminants by
35 Breeding Low Methanogenic Forages Utilizing Haplotype Variation. Frontiers in Plant Science, 2017, 62 7
8, 1463

Genotype-Environment mismatch of kelp forests under climate change. Molecular Ecology, 2021,

30,3730-3746




(2016-2021)

33 Current status of structural variation studies in plants. Plant Biotechnology Journal, 2021, 19, 2153-216311.6 7

Modelling of gene loss propensity in the pangenomes of three Brassica species suggests different
mechanisms between polyploids and diploids. Plant Biotechnology Journal, 2021, 19, 2488-2500

BioNanoAnalyst: a visualisation tool to assess genome assembly quality using BioNano data. BMC 6
31 Bioinformatics, 2017, 18, 323 3

Frontiers in Dissecting and Managing Diseases: From Reference-Based RGA Candidate
Identification to Building Pan-RGAomes. International Journal of Molecular Sciences, 2020, 21,

Large-Scale Structural Variation Detection in Subterranean Clover Subtypes Using Optical Mapping.
29 Frontiers in Plant Science, 2018, 9, 971

Effect of Leptosphaeria maculans Infection on Promoter DNA Methylation of Defence Genes in
Brassica napus. Agronomy, 2020, 10, 1072

Candidate RIm6 resistance genes against Leptosphaeria. maculans identified through a
27 genome-wide association study in Brassica juncea (L.) Czern. Theoretical and Applied Genetics, 2021, 6 4
134, 2035-2050
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