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j Paper IF Citations

194 vayesianMcalibrationZMprocessMmodelingMandMuncertaintyMquantificationMinMbiotechnologybbMPLoSd
ComputationaldBiologyZM2022ZMelZMeeddmffg 5 3

193 bletlMaMuMPythonMpackageMforMintegratingMvio¹ectorMmicrocultivationMdevicesMinMtheM
xesignavuildaTesta¹earnMcyclebbMEngineeringdindLifedSciencesZM2022ZMffZMfhfafim 3.4 3

192 —otMisopropanolMquenchingMprocedureMforMautomatedMmicrotiterMplateMscaleMwalabelingM
experimentsbbMMicrobialdCelldFactoriesZM2022ZMfeZMkl 6.4 0

191 —ighaQualityM–enomeaScaleMReconstructionMofMuTwwMegdgfbMFrontiersdindMicrobiologyZM2021ZMefZMkidfdj 5.7 0

190 uMfullyMautomatedMpipelineMforMtheMdynamicMatalineMmorphologyManalysisMofMmicroscaleMuspergillusM
cultivationbMFungaldBiologydanddBiotechnologyZM2021ZMlZMf 7.5 3

189 αicrobioreactoraassistedMcultivationMworkflowsMforMtimeaefficientMphenotypingMofMproteinMproducingM
uspergillusMnigerMinMbatchMandMfedabatchMmodebMBiotechnologydProgressZM2021ZMgkZMegehh 2.8

188 μeedMforMspeednMevaluationMofMdiluteMandMshootamassMspectrometryMforMacceleratedMmetabolicM
phenotypingMinMbioprocessMdevelopmentbMAnalyticaldanddBioanalyticaldChemistryZM2021ZMhegZMgfigagfjl 4.4 1

187 RoboticMintegrationMenablesMautonomousMoperationMofMlaboratoryMscaleMstirredMtankMbioreactorsM
withMmodeladrivenMprocessManalysisbMBiotechnologydanddBioengineeringZM2021ZMeelZMfkimafkjm 4.9 2

186 QuantitativeMαetabolicMzluxMunalysisMvasedMonM sotopeM¹abelingM2021ZMkgaegj 0

185 αicroaerobicMgrowthadecoupledMproductionMofM˛–aketoglutarateMandMsuccinateMfromMxyloseMinMaM
oneapotMprocessMusingMworynebacterium´ glutamicumbMBiotechnologydJournalZM2021ZMejZMefedddhg 5.6 2

184 pyzOOαvnMPythonMframeworkMforMobjectMorientedMmodelingMofMbioprocessesbMEngineeringdindLifed
SciencesZM2021ZMfeZMfhfafik 3.4 6

183 wonstructionMandMcomprehensiveMcharacterizationMofManMyc¹xwcawat vMsetavaryingMlinkersMandM
aggregationMinducingMtagsbMMicrobialdCelldFactoriesZM2021ZMfdZMhm 6.4 6

182 ScalingMproductionMofM–zPeaedMdetectorMproteinMinMyb´ coliMforMsecretionMscreeningMbyMsplitM–zPMassaybM
MicrobialdCelldFactoriesZM2021ZMfdZMeme 6.4 1

181 RevisitingMtheM–rowthMαodulonMofMUnderM–lucoseM¹imitedMwhemostatMwonditionsbMFrontiersdind
BioengineeringdanddBiotechnologyZM2020ZMlZMilhjeh 5.8 2

180 SimulationMofMdifferentialaalgebraicMequationMsystemsMwithMoptimizationMcriteriaMembeddedMinM
αodelicabMComputersdanddChemicaldEngineeringZM2020ZMehdZMedjmfd 4 2

179
ParallelizedMmicroscaleMfedabatchMcultivationMinMonlineamonitoredMmicrotiterMplatesnMimplicationsMofM
mediaMcompositionMandMfeedMstrategiesMforMprocessMdesignMandMperformancebMJournaldofdIndustriald
MicrobiologydanddBiotechnologyZM2020ZMhkZMgiahk

4.2 4

178 womprehensiveManalysisMofMmetabolicMsensitivityMofMeZhabutanediolMproducingMyscherichiaMcoliM
towardMsubstrateMandMoxygenMavailabilitybMBiotechnologydProgressZM2020ZMgjZMefmek 2.8 2

Wolfgang Wiechert

2



177 unalysisMofMtheMlocalMwellaposednessMofMoptimizationaconstrainedMdifferentialMequationsMbyMlocalM
optimalityMconditionsbMAICHEdJournalZM2020ZMjjZMeejihl 3.6 2

176 ScreeningMofMaMgenomeareducedMworynebacteriumMglutamicumMstrainMlibraryMforMimprovedM
heterologousMcutinaseMsecretionbMMicrobialdBiotechnologyZM2020ZMegZMfdfdafdge 6.3 5

175 womprehensiveMunalysisMofMunapleroticMxeletionMαutantsMUnderMxefinedMda–lucoseMwonditionsbM
FrontiersdindBioengineeringdanddBiotechnologyZM2020ZMlZMjdfmgj 5.8 2

174 uMcloserMlookMatMnMonlineMmonitoringMviaMscatteredMlightMenablesMreproducibleMphenotypingbMFungald
BiologydanddBiotechnologyZM2019ZMjZMee 7.5 5

173 mycelysoMaMhighathroughputManalysisMofMStreptomycesMmyceliumMliveMcellMimagingMdatabMBMCd
BioinformaticsZM2019ZMfdZMhif 3.6 0

172 TheMxesignMofMzluxα¹nMuMUniversalMαodelingM¹anguageMforMwMαetabolicMzluxMunalysisbMFrontiersdind
MicrobiologyZM2019ZMedZMedff 5.7 14

171 unalyzingMαicrobialMPopulationM—eterogeneityayxpandingMtheMToolboxMofMαicrofluidicMSingleawellM
wultivationsbMJournaldofdMoleculardBiologyZM2019ZMhgeZMhijmahill 6.5 22

170 αultiscaleMdynamicMmodelingMandMsimulationMofMaMbiorefinerybMBiotechnologydanddBioengineeringZM
2019ZMeejZMfijeafikh 4.9 5

169 unMynzymaticMfaStepMwofactorMandMwoaProductMRecyclingMwascadeMtowardsMaMwhiralMeZfaxiolbMPartM nM
wascadeMxesignbMAdvanceddSynthesisdanddCatalysisZM2019ZMgjeZMfjdkafjei 5.6 7

168 unMynzymaticMfaStepMwofactorMandMwoaProductMRecyclingMwascadeMtowardsMaMwhiralMeZfaxiolbMPartM  nM
watalyticallyMuctiveM nclusionMvodiesbMAdvanceddSynthesisdanddCatalysisZM2019ZMgjeZMfjej 5.6 5

167 zeedyRnMaMfeedbackaregulatedMenzymeabasedMslowareleaseMsystemMforMfedabatchMcultivationMinM
microtiterMplatesbMBioprocessdanddBiosystemsdEngineeringZM2019ZMhfZMelhgaelif 3.7 6

166 uMzRyTabasedMbiosensorMforMtheMquantificationMofMglucoseMinMcultureMsupernatantsMofMm¹MscaleM
microbialMcultivationsbMMicrobialdCelldFactoriesZM2019ZMelZMehg 6.4 10

165 RapidMandMcomprehensiveMevaluationMofMmicroalgalMfattyMacidsMviaMuntargetedMgasMchromatographyM
andMtimeaofaflightMmassMspectrometrybMEngineeringdindLifedSciencesZM2019ZMemZMeddjaedee 3.4 0

164
wombinatorialMimpactMofMSecMsignalMpeptidesMfromMvacillusMsubtilisMandMbioprocessMconditionsMonM
heterologousMcutinaseMsecretionMbyMworynebacteriumMglutamicumbMBiotechnologydandd
BioengineeringZM2019ZMeejZMjhhajii

4.9 10

163
¹essMSacrificeZMαoreM nsightnMRepeatedM¹owaVolumeMSamplingMofMαicrobioreactorMwultivationsM
ynablesMucceleratedMxeepMPhenotypingMofMαicrobialMStrainM¹ibrariesbMBiotechnologydJournalZM2019ZM
ehZMeelddhfl

5.6 19

162 αicrobioreactorMSystemsMforMucceleratedMvioprocessMxevelopmentbMBiotechnologydJournalZM2018ZM
egZMeekddehe 5.6 75

161 ¹aboratoryascaleMphotobiotechnologyacurrentMtrendsMandMfutureMperspectivesbMFEMSdMicrobiologyd
LettersZM2018ZMgjiZM 2.9 5

160 QuantitativeMmeasurementsMinMsingleacellManalysisnMtowardsMscalabilityMinMmicrobialMbioprocessM
developmentbMCurrentdOpiniondindBiotechnologyZM2018ZMihZMefeaefk 11.4 10

(2018-2020)
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159 αicrobialMsingleacellManalysisMinMpicoliterasizedMbatchMcultivationMchambersbMNewdBiotechnologyZM2018ZM
hkZMidaim 6.4 14

158 xifferentialMtranscriptomicManalysisMrevealsMhiddenMlightMresponseMinMStreptomycesMlividansbM
BiotechnologydProgressZM2018ZMghZMflkafmf 2.8 1

157 αultiaOmicsMandMTargetedMupproachesMtoMxetermineMtheMRoleMofMwellularMProteasesMinMProteinM
SecretionbMFrontiersdindMicrobiologyZM2018ZMmZMeekh 5.7 13

156  mprovedMmicroscaleMcultivationMofMforMclonalMscreeningbMFungaldBiologydanddBiotechnologyZM2018ZMiZMl 7.5 10

155 worynebacteriumMglutamicumMwhassisMweWnMvuildingMandMTestingMaMμovelMPlatformM—ostMforMSyntheticM
viologyMandM ndustrialMviotechnologybMACSdSyntheticdBiologyZM2018ZMkZMegfaehh 5.7 43

154 TailoramadeMcatalyticallyMactiveMinclusionMbodiesMforMdifferentMapplicationsMinMbiocatalysisbMCatalysisd
SciencedanddTechnologyZM2018ZMlZMilejailfj 5.5 19

153 uMParetoMapproachMtoMresolveMtheMconflictMbetweenMinformationMgainMandMexperimentalMcostsnM
αultipleacriteriaMdesignMofMcarbonMlabelingMexperimentsbMPLoSdComputationaldBiologyZM2018ZMehZMeeddjigg5 9

152 wharacterizationMofMSigmaMzactorM–enesMinMTKfhMUsingMaM–enomicM¹ibraryavasedMupproachMforM
αultipleM–eneMxeletionsbMFrontiersdindMicrobiologyZM2018ZMmZMgdgg 5.7 9

151 –erminationMandM–rowthMunalysisMofMatMtheMSingleawellM¹evelMUnderMVaryingMαediumMwompositionsbM
FrontiersdindMicrobiologyZM2018ZMmZMfjld 5.7 3

150 TheMstructuralMindexMofMsensitivityMequationMsystemsbMMathematicaldanddComputerdModellingdofd
DynamicaldSystemsZM2018ZMfhZMikgaimf 1 2

149 RealatimeMmonitoringMofMfungalMgrowthMandMmorphogenesisMatMsingleacellMresolutionbMEngineeringdind
LifedSciencesZM2017ZMekZMljamf 3.4 9

148 womparativeMevaluationMofMphototrophicMmicrotiterMplateMcultivationMagainstMlaboratoryascaleM
photobioreactorsbMBioprocessdanddBiosystemsdEngineeringZM2017ZMhdZMjjgajkg 3.7 8

147 xynamicMfluxMbalanceManalysisMwithMnonlinearMobjectiveMfunctionbMJournaldofdMathematicaldBiologyZM
2017ZMkiZMehlkaeiei 2 10

146 αiniaturizedMandMautomatedMadaptiveMlaboratoryMevolutionnMyvolvingMworynebacteriumMglutamicumM
towardsManMimprovedMdaxyloseMutilizationbMBioresourcedTechnologyZM2017ZMfhiZMegkkaegli 11 57

145 zastMandMreliableMstrainMcharacterizationMofMStreptomycesMlividansMthroughMmicroascaleMcultivationbM
BiotechnologydanddBioengineeringZM2017ZMeehZMfdeeafdff 4.9 18

144 —omogenizingMbacterialMcellMfactoriesnMunalysisMandMengineeringMofMphenotypicMheterogeneitybM
MetabolicdEngineeringZM2017ZMhfZMehiaeij 9.7 63

143 uutomatedMgrowthMrateMdeterminationMinMhighathroughputMmicrobioreactorMsystemsbMBMCdResearchd
NotesZM2017ZMedZMjek 2.3 10

142 p—MfluctuationsMimperilMtheMrobustnessMofMwbMglutamicumMtoMshortMtermMoxygenMlimitationbMJournaldofd
BiotechnologyZM2017ZMfimZMfhlafjd 3.7 8
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141 ToMbeMcertainMaboutMtheMuncertaintynMvayesianMstatisticsMforMwMmetabolicMfluxManalysisbMBiotechnologyd
anddBioengineeringZM2017ZMeehZMfjjlafjlh 4.9 14

140 woarseagrainingMbacteriaMcoloniesMforMmodellingMcriticalMsoluteMdistributionsMinMpicolitreMbioreactorsM
forMbacterialMstudiesMonMsingleacellMlevelbMMicrobialdBiotechnologyZM2017ZMedZMlhialik 6.3 9

139 KrigingMwithMtrendMfunctionsMnonlinearMinMtheirMparametersnMTheoryMandMapplicationMinMenzymeM
kineticsbMEngineeringdindLifedSciencesZM2017ZMekZMmejamff 3.4 6

138
TheMlinkageMbetweenMnutrientMsupplyZMintracellularMenzymeMabundancesMandMbacterialMgrowthnMμewM
evidencesMfromMtheMcentralMcarbonMmetabolismMofMworynebacteriumMglutamicumbMJournaldofd
BiotechnologyZM2017ZMfilZMegafh

3.7 8

137
uMframeworkMforMacceleratedMphototrophicMbioprocessMdevelopmentnMintegrationMofMparallelizedM
microscaleMcultivationZMlaboratoryMautomationMandMKrigingaassistedMexperimentalMdesignbM
BiotechnologydfordBiofuelsZM2017ZMedZMfj

7.8 9

136 xesignMandMvalidationMofMaMparallelizedMmicroaphotobioreactorMenablingMphototrophicMbioprocessM
developmentMatMelevatedMthroughputbMBiotechnologydanddBioengineeringZM2017ZMeehZMeffaege 4.9 13

135
αetabolicMprofileMofMeZiadiaminopentaneMproducingMworynebacteriumMglutamicumMunderM
scaleadownMconditionsnMvlueprintMforMrobustnessMtoMbioreactorMinhomogeneitiesbMBiotechnologydandd
BioengineeringZM2017ZMeehZMijdaiki

4.9 34

134 –enericMProtocolMforMOptimizationMofM—eterologousMProteinMProductionMUsingMuutomatedM
αicrobioreactorMTechnologybMJournaldofdVisualizeddExperimentsZM2017ZM 1.6 4

133 urtificialMfluorogenicMsubstratesMinMmicrofluidicMdevicesMforMbacterialMdiagnosticsMinMbiotechnologybM
JournaldofdFlowdChemistryZM2016ZMjZMgak 3.3 1

132 TimearesolvedZMsingleacellManalysisMofMinducedMandMprogrammedMcellMdeathMviaMnonainvasiveM
propidiumMiodideMandMcounterstainMperfusionbMScientificdReportsZM2016ZMjZMgfedh 4.9 37

131 udaptationMofMαicroscaleMwultivationMforMOptimizationMofMProteinMProductionMinMPichiaMpastorisbM
ChemiesIngenieursTechnikZM2016ZMllZMehdjaehdj 0.8

130 yxploringMtheMSequenceazunctionMSpaceMofMThxPaxependentMynzymesbMChemiesIngenieursTechnikZM
2016ZMllZMefhjaefhj 0.8

129 wuttingMtheM–ordianMKnotnM dentifiabilityMofManapleroticMreactionsMinMworynebacteriumMglutamicumMbyM
meansMofMUegVMwametabolicMfluxManalysisbMBiotechnologydanddBioengineeringZM2016ZMeegZMjjeakh 4.9 16

128 PhotocagedMurabinosenMuMμovelMOptogeneticMSwitchMforMRapidMandM–radualMwontrolMofMαicrobialM
–eneMyxpressionbMChemBioChemZM2016ZMekZMfmjam 3.8 23

127
PlugMflowMversusMstirredMtankMreactorMflowMcharacteristicsMinMtwoacompartmentMscaleadownM
bioreactornMSetupaspecificMinfluenceMonMtheMmetabolicMphenotypeMandMbioprocessMperformanceM
ofworynebacteriumMglutamicumbMEngineeringdindLifedSciencesZM2016ZMejZMjedajem

3.4 25

126 zrameworkMforMKrigingabasedMiterativeMexperimentalManalysisMandMdesignnMOptimizationMofMsecretoryM
proteinMproductionMinworynebacteriumMglutamicumbMEngineeringdindLifedSciencesZM2016ZMejZMiglaihm 3.4 20

125 xiscreteacontinuousMreactionadiffusionMmodelMwithMmobileMpointalikeMsourcesMandMsinksbMEuropeand
PhysicaldJournaldEZM2016ZMgmZMee 1.5 6

124 uutomationMofMaMμileMredMstainingMassayMenablesMhighMthroughputMquantificationMofMmicroalgalMlipidM
productionbMMicrobialdCelldFactoriesZM2016ZMeiZMgh 6.4 21

(2016-2017)
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123 uMscientificMworkflowMframeworkMforMUegVwMmetabolicMfluxManalysisbMJournaldofdBiotechnologyZM2016ZM
fgfZMefafh 3.7 14

122  mageavasedMSingleMwellMProfilingnM—ighaThroughputMProcessingMofMαotherMαachineMyxperimentsbM
PLoSdONEZM2016ZMeeZMedejghig 3.7 23

121 uMToolboxMofM–eneticallyMyncodedMzRyTavasedMviosensorsMforMRapidMla¹ysineMunalysisbMSensorsZM2016ZM
ejZM 3.8 20

120 UseMofMaMSecMsignalMpeptideMlibraryMfromMvacillusMsubtilisMforMtheMoptimizationMofMcutinaseMsecretionMinM
worynebacteriumMglutamicumbMMicrobialdCelldFactoriesZM2016ZMeiZMfdl 6.4 31

119 ˛…αORynMuMmicrofluidicMmagneticMoscillationMreactorMforMacceleratedMparameterMoptimizationMinM
biocatalysisbMJournaldofdBiotechnologyZM2016ZMfgeZMekhaelf 3.7 10

118 SimplifiedMcryopreservationMofMtheMmicroalgaMwhlorellaMvulgarisMintegratingMaMnovelMconceptMforMcellM
viabilityMestimationbMEngineeringdindLifedSciencesZM2016ZMejZMgjahh 3.4 13

117 TechnicalMbiasMofMmicrocultivationMenvironmentsMonMsingleacellMphysiologybMLabdondAdChipZM2015ZMeiZMelffagh7.2 28

116 whassisMorganismMfromMworynebacteriumMglutamicumaaaMtopadownMapproachMtoMidentifyMandMdeleteM
irrelevantMgeneMclustersbMBiotechnologydJournalZM2015ZMedZMfmdagde 5.6 87

115 womputationalMSystemsMviologyMâ��MneuesMzachMinMdenM¹ebenswissenschaftenbMBioSpektrumZM2015ZM
feZMhjahl 0.1

114 vioprocessMautomationMonMaMαiniMPilotMPlantMenablesMfastMquantitativeMmicrobialMphenotypingbM
MicrobialdCelldFactoriesZM2015ZMehZMgf 6.4 56

113 αodelingMandMwzxMsimulationMofMnutrientMdistributionMinMpicoliterMbioreactorsMforMbacterialMgrowthM
studiesMonMsingleacellMlevelbMLabdondAdChipZM2015ZMeiZMhekkalj 7.2 28

112 VizardousnMinteractiveManalysisMofMmicrobialMpopulationsMwithMsingleMcellMresolutionbMBioinformaticsZM
2015ZMgeZMglkiak 7.2 5

111 RapidMinoculationMofMsingleMbacteriaMintoMparallelMpicoliterMfermentationMchambersbMAnalyticald
MethodsZM2015ZMkZMmeaml 3.2 24

110 —owMtoMmeasureMmetabolicMfluxesnMaMtaxonomicMguideMforMUegVwMfluxomicsbMCurrentdOpiniondind
BiotechnologyZM2015ZMghZMlfamd 11.4 79

109 ubsoluteMquantificationMofMworynebacteriumMglutamicumMglycolyticMandManapleroticMenzymesMbyM
QconwuTbMJournaldofdProteomicsZM2015ZMeegZMgjjakk 3.9 11

108 VisualMworkflowsMforMegwametabolicMfluxManalysisbMBioinformaticsZM2015ZMgeZMghjaih 7.2 23

107 uMPrimerMtoMegwMαetabolicMzluxMunalysisM2015ZMmkaehf 7

106 ¹iveMcellMimagingMofMSOSMandMprophageMdynamicsMinMisogenicMbacterialMpopulationsbMMoleculard
MicrobiologyZM2015ZMmlZMjgjaid 4.1 26
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105 SpatiotemporalMmicrobialMsingleacellManalysisMusingMaMhighathroughputMmicrofluidicsMcultivationM
platformbMCytometrydPartdA:dthedJournaldofdthedInternationaldSocietydfordAnalyticaldCytologyZM2015ZMlkZMeedeaei4.6 68

104 UegVwMTracersMforM–lucoseMxegradingMPathwayMxiscriminationMinM–luconobacterMoxydansMjfe—bM
MetabolitesZM2015ZMiZMhiiakh 5.6

103 TheMeffectMofMcompositionMonMdiffusionMofMmacromoleculesMinMaMcrowdedMenvironmentbMPhysicald
BiologyZM2015ZMefZMdhjddg 3 23

102 μona nvasiveMαicrobialMαetabolicMuctivityMSensingMatMSingleMwellM¹evelMbyMPerfusionMofMwalceinM
ucetoxymethylMysterbMPLoSdONEZM2015ZMedZMedehekjl 3.7 11

101 –rowthMandMProductionMwapabilitiesMofMworynebacteriumMglutamicumnM nterrogatingMaM–enomeascaleM
αetabolicMμetworkMαodelM2015ZMgmaij 7

100 yffectiveMProductionMofMUSVa˛–a—ydroxyMketonesnMunMReactionMyngineeringMupproachbMTopicsdind
CatalysisZM2014ZMikZMhdeahee 2.3 8

99 ProcessMinhomogeneityMleadsMtoMrapidMsideMproductMturnoverMinMcultivationMofMworynebacteriumM
glutamicumbMMicrobialdCelldFactoriesZM2014ZMegZMj 6.4 48

98 SingleacellMmicrofluidicsnMopportunityMforMbioprocessMdevelopmentbMCurrentdOpiniondindBiotechnologyZM
2014ZMfmZMeiafg 11.4 128

97 QuantitativeMmetabolomicsnMaMphantomsbMTrendsdindBiotechnologyZM2014ZMgfZMfglahh 15.1 36

96 ussessmentMofMrobustnessMagainstMdissolvedMoxygencsubstrateMoscillationsMforMwbMglutamicumM
xαemggMinMtwoacompartmentMbioreactorbMBioprocessdanddBiosystemsdEngineeringZM2014ZMgkZMeeieajf 3.7 35

95 yngineeringMofMworynebacteriumMglutamicumMforMminimizedMcarbonMlossMduringMutilizationMofM
xaxyloseMcontainingMsubstratesbMJournaldofdBiotechnologyZM2014ZMemfMPtMuZMeijajd 3.7 65

94 RapidMassessmentMofMoxygenMtransferMimpactMforMworynebacteriumMglutamicumbMBioprocessdandd
BiosystemsdEngineeringZM2014ZMgkZMfijkakk 3.7 16

93 veyondMgrowthMrateMdbjnMWhatMdrivesMworynebacteriumMglutamicumMtoMhigherMgrowthMratesMinM
definedMmediumbMBiotechnologydanddBioengineeringZM2014ZMeeeZMgimake 4.9 85

92 unMevaluationMofMgeneticallyMencodedMzRyTabasedMbiosensorsMforMquantitativeMmetaboliteManalysesM
inMvivobMJournaldofdBiotechnologyZM2014ZMemeZMfidam 3.7 24

91 ¹ightaresponsiveMcontrolMofMbacterialMgeneMexpressionnMpreciseMtriggeringMofMtheMlacMpromoterM
activityMusingMphotocagedM PT–bMIntegrativedBiologydmUniteddKingdomnZM2014ZMjZMkiiaji 3.7 34

90 xevelopingMaMnewMproductionMhostMfromMaMblueprintnMvacillusMpumilusMasManMindustrialMenzymeM
producerbMMicrobialdCelldFactoriesZM2014ZMegZMhj 6.4 12

89 egwafluxMspectralManalysisMofMhostapathogenMmetabolismMrevealsMaMmixedMdietMforMintracellularM
αycobacteriumMtuberculosisbMChemistrydanddBiologyZM2013ZMfdZMedefafe 106

88
wombinedMfluxomicsMandMtranscriptomicsManalysisMofMglucoseMcatabolismMviaMaMpartiallyMcyclicM
pentoseMphosphateMpathwayMinM–luconobacterMoxydansMjfe—bMApplieddanddEnvironmentald
MicrobiologyZM2013ZMkmZMfggjahl

4.8 49

(2013-2015)
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87 OmixMâ��MuMVisualizationMToolMforMαetabolicMμetworksMwithM—ighestMUsabilityMandMwustomizabilityMinM
zocusbMChemiesIngenieursTechnikZM2013ZMliZMlhmaljf 0.8 21

86 SimultaneousMutilizationMofMglucoseMandMgluconateMinMPenicilliumMchrysogenumMduringMoverflowM
metabolismbMBiotechnologydanddBioengineeringZM2013ZMeedZMgfgiahg 4.9 13

85 wloudMαapReduceMforMαonteMwarloMbootstrapMappliedMtoMαetabolicMzluxMunalysisbMFuturedGenerationd
ComputerdSystemsZM2013ZMfmZMilfaimd 7.5 10

84 αetabolicMisotopomerMlabelingMsystemsbMPartM   nMpathMtracingbMMathematicaldBiosciencesZM2013ZMfhhZMeaef 3.9 5

83  sotopicallyMnonastationaryMmetabolicMfluxManalysisnMcomplexMyetMhighlyMinformativebMCurrentdOpiniond
indBiotechnologyZM2013ZMfhZMmkmalj 11.4 78

82 egwz¹UXfaahighaperformanceMsoftwareMsuiteMforMUegVwametabolicMfluxManalysisbMBioinformaticsZM2013ZM
fmZMehgai 7.2 150

81 αicrofluidicMgrowthMchambersMwithMopticalMtweezersMforMfullMspatialMsingleacellMcontrolMandManalysisM
ofMevolvingMmicrobesbMJournaldofdMicrobiologicaldMethodsZM2013ZMmiZMhkdaj 2.8 34

80 veyondMgrowthMrateMdbjnMworynebacteriumMglutamicumMcultivatedMinMhighlyMdilutedMenvironmentsbM
BiotechnologydanddBioengineeringZM2013ZMeedZMffdal 4.9 50

79 αicrofluidicMpicoliterMbioreactorMforMmicrobialMsingleacellManalysisnMfabricationZMsystemMsetupZMandM
operationbMJournaldofdVisualizeddExperimentsZM2013ZMidijd 1.6 38

78 PolydimethylsiloxaneMUPxαSVMSubaαicronMTrapsMforMSingleawellMunalysisMofMvacteriabMMicromachinesZM
2013ZMhZMgikagjm 3.3 37

77 wollisionalMfragmentationMofMcentralMcarbonMmetabolitesMinM¹waαScαSMincreasesMprecisionMofM´„´‡wM
metabolicMfluxManalysisbMBiotechnologydanddBioengineeringZM2012ZMedmZMkjgake 4.9 79

76 SurfaceMboundMadsorptionMinMaMmicrofluidicMTasensornMμumericalMcomparisonMandMoptimizationMofMfxM
andMgxMmodelsMandMofMsensorMdesignsbMSensorsdanddActuatorsdB:dChemicalZM2012ZMekdZMkiale 8.5 3

75 yxtensiveMexometabolomeManalysisMrevealsMextendedMoverflowMmetabolismMinMvariousM
microorganismsbMMicrobialdCelldFactoriesZM2012ZMeeZMeff 6.4 176

74 uMdisposableMpicolitreMbioreactorMforMcultivationMandMinvestigationMofMindustriallyMrelevantMbacteriaM
onMtheMsingleMcellMlevelbMLabdondAdChipZM2012ZMefZMfdjdal 7.2 90

73 yrrorMpropagationManalysisMforMquantitativeMintracellularMmetabolomicsbMMetabolitesZM2012ZMfZMedefagd 5.6 16

72 TailoringMaMstabilizedMvariantMofMhydroxynitrileMlyaseMfromMurabidopsisMthalianabMChemBioChemZM2012ZM
egZMkmkaldf 3.8 18

71 yxpressionsoptimierungMinMαikroorganismenbMBioSpektrumZM2012ZMelZMhhmahie 0.1

70 SemiaautomaticMdrawingMofMmetabolicMnetworksbMInformationdVisualizationZM2012ZMeeZMekeaelk 2.4 2
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69  nfluenceMofMOrganicMSolventsMonMynzymaticMusymmetricMwarboligationsbMAdvanceddSynthesisdandd
CatalysisZM2012ZMgihZMfldiaflfd 5.6 39

68 uccuracyMofMParameterMSensitivitiesMofMxuyMSystemsMusingMziniteMxifferenceMαethodsbMIFACdPostprintd
VolumesdIPPVdudInternationaldFederationdofdAutomaticdControlZM2012ZMhiZMegjaehf

67 OpticalMsensorsMforMmonitoringMdynamicMchangesMofMintracellularMmetaboliteMlevelsMinMmammalianM
cellsbMNaturedProtocolsZM2011ZMjZMelelagg 18.8 97

66 xeterminationMofMfluxMdirectionsMbyMthermodynamicMnetworkManalysisnMwomputingMinformativeM
metaboliteMpoolsbMMathematicsdanddComputersdindSimulationZM2011ZMlfZMhjdahkd 3.3 3

65 αechanisticMpathwayMmodelingMforMindustrialMbiotechnologynMchallengingMbutMworthwhilebMCurrentd
OpiniondindBiotechnologyZM2011ZMffZMjdhaed 11.4 40

64 TheMbenefitsMofMbeingMtransientnMisotopeabasedMmetabolicMfluxManalysisMatMtheMshortMtimeMscalebM
ApplieddMicrobiologydanddBiotechnologyZM2011ZMmeZMefhkaji 5.7 64

63
unMyfficientMRouteMtoMvothMynantiomersMofMalloaThreonineMbyMSimultaneousMuminoMucidM
RacemaseawatalyzedM somerizationMofMThreonineMandMwrystallizationbMAdvanceddSynthesisdandd
CatalysisZM2011ZMgigZMfhgeafhgl

5.6 9

62
—ydroxynitrileM¹yaseMfromMurabidopsisMthaliananM dentificationMofMReactionMParametersMforM
ynantiopureMwyanohydrinMSynthesisMbyMPureMandM mmobilizedMwatalystbMAdvanceddSynthesisdandd
CatalysisZM2011ZMgigZMfgmmafhdl

5.6 31

61 unMOnlineMProvenanceMServiceMforMxistributedMαetabolicMzluxMunalysisMWorkflowsM2011ZM 3

60 VisualizingMmultiaomicsMdataMinMmetabolicMnetworksMwithMtheMsoftwareMOmixnMaMcaseMstudybM
BioSystemsZM2011ZMediZMeihaje 1.9 78

59 StationaryMversusMnonastationaryMUegVwaαzunMaMcomparisonMusingMaMconsistentMdatasetbMJournaldofd
BiotechnologyZM2011ZMeihZMekmamd 3.7 55

58 womparativeMegwMmetabolicMfluxManalysisMofMpyruvateMdehydrogenaseMcomplexadeficientZM
¹avalineaproducingMworynebacteriumMglutamicumbMApplieddanddEnvironmentaldMicrobiologyZM2011ZMkkZMjjhhaif4.8 63

57 uM—ybridMParallelizationMupproachMforMwloudaenabledMαetabolicMzluxMunalysisMSimulationMWorkflowsbM
PARSdParallelsAlgorithmendsRechnerstrukturendUnddsSystemsoftwareZM2011ZMflZMfedafeg

56 WorkflowsMforMαetabolicMzluxMunalysisnMxataM ntegrationMandM—umanM nteractionbMLecturedNotesdind
ComputerdScienceZM2010ZMfjeafki 0.9 6

55 αetabolicMzluxMunalysisMinMtheMwloudM2010ZM 7

54 αodelingMlanguagesMforMbiochemicalMnetworkMsimulationnMreactionMvsMequationMbasedMapproachesbM
AdvancesdindBiochemicaldEngineeringuBiotechnologyZM2010ZMefeZMedmagl 1.7 1

53 SurfaceMboundMadsorptionMinMaMmicrofluidicMTasensornMμumericalMcomparisonMandMoptimizationMofMfxM
andMgxMmodelsbMProcediadEngineeringZM2010ZMiZMefkfaefki

52 wustomizableMVisualizationMonMxemandMforM—ierarchicallyMOrganizedM nformationMinMviochemicalM
μetworksbMLecturedNotesdindComputerdScienceZM2010ZMejgaekh 0.9 2

(2010-2012)
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51 TranslatingMbiochemicalMnetworkMmodelsMbetweenMdifferentMkineticMformatsbMMetabolicdEngineeringZM
2009ZMeeZMlkaedd 9.7 24

50 wustomizableMVisualizationMofMαultiaomicsMxataMinMtheMwontextMofMviochemicalMμetworksM2009ZM 2

49 utomicMzorceMαicroscopeMwantileversMUsedMasMSensorsMforMαonitoringMαicrodropMyvaporationbM
NanosciencedanddTechnologyZM2009ZMekagl 0.6

48 egwMlabelingMexperimentsMatMmetabolicMnonstationaryMconditionsnManMexploratoryMstudybMBMCd
BioinformaticsZM2008ZMmZMeif 3.6 45

47 VisualizingMregulatoryMinterdependenciesMandMparameterMsensitivitiesMinMbiochemicalMnetworkM
modelsbMMathematicsdanddComputersdindSimulationZM2008ZMkmZMmmeamml 3.3 4

46 uutomaticMSensitivityMunalysisMofMxuyasystemsM–eneratedMfromMyquationavasedMαodelingM
¹anguagesbMLecturedNotesdindComputationaldSciencedanddEngineeringZM2008ZMfgiafhj 0.3 5

45 TheMthermodynamicMmeaningMofMmetabolicMexchangeMfluxesbMBiophysicaldJournalZM2007ZMmgZMffiiajh 2.9 36

44 VisualizingMregulatoryMinteractionsMinMmetabolicMnetworksbMBMCdBiologyZM2007ZMiZMhj 7.3 13

43 TheMtopologyMofMmetabolicMisotopeMlabelingMnetworksbMBMCdBioinformaticsZM2007ZMlZMgei 3.6 24

42 zluxomicsnMmassMspectrometryMversusMquantitativeMimagingbMCurrentdOpiniondindPlantdBiologyZM2007ZM
edZMgfgagd 9.9 68

41 yventMdrivenMalgorithmsMappliedMtoMaMhighMenergyMballMmillMsimulationbMGranulardMatterZM2007ZMmZMfieafjj 2.6 6

40 yvaporationMofMSolventMαicrodropsMonMPolymerMSubstratesnMzromMWellMwontrolledMyxperimentsMToM
αathematicalMαodelsMandMvackbMNanoscaledanddMicroscaledThermophysicaldEngineeringZM2007ZMeeZMgeahe 3.7 7

39 μondestructiveMandMnoncontactMmethodMforMdeterminingMtheMspringMconstantMofMrectangularM
cantileversbMReviewdofdScientificdInstrumentsZM2007ZMklZMdhgkdi 1.7 23

38 StressMandMfailureMatMmechanicalMcontactsMofMmicrospheresMunderMuniaxialMcompressionbMJournaldofd
ApplieddPhysicsZM2007ZMedeZMdlhmdl 2.5 3

37 αetabolicMfluxManalysisMatMultraMshortMtimeMscalenMisotopicallyMnonastationaryMegwMlabelingM
experimentsbMJournaldofdBiotechnologyZM2007ZMefmZMfhmajk 3.7 178

36 yxperimentalMdesignMprinciplesMforMisotopicallyMinstationaryMegwMlabelingMexperimentsbM
BiotechnologydanddBioengineeringZM2006ZMmhZMfghaie 4.9 81

35  nterpretationMofMmetabolicMfluxMmapsMbyMlimitationMpotentialsMandMconstrainedMlimitationM
sensitivitiesbMBiotechnologydanddBioengineeringZM2006ZMmhZMfjgakf 4.9 2

34 SessileadropainducedMbendingMofMatomicMforceMmicroscopeMcantileversnMaMmodelMsystemMforM
monitoringMmicrodropMevaporationbMJournaldofdMicromechanicsdanddMicroengineeringZM2006ZMejZMffkgaffld2 30
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33 αodellingMandMsimulationMofMmicroawellMformationbMMathematicaldanddComputerdModellingdofd
DynamicaldSystemsZM2006ZMefZMfjgafkj 1 7

32 PressureMdistributionMinMaMmechanicalMmicrocontactbMApplieddPhysicsdLettersZM2006ZMllZMfghede 3.4 8

31 uMgeneralMframeworkMforMlargeascaleMmodelMselectionbMOptimizationdMethodsdanddSoftwareZM2006ZMfeZMmdeamek1.3 2

30 ymergingMworynebacteriumMglutamicumMsystemsMbiologybMJournaldofdBiotechnologyZM2006ZMefhZMkhamf 3.7 93

29 womputationalMtoolsMforMisotopicallyMinstationaryMegwMlabelingMexperimentsMunderMmetabolicMsteadyM
stateMconditionsbMMetabolicdEngineeringZM2006ZMlZMiihakk 9.7 89

28 zromMynzymeMKineticsMtoMαetabolicMμetworkMαodelingMâ��MVisualizationMToolMforMynhancedMKineticM
unalysisMofMviochemicalMμetworkMαodelsbMEngineeringdindLifedSciencesZM2006ZMjZMeiiaejf 3.4 6

27 zromMstationaryMtoMinstationaryMmetabolicMfluxManalysisbMAdvancesdindBiochemicald
EngineeringuBiotechnologyZM2005ZMmfZMehiakf 1.7 42

26 TheMtimeadependentMreorderableMmatrixMmethodMforMvisualizingMevolvingMtabularMdataM2005ZMijjmZMemm 1

25  nvestigatingMtheMdynamicMbehaviorMofMbiochemicalMnetworksMusingMmodelMfamiliesbMBioinformaticsZM
2005ZMfeZMejekafi 7.2 31

24 uMαultiaScaleMαodelingMwonceptMandMwomputationalMToolsMforMtheM ntegrativeMunalysisMofMStationaryM
αetabolicMxatabMJournaldofdIntegrativedBioinformaticsZM2004ZMeZMglaie 3.8 1

23 ParallelMSolutionMofMwascadedMOxyMSystemsMuppliedMtoMegwa¹abelingMyxperimentsbMLecturedNotesdind
ComputerdScienceZM2004ZMimhaimk 0.9 1

22 SerialMegwabasedMfluxManalysisMofManM¹aphenylalanineaproducingMybMcoliMstrainMusingMtheMsensorM
reactorbMBiotechnologydProgressZM2004ZMfdZMkdjaeh 2.8 32

21 μewMtoolsMforMmassMisotopomerMdataMevaluationMinMUegVwMfluxManalysisnMmassMisotopeMcorrectionZMdataM
consistencyMcheckingZMandMprecursorMrelationshipsbMBiotechnologydanddBioengineeringZM2004ZMliZMfimajl 4.9 140

20 SerialMfluxMmappingMofMworynebacteriumMglutamicumMduringMfedabatchM¹alysineMproductionMusingMtheM
sensorMreactorMapproachbMBiotechnologydanddBioengineeringZM2004ZMliZMhmkaidi 4.9 27

19 TheMroleMofMmodelingMinMcomputationalMscienceMeducationbMFuturedGenerationdComputerdSystemsZM
2003ZMemZMegjgaegkh 7.5 4

18 αetabolicMisotopomerMlabelingMsystemsbMPartM  nMstructuralMfluxMidentifiabilityManalysisbMMathematicald
BiosciencesZM2003ZMelgZMekiafeh 3.9 39

17 unMintroductionMtoMegwMmetabolicMfluxManalysisbMGeneticdEngineeringZM2002ZMfhZMfeiagl 17

16 αodelingMandMsimulationnMtoolsMforMmetabolicMengineeringbMJournaldofdBiotechnologyZM2002ZMmhZMgkajg 3.7 161

(2002-2006)
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15 ααTaaaMpathwayMmodelingMtoolMforMdataMfromMrapidMsamplingMexperimentsbMIndSilicodBiologyZM2002ZMfZMhjkalh2 4

14 egwMmetabolicMfluxManalysisbMMetabolicdEngineeringZM2001ZMgZMemiafdj 9.7 641

13 uMuniversalMframeworkMforMegwMmetabolicMfluxManalysisbMMetabolicdEngineeringZM2001ZMgZMfjialg 9.7 296

12 αetabolicMisotopomerMlabelingMsystemsbMPartM nMglobalMdynamicMbehaviorbMMathematicaldBiosciencesZM
2001ZMejmZMekgafdi 3.9 54

11  nMvivoMquantificationMofMparallelMandMbidirectionalMfluxesMinMtheManaplerosisMofMworynebacteriumM
glutamicumbMJournaldofdBiologicaldChemistryZM2000ZMfkiZMgimgfahe 5.4 155

10 xeterminationMofMfullMegwMisotopomerMdistributionsMforMmetabolicMfluxManalysisMusingMheteronuclearM
spinMechoMdifferenceMμαRMspectroscopybMJournaldofdBiotechnologyZM2000ZMkkZMfiagi 3.7 58

9 αetabolicMstateMofMZymomonasMmobilisMinMglucoseaZMfructoseaZMandMxyloseafedMcontinuousMculturesMasM
analysedMbyMegwaMandMgePaμαRMspectroscopybMArchivesdofdMicrobiologyZM1999ZMekeZMgkeali 3 81

8 vidirectionalMreactionMstepsMinMmetabolicMnetworksnM   bMyxplicitMsolutionMandManalysisMofMisotopomerM
labelingMsystemsbMBiotechnologydanddBioengineeringZM1999ZMjjZMjmali 4.9 245

7 vidirectionalMreactionMstepsMinMmetabolicMnetworksnM VbMOptimalMdesignMofMisotopomerMlabelingM
experimentsbMBiotechnologydanddBioengineeringZM1999ZMjjZMljaedg 4.9 163

6 egwMtracerMexperimentsMandMmetaboliteMbalancingMforMmetabolicMfluxManalysisnMcomparingMtwoM
approachesbMBiotechnologydanddBioengineeringZM1998ZMilZMfihak 4.9 62

5 vidirectionalMreactionMstepsMinMmetabolicMnetworksnM bMαodelingMandMsimulationMofMcarbonMisotopeM
labelingMexperimentsbMBiotechnologydanddBioengineeringZM1997ZMiiZMedeaek 4.9 206

4 vidirectionalMreactionMstepsMinMmetabolicMnetworksnM  bMzluxMestimationMandMstatisticalManalysisbM
BiotechnologydanddBioengineeringZM1997ZMiiZMeelagi 4.9 198

3
xeterminationMofMtheMfluxesMinMtheMcentralMmetabolismMofMworynebacteriumMglutamicumMbyMnuclearM
magneticMresonanceMspectroscopyMcombinedMwithMmetaboliteMbalancingbMBiotechnologydandd
BioengineeringZM1996ZMhmZMeeeafm

4.9 375

2 StochasticMsimulationMofMbiotechnicalMprocessesbMMathematicsdanddComputersdindSimulationZM1996ZMhfZMekeaekl3.3 3

1 vayesianMcalibrationZMprocessMmodelingMandMuncertaintyMquantificationMinMbiotechnology 1
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