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m Paper IF Citations

121 ~nsightsKintoKtheKphylogenyKandKcodingKpotentialKofKmicrobialKdarkKmatterYKNatureWK2013WKfkkWKfecXi 50.4 1484

120 ”inimumKinformationKaboutKaKsingleKamplifiedKgenomeKS”~SsyTKandKaKmetagenomeXassembledK
genomeKS”~”syTKofKbacteriaKandKarchaeaYKNatureeBiotechnologyWK2017WKegWKidgXiec 44.5 648

119 sKkorarchaealKgenomeKrevealsKinsightsKintoKtheKevolutionKofKtheKsrchaeaYKProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2008WKcbgWKjcbdXi 11.5 214

118 ylobalKoccurrenceKofKarchaealKamosKgenesKinKterrestrialKhotKspringsYKAppliedeandeEnvironmentale
MicrobiologyWK2008WKifWKhfciXdh 4.8 156

117 SingleXcellKandKmetagenomicKanalysesKindicateKaKfermentativeKandKsaccharolyticKlifestyleKforK
membersKofKtheK°βkKlineageYKNatureeCommunicationsWK2013WKfWKcjgf 17.4 143

116 sKcomprehensiveKcensusKofKmicrobialKdiversityKinKhotKspringsKofKTengchongWKYunnanKβrovinceKuhinaK
usingKchSKrR sKgeneKpyrosequencingYKPLoSeONEWK2013WKjWKegeegb 3.7 140

115 ”icrobiologyKandKgeochemistryKofKgreatKboilingKandKmudKhotKspringsKinKtheKUnitedKStatesKyreatK
tasinYKExtremophilesWK2009WKceWKffiXgk 3 131

114 VerrucomicrobiaKdivYKnovYWKaKnewKdivisionKofKtheKbacteriaKcontainingKthreeKnewKspeciesKofK
βrosthecobacterYKAntonieeVaneLeeuwenhoekWK1997WKidWKdkXej 2.1 127

113 sKgenomicKcatalogKofKwarthRsKmicrobiomesYKNatureeBiotechnologyWK2021WKekWKfkkXgbk 44.5 120

112 βhylogenyKandKphysiologyKofKcandidateKphylumKRstribacteriaRKS°βkaJScTKinferredKfromK
cultivationXindependentKgenomicsYKISMEeJournalWK2016WKcbWKdieXjh 11.9 118

111 SedimentKmicrobialKcommunitiesKinKyreatKtoilingKSpringKareKcontrolledKbyKtemperatureKandKdistinctK
fromKwaterKcommunitiesYKISMEeJournalWK2013WKiWKicjXdk 11.9 106

110 ”oderatelyKthermophilicKmagnetotacticKbacteriaKfromKhotKspringsKinK evadaYKAppliedeande
EnvironmentaleMicrobiologyWK2010WKihWKeifbXe 4.8 103

109 ~mpactKofKsingleXcellKgenomicsKandKmetagenomicsKonKtheKemergingKviewKofKextremophileKMmicrobialK
darkKmatterMYKExtremophilesWK2014WKcjWKjhgXig 3 96

108 ylobalKmetagenomicKsurveyKrevealsKaKnewKbacterialKcandidateKphylumKinKgeothermalKspringsYK
NatureeCommunicationsWK2016WKiWKcbfih 17.4 90

107
smmoniaKoxidationWKdenitrificationKandKdissimilatoryKnitrateKreductionKtoKammoniumKinKtwoKUSK
yreatKtasinKhotKspringsKwithKabundantKammoniaXoxidizingKarchaeaYKEnvironmentaleMicrobiologyWK
2011WKceWKdeicXjh

5.2 83

106
wvaluationKofKtheKsntimicrobialKsctivityKofKwndophyticKtacterialKβopulationsKxromKuhineseK
TraditionalK”edicinalKβlantK“icoriceKandKuharacterizationKofKtheKtioactiveKSecondaryK”etabolitesK
βroducedKbyKsgainstYKFrontierseineMicrobiologyWK2018WKkWKkdf

5.7 68

105 RoadmapKforKnamingKuncultivatedKsrchaeaKandKtacteriaYKNatureeMicrobiologyWK2020WKgWKkjiXkkf 26.6 64

Brian P Hedlund

2



104 yenomicKinferenceKofKtheKmetabolismKandKevolutionKofKtheKarchaealKphylumKsigarchaeotaYKNaturee
CommunicationsWK2018WKkWKdjed 17.4 50

103 SeasonalKpatternsKinKmicrobialKcommunitiesKinhabitingKtheKhotKspringsKofKTengchongWKYunnanK
βrovinceWKuhinaYKEnvironmentaleMicrobiologyWK2014WKchWKcgikXkc 5.2 44

102 sKreviewKofKtheKmicrobiologyKofKtheKRehaiKgeothermalKfieldKinKTengchongWKYunnanKβrovinceWKuhinaYK
GeoscienceeFrontiersWK2012WKeWKdieXdjj 6 43

101 ~nsightsKintoKecologicalKroleKofKaKnewKdeltaproteobacterialKorderKuandidatusK
scidulodesulfobacteralesKbyKmetagenomicsKandKmetatranscriptomicsYKISMEeJournalWK2019WKceWKdbffXdbgi11.9 36

100
ThermoflexusKhugenholtziiKgenYKnovYWKspYKnovYWKaKthermophilicWKmicroaerophilicWKfilamentousK
bacteriumKrepresentingKaKnovelKclassKinKtheKuhloroflexiWKThermoflexiaKclassisKnovYWKandKdescriptionK
ofKThermoflexaceaeKfamYKnovYKandKThermoflexalesKordYKnovYKInternationaleJournaleofeSystematiceande
EvolutionaryeMicrobiologyWK2014WKhfWKdcckXdcdi

2.2 36

99 wxploringKmicrobialKdarkKmatterKtoKresolveKtheKdeepKarchaealKancestryKofKeukaryotesYKPhilosophicale
TransactionseofetheeRoyaleSocietyeB:eBiologicaleSciencesWK2015WKeibWKdbcfbedj 5.8 35

98 uultivationKandKcharacterizationKofKthermophilicK itrospiraKspeciesKfromKgeothermalKspringsKinKtheK
USKyreatKtasinWKuhinaWKandKsrmeniaYKFEMSeMicrobiologyeEcologyWK2013WKjgWKdjeXkd 4.3 35

97 βotentialKroleKofKThermusKthermophilusKandKTYKoshimaiKinKhighKratesKofKnitrousKoxideKS d°TK
productionKinK~jbK´°uKhotKspringsKinKtheKUSKyreatKtasinYKGeobiologyWK2011WKkWKficXjb 4.3 34

96 ~nsightsKintoKtheKecologicalKrolesKandKevolutionKofKmethylXcoenzymeK”KreductaseXcontainingKhotK
springKsrchaeaYKNatureeCommunicationsWK2019WKcbWKfgif 17.4 33

95 βyrosequencingKrevealsKhighXtemperatureKcellulolyticKmicrobialKconsortiaKinKyreatKtoilingKSpringK
afterKinKsituKlignocelluloseKenrichmentYKPLoSeONEWK2013WKjWKegkkdi 3.7 33

94 UncultivatedKthermophileslKcurrentKstatusKandKspotlightKonKRsigarchaeotaRYKCurrenteOpinioneine
MicrobiologyWK2015WKdgWKcehXfg 7.9 32

93 tacterialKsuccessionKwithinKanKephemeralKhypereutrophicK”ojaveKvesertKplayaK“akeYKMicrobiale
EcologyWK2009WKgiWKebiXdb 4.4 32

92 snKintegratedKstudyKrevealsKdiverseKmethanogensWKThaumarchaeotaWKandKyetXuncultivatedKarchaealK
lineagesKinKsrmenianKhotKspringsYKAntonieeVaneLeeuwenhoekWK2013WKcbfWKicXjd 2.1 31

91 teneficialKwndophyticKtacterialKβopulationsKsssociatedKWithK”edicinalKβlantKslleviateKSaltKStressK
andKuonferKResistanceKtoYKFrontierseinePlanteScienceWK2020WKccWKfi 6.2 30

90 KorarchaeotaKdiversityWKbiogeographyWKandKabundanceKinKYellowstoneKandKyreatKtasinKhotKspringsK
andKecologicalKnicheKmodelingKbasedKonKmachineKlearningYKPLoSeONEWK2012WKiWKeegkhf 3.7 29

89 xunctionXdrivenKsingleXcellKgenomicsKuncoversKcelluloseXdegradingKbacteriaKfromKtheKrareK
biosphereYKISMEeJournalWK2020WKcfWKhgkXhig 11.9 29

88 sncestralKsbsenceKofKwlectronKTransportKuhainsKinKβatescibacteriaKandKvβs  YKFrontierseine
MicrobiologyWK2020WKccWKcjfj 5.7 29

87 ”easuringKnitrificationWKdenitrificationWKandKrelatedKbiomarkersKinKterrestrialKgeothermalK
ecosystemsYKMethodseineEnzymologyWK2011WKfjhWKcicXdbe 1.7 27

(2011-2018)

3



86 “ocalizedKhighKabundanceKofK”arineKyroupK~~KarchaeaKinKtheKsubtropicalKβearlKRiverKwstuarylK
implicationsKforKtheirKnicheKadaptationYKEnvironmentaleMicrobiologyWK2018WKdbWKiefXigf 5.2 27

85
sssociationKbetweenKdegradationKofKpharmaceuticalsKandKendocrineXdisruptingKcompoundsKandK
microbialKcommunitiesKalongKaKtreatedKwastewaterKeffluentKgradientKinK“akeK”eadYKScienceeofethee
TotaleEnvironmentWK2018WKhddXhdeWKchfbXchfj

10.2 26

84 ~nterdomainKconjugalKtransferKofKv sKfromKbacteriaKtoKarchaeaYKAppliedeandeEnvironmentale
MicrobiologyWK2010WKihWKghffXi 4.8 26

83
KallotenueKpapyrolyticumKgenYKnovYWKspYKnovYWKaKcellulolyticKandKfilamentousKthermophileKthatK
representsKaKnovelKlineageKSKallotenualesKordYKnovYWKKallotenuaceaeKfamYKnovYTKwithinKtheKclassK
uhloroflexiaYKInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyWK2013WKheWKfhigXfhjd

2.2 25

82 SynergisticKplantXmicrobeKinteractionsKbetweenKendophyticKbacterialKcommunitiesKandKtheK
medicinalKplantKylycyrrhizaKuralensisKxYKAntonieeVaneLeeuwenhoekWK2018WKcccWKciegXcifj 2.1 24

81 “ateralKgeneKtransferKofKfamilyKsKv sKpolymerasesKbetweenKthermophilicKvirusesWKaquificaeWKandK
apicomplexaYKMoleculareBiologyeandeEvolutionWK2013WKebWKchgeXhf 8.3 24

80
sllKs ~sKareKnotKcreatedKequallKimplicationsKforKprokaryoticKspeciesKboundariesKandKintegrationKofK
s ~sKintoKpolyphasicKtaxonomyYKInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyWK
2020WKibWKdkeiXdkfj

2.2 24

79 ThermusKoshimaiKJ“XdKandKTYKthermophilusKJ“XcjKgenomeKanalysisKilluminatesKpathwaysKforKcarbonWK
nitrogenWKandKsulfurKcyclingYKStandardseineGenomiceSciencesWK2013WKiWKffkXhj 22

78 vistributionKofKetherKlipidsKandKcompositionKofKtheKarchaealKcommunityKinKterrestrialKgeothermalK
springslKimpactKofKenvironmentalKvariablesYKEnvironmentaleMicrobiologyWK2015WKciWKchbbXcf 5.2 20

77 ~solationKofKdiverseKmembersKofKtheKsquificalesKfromKgeothermalKspringsKinKTengchongWKuhinaYK
FrontierseineMicrobiologyWK2015WKhWKcgi 5.7 20

76 TheKchangingKlandscapeKofKmicrobialKbiodiversityKexplorationKandKitsKimplicationsKforKsystematicsYK
SystematiceandeAppliedeMicrobiologyWK2015WKejWKdecXh 4.2 20

75 sKzighXxatazighXβroteinWKstkinsXTypeKvietKwxacerbatesKSTK~nfectionKinK”iceWKwhereasKaK
zighXuarbohydrateKvietKβrotectsYKMSystemsWK2020WKgWK 7.6 20

74 ”olecularKβhylogenyKofKUncultivatedKurenarchaeotaKinKyreatKtasinKzotKSpringsKofK”oderatelyK
wlevatedKTemperatureYKGeomicrobiologyeJournalWK2007WKdfWKgegXgfd 2.5 20

73 ~nKsituKproductionKofKbranchedKglycerolKdialkylKglycerolKtetraethersKinKaKgreatKbasinKhotKspringKSUSsTYK
FrontierseineMicrobiologyWK2013WKfWKcjc 5.7 17

72 ”icrobialKdarkKmatterKcomingKtoKlightlKchallengesKandKopportunitiesYKNationaleScienceeReviewWK2021WK
jWKnwaadjb 10.8 17

71 SingleXuellXyenomicsXxacilitatedKReadKtinningKofKuandidateKβhylumKw”ckKyenomesKfromK
yeothermalKSpringK”etagenomesYKAppliedeandeEnvironmentaleMicrobiologyWK2016WKjdWKkkdXcbbe 4.8 16

70 ualculationKofKtotalKfreeKenergyKyieldKasKanKalternativeKapproachKforKpredictingKtheKimportanceKofK
potentialKchemolithotrophicKreactionsKinKgeothermalKspringsYKFEMSeMicrobiologyeEcologyWK2012WKjcWKffhXgf4.3 16

69 WholeKyenomeKSequencingKofKThermusKoshimaiKJ“XdKandKThermusKthermophilusKJ“XcjWK~ncompleteK
venitrifiersKfromKtheKUnitedKStatesKyreatKtasinYKGenomeeAnnouncementsWK2013WKcWK 15
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68 StereoXspecificKglucoseKconsumptionKmayKbeKusedKtoKdistinguishKbetweenKchemicalKandKbiologicalK
reactivityKonK”arslKaKpreliminaryKtestKonKwarthYKAstrobiologyWK2009WKkWKffeXh 3.7 14

67 vistributionKandKviversityKofKserobicKuarbonK”onoxideX°xidizingKtacteriaKinKyeothermalKSpringsKofK
uhinaWKtheKβhilippinesWKandKtheKUnitedKStatesYKGeomicrobiologyeJournalWK2015WKedWKkbeXkce 2.5 13

66 wffectKofKtheKSyntheticKtileKSaltKsnalogKuamSsKonKtheKzamsterK”odelKofKulostridiumKdifficileK
~nfectionYKAntimicrobialeAgentseandeChemotherapyWK2018WKhdWK 5.9 12

65 WideKdistributionKofKautochthonousKbranchedKglycerolKdialkylKglycerolKtetraethersKSbyvyTsTKinKUYSYK
yreatKtasinKhotKspringsYKFrontierseineMicrobiologyWK2013WKfWKddd 5.7 11

64 ~nsightKintoKtheKfunctionKandKevolutionKofKthe´ WoodX“jungdahlKpathwayKinKsctinobacteriaYKISMEe
JournalWK2021WKcgWKebbgXebcj 11.9 11

63 βroductionKofKbranchedKtetraetherKlipidsKinKTibetanKhotKspringslKsKpossibleKlinkageKtoKnitriteK
reductionKbyKthermotolerantKorKthermophilicKbacteriaqYKChemicaleGeologyWK2014WKejhWKdbkXdci 4.2 10

62 ReversibleKReductionKofKwstroneKtoKci˛†XwstradiolKbyKWKWKandK~solatesKfromKtheK“asKVegasKWashYK
JournaleofeEnvironmentaleQualityWK2017WKfhWKdjcXdji 3.4 9

61
uommunityKmicrorespirometryKandKmolecularKanalysesKrevealKaKdiverseKenergyKeconomyKinKyreatK
toilingKSpringKandKSandyRsKSpringKWestKinKtheKUYSYKyreatKtasinYKAppliedeandeEnvironmentale
MicrobiologyWK2013WKikWKeebhXcb

4.8 9

60
”icrobiologyKandKgeochemistryKofKsmithKcreekKandKgrassKvalleyKhotKspringslKwmergingKevidenceKforK
wideKdistributionKofKnovelKthermophilicKlineagesKinKtheKUSKyreatKtasinYKJournaleofeEartheSciencee
nWuhanseChinaoWK2010WKdcWKecgXecj

2.2 9

59 ThermocrinisKjamiesoniiKspYKnovYWKaKthiosulfateXoxidizingWKautotropicKthermophileKisolatedKfromKaK
geothermalKspringYKInternationaleJournaleofeSystematiceandeEvolutionaryeMicrobiologyWK2015WKhgWKfihkXfiig2.2 8

58 ThermusKsediminisKspYKnovYWKaKthiosulfateXoxidizingKandKarsenateXreducingKorganismKisolatedKfromK
“ittleKzotKureekKinKtheK“ongKValleyKualderaWKualiforniaYKExtremophilesWK2018WKddWKkjeXkkc 3 8

57 TheKgutKmicrobiomeKandKitsKpotentialKroleKinKparadoxicalKanaerobismKinKpupfishesKofKtheK”ojaveK
vesertYKAnimaleMicrobiomeWK2020WKdWKdb 4.1 7

56 yeomicrobiologicalKuhangesKinKTwoKwphemeralKvesertKβlayaK“akesKinKtheKWesternKUnitedKStatesYK
GeomicrobiologyeJournalWK2008WKdgWKdgbXdgk 2.5 6

55 zighXqualityKdraftKgenomeKsequenceKofKtheKThermusKamyloliquefaciensKtypeKstrainKY~”KiifbkSTTK
withKanKincompleteKdenitrificationKpathwayYKStandardseineGenomiceSciencesWK2016WKccWKdb 5

54 TheKdistributionKandKabundanceKofKarchaealKtetraetherKlipidsKinKUYSYKyreatKtasinKhotKspringsYK
FrontierseineMicrobiologyWK2013WKfWKdfi 5.7 5

53 viversityKofKsrchaeaKinKTerrestrialKzotKSpringsKandKRoleKinKsmmoniaK°xidationK2011WKejcXekf 5

52 ”icrobiomeKShiftsKsssociatedKWithKtheK~ntroductionKofKWildKstlanticKzorseshoeKurabsKSTK~ntoKaK
TouchXTankKwxhibitYKFrontierseineMicrobiologyWK2020WKccWKcekj 5.7 5

51 yenomicKuomparisonKofKTwoKxamilyX“evelKyroupsKofKtheKUncultivatedK sycKsrchaealK“ineageKfromK
uhemicallyKandKyeographicallyKvisparateKzotKSpringsYKFrontierseineMicrobiologyWK2017WKjWKdbjd 5.7 4
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50 RecodingKofKstopKcodonsKexpandsKtheKmetabolicKpotentialKofKtwoKnovelKssgardarchaeotaKlineagesYK
ISMEeCommunicationsWK2021WKcWK 4

49
yenomicK~nsightsKofKMK itrosocaldaceaeMKtasedKonK ineK ewK”etagenomeXsssembledKyenomesWK
~ncludingKMK itrosothermusMKyenK ovYKandKTwoK ewKSpeciesKofKMK itrosocaldusMYKFrontierseine
MicrobiologyWK2020WKccWKhbjjed

5.7 4

48 uomparativeKyenomicsKRevealsKThermalKsdaptationKandKaKzighK”etabolicKviversityKinKMK
tathyarchaeiaMYKMSystemsWK2021WKhWKebbdgddc 7.6 4

47
βositionXSpecificK”etabolicKβrobingKandK”etagenomicsKofK”icrobialKuommunitiesKRevealK
uonservedKuentralKuarbonK”etabolicK etworkKsctivitiesKatKzighKTemperaturesYKFrontierseine
MicrobiologyWK2019WKcbWKcfdi

5.7 3

46 “ifeKinKzighXTemperatureKwnvironmentsK2015WKfYeYfXcXfYeYfXcg 3

45
zighXQualityKvraftKyenomeKSequenceKofKKallotenueKpapyrolyticumKJKycTKRevealsKtroadK
zeterotrophicKuapacityKxocusedKonKuarbohydrateKandKsminoKscidK”etabolismYKGenomee
AnnouncementsWK2015WKeWK

3

44 sncestralKabsenceKofKelectronKtransportKchainsKinKβatescibacteriaKandKvβs   3

43 ~mpactKofKTerrestrialK~nputKonKveepXSeaKtenthicKsrchaealKuommunityKStructureKinKSouthKuhinaKSeaK
SedimentsYKFrontierseineMicrobiologyWK2020WKccWKgidbci 5.7 3

42 zighXQualityKvraftKyenomesKfromKThermusKcaliditerraeKY~”KiiiiiKandKTY´ tengchongensisKY~”K
iifbcWK~solatesKfromKTengchongWKuhinaYKGenomeeAnnouncementsWK2016WKfWK 3

41
zydrogeologyKofKdesertKspringsKinKtheKβanamintKRangeWKualiforniaWKUSslKyeologicKcontrolsKonKtheK
geochemicalKkineticsWKflowpathsWKandKmeanKresidenceKtimesKofKspringsYKHydrologicaleProcessesWK2020WK
efWKdkdeXdkfj

3.3 2

40 yenomicsWKwxometabolomicsWKandK”etabolicKβrobingKRevealKuonservedKβroteolyticK”etabolismKofK
andKThreeKuandidateKSpeciesKxromKuhinaKandKJapanYKFrontierseineMicrobiologyWK2021WKcdWKhediec 5.7 2

39 viverseKrespiratoryKcapacityKamongKThermusKstrainsKfromKUSKyreatKtasinKhotKspringsYKExtremophiles
WK2020WKdfWKicXjb 3 2

38 viversityKofKRootK oduleXsssociatedKtacteriaKofKviverseK“egumesKslongKanKwlevationKyradientKinK
theKKunlunK”ountainsWKuhinaYKFrontierseineMicrobiologyWK2021WKcdWKheecfc 5.7 2

37 uandidatusK itrosocaldaceaeK2017WKcXd 1

36 uandidatusK itrosocaldusK2017WKcXg 1

35 skkermansiaceaeKfamYKnovYK2015WKcXc 1

34 uoraliomargaritaK2015WKcXf 1

33 RubritaleaK2015WKcXi 1
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32 °pitutaeK2015WKcXf 1

31 VerrucomicrobiaeK2015WKcXg 1

30 sddressingKQuestionsKonK“ifeKinKTerrestrialKyeothermalKSystemsYKEosWK2013WKkfWKedgXedg 1.5 1

29 ~dentificationKofKtheKyutK”icrobiomeKandKitsKRoleKinKβaradoxicalKsnaerobismKinKvesertKβupfishYK
FASEBeJournalWK2020WKefWKcXc 0.9 1

28 viversityKandKvistributionKofKaK ovelKyenusKofKzyperthermophilicKsquificaeKVirusesKwncodingKaK
βroofXreadingKxamilyXsKv sKβolymerase 1

27 viversityKandKvistributionKofKaK ovelKyenusKofKzyperthermophilicKVirusesKwncodingKaKβroofXReadingK
xamilyXsKv sKβolymeraseYKFrontierseineMicrobiologyWK2020WKccWKgjeehc 5.7 1

26 vecipheringKSymbioticK~nteractionsKofKMKsenigmarchaeotaMKwithK~nferredKzorizontalKyeneKTransfersK
andKuoXoccurrenceK etworksYKMSystemsWK2021WKhWKebbhbhdc 7.6 1

25 uandidatusK itrosocaldalesK2017WKcXd 0

24 snKanilineXsubstitutedKbileKsaltKanalogKprotectsKbothKmiceKandKhamstersKfromKmultipleKstrainsYK
AntimicrobialeAgentseandeChemotherapyWK2021WKssubcfegdc 5.9 0

23 uhthoniobacteralesKordYKnovK2015WKcXc

22 “entisphaeraceaeKfamYKnovYK2015WKcXc

21 VictivallaceaeKfamYKnovYK2015WKcXc

20 °pitutaceaeK2015WKcXc

19 RubritaleaceaeKfamYKnovYK2015WKcXc

18 VerrucomicrobiaceaeK2015WKcXd

17 slterococcusK2015WKcXe

16 uerasicoccusK2015WKcXf

15 βelagicoccusK2015WKcXi

(2015-2015)
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14 â��uandidatusKXiphinematobacterâ��K2015WKcXg

13 °pitutalesK2015WKcXc

12 βuniceicoccalesK2015WKcXc

11 VerrucomicrobialesK2015WKcXc

10 VerrucomicrobiaKphylYKnovYK2015WKcXd

9 βuniceicoccaceaeK2015WKcXd

8 “entisphaeraeK2015WKcXd

7 βrosthecobacterK2015WKcXg

6 “entisphaeriaKclassYKnovYK2015WKcXc

5 SpartobacteriaKclassYKnovYK2015WKcXf

4 uhthoniobacteraceaeKfamYKnovYK2015WKcXc

3 ResponseKtoKvrYK“evinRsKuommentYKAstrobiologyWK2009WKkWKgbgXgbg 3.7

2 “entisphaeralescXc

1 VictivallalescXc
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