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j Paper IF Citations

185 RecPukKrKRecombinationXawareKmeasureKofKphylogeneticKdiversityYYKPLoSdComputationaldBiologyWK
2022WKbiWKebaajijj 5 0

184 TheKrrabidopsisKeffectorXtriggeredKimmunityKlandscapeKisKconservedKinKoilseedKcropsYYKScientificd
ReportsWK2022WKbcWKgfde 4.9 0

183 MetaeffectorKinteractionsKmodulateKtheKtypeKzzzKeffectorXtriggeredKimmunityKloadKofKPseudomonasK
syringaeYYKPLoSdPathogensWK2022WKbiWKebabafeb 7.6 0

182 PseudomonasKaeruginosaKStrainXsharingKinKvarlyKznfectionKrmongKthildrenKWithKtysticKwibrosisYK
ClinicaldInfectiousdDiseasesWK2021WKhdWKecfcbXecfci 11.6 6

181 tharacterizationKandKpredictiveKfunctionalKprofilesKonKmetagenomicKbgSKrRNrKdataKofKliverK
transplantKrecipientskKrKlongitudinalKstudyYKClinicaldTransplantationWK2021WKdgWKebefde 3.8 0

180 MicronutrientKsupplementsKcanKpromoteKdisruptiveKprotozoanKandKfungalKcommunitiesKinKtheK
developingKinfantKgutYKNaturedCommunicationsWK2021WKbcWKghcj 17.4 3

179 TheKsmallKmoleculeKZaractinKactivatesKZrRbXmediatedKimmunityKinYKProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2021WKbbiWK 11.5 1

178 TransitionsKinKoralKandKgutKmicrobiomeKofKyPVVKoropharyngealKsquamousKcellKcarcinomaKfollowingK
definitiveKchemoradiotherapyKSROMrKLrXOPSttKstudyTYKBritishdJournaldofdCancerWK2021WKbceWKbfedXbffb 8.7 7

177 vvaluationKofKdigitalKdispenseXassistedKbrothKmicrodilutionKantimicrobialKsusceptibilityKtestingKforK
PseudomonasKaeruginosaKisolatesYKScientificdReportsWK2021WKbbWKjbfh 4.9 1

176 vthnicityKrssociationsKWithKwoodKSensitizationKrreKMediatedKbyKxutKMicrobiotaKuevelopmentKinKtheK
wirstKYearKofKLifeYKGastroenterologyWK2021WKbgbWKjeXbag 13.3 5

175 wromKsirthKtoKOverweightKandKrtopicKuiseasekKMultipleKandKtommonKPathwaysKofKtheKznfantKxutK
MicrobiomeYKGastroenterologyWK2021WKbgaWKbciXbeeYeba 13.3 8

174 sacteroidesXdominantKgutKmicrobiomeKofKlateKinfancyKisKassociatedKwithKenhancedK
neurodevelopmentYKGutdMicrobesWK2021WKbdWKbXbh 8.8 12

173 TheKzmpactKofKMigrationKonKtheKxutKMetagenomeKofKSouthKrsianKtanadiansYKGutdMicrobesWK2021WKbdWKbXcj8.8 1

172 TheKvTSXvTzKcyclekKevolutionaryKprocessesKandKmetapopulationKdynamicsKdrivingKtheKdiversificationK
ofKpathogenKeffectorsKandKhostKimmuneKfactorsYKCurrentdOpiniondindPlantdBiologyWK2021WKgcWKbacabb 9.9 6

171 TheKroleKofKPslKinKtheKfailureKtoKeradicateKPseudomonasKaeruginosaKbiofilmsKinKchildrenKwithKcysticK
fibrosisYKNpjdBiofilmsdanddMicrobiomesWK2021WKhWKgd 8.2 2

170 uiversityKandKvvolutionKofKTypeKzzzKSecretedKvffectorskKrKtaseKStudyKofKThreeKwamiliesYKCurrentd
TopicsdindMicrobiologydanddImmunologyWK2020WKechWKcabXcda 3.3 5

169 rKpracticalKassessmentKofKnanoXphosphateKonKsoybeanKSxlycineKmaxTKgrowthKandKmicrobiomeK
establishmentYKScientificdReportsWK2020WKbaWKjbfb 4.9 7
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168 NaturalKenvironmentsKinKtheKurbanKcontextKandKgutKmicrobiotaKinKinfantsYKEnvironmentdInternationalWK
2020WKbecWKbafiib 12.9 14

167 PopulationKgenomicsKofKVibrionaceaeKisolatedKfromKanKendangeredKoasisKrevealsKlocalKadaptationK
afterKanKenvironmentalKperturbationYKBMCdGenomicsWK2020WKcbWKebi 4.5 5

166 TheKpanXgenomeKeffectorXtriggeredKimmunityKlandscapeKofKaKhostXpathogenKinteractionYKScienceWK
2020WKdghWKhgdXhgi 33.3 70

165 rccumulationKofKgeneticKvariantsKassociatedKwithKimmunityKinKtheKselectiveKbreedingKofKbroilersYK
BMCdGeneticsWK2020WKcbWKf 2.6 2

164 LimitingKoxidativeKuNrKdamageKreducesKmicrobeXinducedKcolitisXassociatedKcolorectalKcancerYK
NaturedCommunicationsWK2020WKbbWKbiac 17.4 24

163 vcologicalKSuccessionKofKPolymicrobialKtommunitiesKinKtheKtysticKwibrosisKrirwaysYKMSystemsWK2020WK
fWK 7.6 12

162 rKyighXThroughputWKSeedlingKScreenKforKPlantKzmmunityYKMoleculardPlantsMicrobedInteractionsWK2020WK
ddWKdjeXeab 3.6 3

161 rssessmentKofKznterXLaboratoryKVariationKinKtheKtharacterizationKandKrnalysisKofKtheKMucosalK
MicrobiotaKinKtrohnRsKuiseaseKandKUlcerativeKtolitisYKFrontiersdindMicrobiologyWK2020WKbbWKcaci 5.7 3

160 zmmunodiversityKofKtheKZrRbKNLRKzsKtonveyedKbyKReceptorXLikeKtytoplasmicKβinaseKSensorsYK
FrontiersdindPlantdScienceWK2020WKbbWKbcja 6.2 15

159 rssociationsKofKNOucKpolymorphismsKwithKvrysipelotrichaceaeKinKstoolKofKinKhealthyKfirstKdegreeK
relativesKofKtrohnRsKdiseaseKsubjectsYKBMCdMedicaldGeneticsWK2020WKcbWKcae 2.1 3

158 TheKrrabidopsisKZvubXRelatedKβinaseKxenomicKtlusterKzsKSpecificallyKRequiredKforK
vffectorXTriggeredKzmmunityYKPlantdPhysiologyWK2020WKbieWKbgdfXbgdj 6.6 0

157 zncreasedKzntestinalKPermeabilityKzsKrssociatedKWithKLaterKuevelopmentKofKtrohnRsKuiseaseYK
GastroenterologyWK2020WKbfjWKcajcXcbaaYef 13.3 53

156 VitaminKuKsupplementationKinKpregnancyKandKearlyKinfancyKinKrelationKtoKgutKmicrobiotaK
compositionKandKcolonizationkKimplicationsKforKviralKrespiratoryKinfectionsYKGutdMicrobesWK2020WKbcWKbhjjhde8.8 6

155 vvolutionaryKandKstructuralKanalysesKofKSrRSXtoVXcKugbexKspikeKproteinKmutationKnowK
documentedKworldwideYKScientificdReportsWK2020WKbaWKbeadb 4.9 120

154
tontinuingKtowardsKoptimizationKofKbladderKcancerKcareKinKtanadakKSummaryKofKtheKthirdKsladderK
tancerKtanadaXtanadianKUrologicalKrssociationXtanadianKUrologicKOncologyKxroupK
SsttXtUrXtUOxTKbladderKcancerKqualityKofKcareKconsensusKmeetingYKCanadiandUrologicaldAssociationd
JournalWK2020WKbeWKvbbfXvbcf

1.2 1

153
PenicillinXbindingKproteinKdKisKaKcommonKadaptiveKtargetKamongKPseudomonasKaeruginosaKisolatesK
fromKadultKcysticKfibrosisKpatientsKtreatedKwithK˛†XlactamsYKInternationaldJournaldofdAntimicrobiald
AgentsWK2019WKfdWKgcaXgci

14.3 13

152 MicrobiomeKnetworksKandKchangeXpointKanalysisKrevealKkeyKcommunityKchangesKassociatedKwithK
cysticKfibrosisKpulmonaryKexacerbationsYKNpjdBiofilmsdanddMicrobiomesWK2019WKfWKe 8.2 35

151 tlostridioidesKuifficileKtolonizationKzsKuifferentiallyKrssociatedKwithKxutKMicrobiotaKtompositionKinK
sreastfedKversusKwormulaKwedKznfantsKSORabXacXbjTYKCurrentdDevelopmentsdindNutritionWK2019WKdWK 0.4 78

(2019-2020)
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150 tomparisonKofKtoXhousingKandKLittermateKMethodsKforKMicrobiotaKStandardizationKinKMouseK
ModelsYKCelldReportsWK2019WKchWKbjbaXbjbjYec 10.6 80

149 MolecularKvvolutionKofKTypeKzzzKSecretedKvffectorKProteinsYKFrontiersdindPlantdScienceWK2019WKbaWKebi 6.2 44

148 MycobiomeKSequencingKandKrnalysisKrppliedKtoKwungalKtommunityKProfilingKofKtheKLowerK
RespiratoryKTractKuuringKwungalKPathogenesisYKFrontiersdindMicrobiologyWK2019WKbaWKfbc 5.7 22

147 xutXassociatedKzgrKimmuneKcellsKregulateKobesityXrelatedKinsulinKresistanceYKNaturedCommunications
WK2019WKbaWKdgfa 17.4 70

146 rnalysisKofKxeneticKrssociationKofKzntestinalKPermeabilityKinKyealthyKwirstXdegreeKRelativesKofK
PatientsKwithKtrohnRsKuiseaseYKInflammatorydBoweldDiseasesWK2019WKcfWKbhjgXbiae 4.5 10

145 PerturbationsKofKtheKZvubKpseudokinaseKactivateKplantKimmunityYKPLoSdPathogensWK2019WKbfWKebaahjaa 7.6 23

144 MapKofKphysicalKinteractionsKbetweenKextracellularKdomainsKofKrrabidopsisKleucineXrichKrepeatK
receptorKkinasesYKScientificdDataWK2019WKgWKbjaacf 8.2 2

143 tolonizationKzsKuifferentiallyKrssociatedKWithKxutKMicrobiomeKProfilesKbyKznfantKweedingKModalityK
atKdXeKMonthsKofKrgeYKFrontiersdindImmunologyWK2019WKbaWKcigg 8.4 9

142 zdentifyingKTypeKzzzKSecretedKvffectorKwunctionKviaKaKYeastKxenomicKScreenYKGy:dGenesrdGenomesrd
GeneticsWK2019WKjWKfdfXfeh 3.2 8

141 RecombinationKofKecologicallyKandKevolutionarilyKsignificantKlociKmaintainsKgeneticKcohesionKinKtheK
PseudomonasKsyringaeKspeciesKcomplexYKGenomedBiologyWK2019WKcaWKd 18.3 45

140 RolesKofKsirthKModeKandKznfantKxutKMicrobiotaKinKzntergenerationalKTransmissionKofKOverweightK
andKObesityKwromKMotherKtoKOffspringYKJAMAdPediatricsWK2018WKbhcWKdgiXdhh 8.3 144

139 uiversificationKofKPseudomonasKaeruginosaKwithinKtheKcysticKfibrosisKlungKandKitsKeffectsKonK
antibioticKresistanceYKFEMSdMicrobiologydLettersWK2018WKdgfWK 2.9 13

138 rssemblyKandKecologicalKfunctionKofKtheKrootKmicrobiomeKacrossKangiospermKplantKspeciesYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2018WKbbfWKvbbfhXvbbgf11.5 401

137 rnKextracellularKnetworkKofKrrabidopsisKleucineXrichKrepeatKreceptorKkinasesYKNatureWK2018WKffdWKdecXdeg50.4 137

136 wUTcKgenotypeKandKsecretoryKstatusKareKnotKassociatedKwithKfecalKmicrobialKcompositionKandK
inferredKfunctionKinKhealthyKsubjectsYKGutdMicrobesWK2018WKjWKdfhXdgi 8.8 27

135 thloroplastKsequenceKvariationKandKtheKefficacyKofKpeptideKnucleicKacidsKforKblockingKhostK
amplificationKinKplantKmicrobiomeKstudiesYKMicrobiomeWK2018WKgWKbee 16.6 34

134 rssociationKofKvxposureKtoKwormulaKinKtheKyospitalKandKSubsequentKznfantKweedingKPracticesKWithK
xutKMicrobiotaKandKRiskKofKOverweightKinKtheKwirstKYearKofKLifeYKJAMAdPediatricsWK2018WKbhcWKebibbgb 8.3 121

133 StructuralKandKbiochemicalKapproachesKuncoverKmultipleKevolutionaryKtrajectoriesKofKplantKquinateK
dehydrogenasesYKPlantdJournalWK2018WKjfWKibc 6.9 7
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132 rKyighXSensitivityWKMicrotiterXsasedKPlateKrssayKforKPlantKPatternXTriggeredKzmmunityYKMoleculard
PlantsMicrobedInteractionsWK2018WKdbWKejjXfae 3.6 13

131 uesignKandKapplicationKofKaKnovelKtwoXampliconKapproachKforKdefiningKeukaryoticKmicrobiotaYK
MicrobiomeWK2018WKgWKcci 16.6 8

130 rKgenomeXwideKassociationKanalysisKrevealsKaKpotentialKroleKforKrecombinationKinKtheKevolutionKofK
antimicrobialKresistanceKinKsurkholderiaKmultivoransYKPLoSdPathogensWK2018WKbeWKebaahefd 7.6 11

129 tonstructingKandKrnalyzingKMicrobiomeKNetworksKinKRYKMethodsdindMoleculardBiologyWK2018WKbiejWKcedXcgg1.4 15

128 PostnatalKexposureKtoKhouseholdKdisinfectantsWKinfantKgutKmicrobiotaKandKsubsequentKriskKofK
overweightKinKchildrenYKCmajWK2018WKbjaWKvbajhXvbbah 3.5 29

127 vpidemiologyKofKtlonalKPseudomonasKaeruginosaKznfectionKinKaKtanadianKtysticKwibrosisKPopulationYK
AnnalsdofdthedAmericandThoracicdSocietyWK2018WKbfWKichXidg 4.7 8

126 PopulationKgenomicsKofKbacterialKhostKadaptationYKNaturedReviewsdGeneticsWK2018WKbjWKfejXfgf 30.1 105

125 TheKyopwKfamilyKofKPseudomonasKsyringaeKtypeKzzzKsecretedKeffectorsYKMoleculardPlantdPathologyWK
2017WKbiWKefhXegi 5.7 14

124 NavigatingKsocialKandKethicalKchallengesKofKbiobankingKforKhumanKmicrobiomeKresearchYKBMCd
MedicaldEthicsWK2017WKbiWKb 2.9 53

123 uisentanglingKznteractionsKinKtheKMicrobiomekKrKNetworkKPerspectiveYKTrendsdindMicrobiologyWK2017WK
cfWKcbhXcci 12.4 327

122 vxposureKtoKhouseholdKfurryKpetsKinfluencesKtheKgutKmicrobiotaKofKinfantKatKdXe´ monthsKfollowingK
variousKbirthKscenariosYKMicrobiomeWK2017WKfWKea 16.6 126

121 vxpandedKtypeKzzzKeffectorKrecognitionKbyKtheKZrRbKNLRKproteinKusingKZvubXrelatedKkinasesYKNatured
PlantsWK2017WKdWKbhach 11.5 62

120 interactionKwithKbiofilmKenhancesKtobramycinKresistanceYKNpjdBiofilmsdanddMicrobiomesWK2017WKdWKcf 8.2 67

119 uraftKxenomeKSequencesKofKbaKvnvironmentalKStrainsKzsolatedKfromKSoilsWKSedimentsWKandKWatersYK
GenomedAnnouncementsWK2017WKfWK 4

118 rKPracticalKxuideKtoKQuantitativeKznteractorKScreeningKwithKNextXxenerationKSequencingKSQzSXSeqTYK
MethodsdindMoleculardBiologyWK2017WKbgbdWKbXca 1.4 1

117 zmpactKofKzmmunosuppressionKonKtheKMetagenomicKtompositionKofKtheKzntestinalKMicrobiomekKaK
SystemsKsiologyKrpproachKtoKPostXTransplantKuiabetesYKScientificdReportsWK2017WKhWKbachh 4.9 32

116 TheKstudyKofKpatternXtriggeredKimmunityKinKrrabidopsisYKCanadiandJournaldofdPlantdPathologyWK2017WK
djWKchfXcib 1.6 1

115
zdentificationKandKanalysisKofKsevenKeffectorKproteinKfamiliesKwithKdifferentKadaptiveKandK
evolutionaryKhistoriesKinKplantXassociatedKmembersKofKtheKXanthomonadaceaeYKScientificdReportsWK
2017WKhWKbgbdd

4.9 17

(2017-2018)
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114 vvolutionWKgenomicsKandKepidemiologyKofKPseudomonasKsyringaekKthallengesKinKsacterialKMolecularK
PlantKPathologyYKMoleculardPlantdPathologyWK2017WKbiWKbfcXbgi 5.7 71

113
OralKVancomycinKwollowedKbyKwecalKTransplantationKVersusKTaperingKOralKVancomycinKTreatmentK
forKRecurrentKtlostridiumKdifficileKznfectionkKrnKOpenXLabelWKRandomizedKtontrolledKTrialYKClinicald
InfectiousdDiseasesWK2017WKgeWKcgfXchb

11.6 110

112 tesareanKSectionWKwormulaKweedingWKandKznfantKrntibioticKvxposurekKSeparateKandKtombinedK
zmpactsKonKxutKMicrobialKthangesKinKLaterKznfancyYKFrontiersdindPediatricsWK2017WKfWKcaa 3.4 50

111 SexXspecificKimpactKofKasthmaKduringKpregnancyKonKinfantKgutKmicrobiotaYKEuropeandRespiratoryd
JournalWK2017WKfaWK 13.6 15

110 TopoXphylogenykKVisualizingKevolutionaryKrelationshipsKonKaKtopographicKlandscapeYKPLoSdONEWK
2017WKbcWKeabhfijf 3.7 4

109 xeneKSliderkKsequenceKlogoKinteractiveKdataXvisualizationKforKeducationKandKresearchYKBioinformatics
WK2016WKdcWKdghaXdghc 7.2 3

108 PhytopathogenKxenomeKrnnouncementkKuraftKxenomeKSequencesKofKgcKPseudomonasKsyringaeK
TypeKandKPathotypeKStrainsYKMoleculardPlantsMicrobedInteractionsWK2016WKcjWKcedXg 3.6 27

107 NzNXlikeKproteinKiKisKaKmasterKregulatorKofKnitrateXpromotedKseedKgerminationKinKrrabidopsisYK
NaturedCommunicationsWK2016WKhWKbdbhj 17.4 95

106 NβTKtellXueficientKMiceKyarborKanKrlteredKMicrobiotaKThatKwuelsKzntestinalKznflammationKduringK
themicallyKznducedKtolitisYKJournaldofdImmunologyWK2016WKbjhWKeegeXeehc 5.3 62

105 rKueXNovoKxenomeKrnalysisKPipelineKSueNoxrPTKforKlargeXscaleKcomparativeKprokaryoticKgenomicsK
studiesYKBMCdBioinformaticsWK2016WKbhWKcga 3.6 14

104
igKrssociationKofKvnvironmentalKvxposuresKWithKtheKtompositionKandKuiversityKofKtheKyumanKxutK
MicrobiomeKinKyealthyKwirstKuegreeKRelativesKSwuRTKofKtrohnRsKPatientsYKGastroenterologyWK2016WK
bfaWKScbXScc

13.3 2

103
xenomicKscreensKidentifyKaKnewKphytobacterialKmicrobeXassociatedKmolecularKpatternKandKtheK
cognateKrrabidopsisKreceptorXlikeKkinaseKthatKmediatesKitsKimmuneKelicitationYKGenomedBiologyWK
2016WKbhWKji

18.3 48

102 ProphagesKmediateKdefenseKagainstKphageKinfectionKthroughKdiverseKmechanismsYKISMEdJournalWK
2016WKbaWKcifeXcigg 11.9 176

101
zmpactKofKmaternalKintrapartumKantibioticsWKmethodKofKbirthKandKbreastfeedingKonKgutKmicrobiotaK
duringKtheKfirstKyearKofKlifekKaKprospectiveKcohortKstudyYKBJOG:dandInternationaldJournaldofdObstetricsd
anddGynaecologyWK2016WKbcdWKjidXjd

3.7 328

100
thronicKinfectionKphenotypesKofKPseudomonasKaeruginosaKareKassociatedKwithKfailureKofK
eradicationKinKchildrenKwithKcysticKfibrosisYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousd
DiseasesWK2016WKdfWKghXhe

5.3 25

99 MetabolicKReprogrammingKbyKyexosamineKsiosyntheticKandKxolgiKNXxlycanKsranchingKPathwaysYK
ScientificdReportsWK2016WKgWKcdaed 4.9 52

98 zmageXsasedKQuantificationKofKPlantKzmmunityKandKuiseaseYKMoleculardPlantsMicrobedInteractionsWK
2016WKcjWKjbjXjce 3.6 30

97 yighKfecalKzgrKisKassociatedKwithKreducedKtlostridiumKdifficileKcolonizationKinKinfantsYKMicrobesdandd
InfectionWK2016WKbiWKfedXj 9.3 18
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96 rssociationKofKhostKgenomeKwithKintestinalKmicrobialKcompositionKinKaKlargeKhealthyKcohortYKNatured
GeneticsWK2016WKeiWKbebdXbebh 36.3 257

95 RegulationKofKobesityXrelatedKinsulinKresistanceKwithKgutKantiXinflammatoryKagentsYKCelldMetabolismWK
2015WKcbWKfchXec 24.6 197

94 TheKhumanKmicrobiomeYKCmajWK2015WKbihWKicf 3.5 3

93 SelectiveKSweepsKandKParallelKPathoadaptationKuriveKPseudomonasKaeruginosaKvvolutionKinKtheK
tysticKwibrosisKLungYKMBioWK2015WKgWKeaajibXbf 7.8 83

92 PhenotypicKdiversityKwithinKaKPseudomonasKaeruginosaKpopulationKinfectingKanKadultKwithKcysticK
fibrosisYKScientificdReportsWK2015WKfWKbajdc 4.9 60

91 tomparativeKgenomicKanalysisKofKmultipleKstrainsKofKtwoKunusualKplantKpathogenskKPseudomonasK
corrugataKandKPseudomonasKmediterraneaYKFrontiersdindMicrobiologyWK2015WKgWKibb 5.7 25

90 vlevatedKTemperatureKuifferentiallyKznfluencesKvffectorXTriggeredKzmmunityKOutputsKinK
rrabidopsisYKFrontiersdindPlantdScienceWK2015WKgWKjjf 6.2 25

89 LungKmicrobiotaKacrossKageKandKdiseaseKstageKinKcysticKfibrosisYKScientificdReportsWK2015WKfWKbaceb 4.9 226

88 SeasonalKcommunityKsuccessionKofKtheKphyllosphereKmicrobiomeYKMoleculardPlantsMicrobed
InteractionsWK2015WKciWKcheXif 3.6 166

87 znfantKgutKmicrobiotaKandKfoodKsensitizationkKassociationsKinKtheKfirstKyearKofKlifeYKClinicaldandd
ExperimentaldAllergyWK2015WKefWKgdcXed 4.1 237

86 xenomicKandKxeneXvxpressionKtomparisonsKamongKPhageXResistantKTypeXzVKPilusKMutantsKofK
PseudomonasKsyringaeKpathovarKphaseolicolaYKPLoSdONEWK2015WKbaWKeabeefbe 3.7 8

85 xlobalKrnalysisKofKtheKwungalKMicrobiomeKinKtysticKwibrosisKPatientsKRevealsKLossKofKwunctionKofKtheK
TranscriptionalKRepressorKNrgbKasKaKMechanismKofKPathogenKrdaptationYKPLoSdPathogensWK2015WKbbWKebaafdai7.6 54

84 NextXgenerationKmappingKofKgeneticKmutationsKusingKbulkKpopulationKsequencingYKMethodsdind
MoleculardBiologyWK2014WKbagcWKdabXbf 1.4 8

83 OpinionkKtonservationKandKstewardshipKofKtheKhumanKmicrobiomeYKProceedingsdofdthedNationald
AcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2014WKbbbWKbedbcXd 11.5 16

82 MicrobialKgenomeXenabledKinsightsKintoKplantXmicroorganismKinteractionsYKNaturedReviewsdGeneticsWK
2014WKbfWKhjhXibd 30.1 135

81 xutKmicrobialKmetabolismKdrivesKtransformationKofKMSycXdeficientKcolonKepithelialKcellsYKCellWK2014WK
bfiWKciiXcjj 56.2 283

80 yopZeKfromKPseudomonasKsyringaeWKaKmemberKofKtheKyopZKtypeKzzzKeffectorKfamilyKfromKtheKYop K
superfamilyWKinhibitsKtheKproteasomeKinKplantsYKMoleculardPlantsMicrobedInteractionsWK2014WKchWKgbbXcd 3.6 38

79 xenomicKrnalysisKofKPlantKPathogenicKsacteriaK2014WKdjcXebi 1

(2014-2016)
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78 TheKriseKofKtheKundeadkKpseudokinasesKasKmediatorsKofKeffectorXtriggeredKimmunityYKPlantdSignalingd
anddBehaviorWK2014WKjWKechfgd 2.5 13

77 PeptidesKandKsmallKmoleculesKofKtheKplantXpathogenKapoplasticKarenaYKFrontiersdindPlantdScienceWK
2014WKfWKghh 6.2 31

76 ProteomicsKofKeffectorXtriggeredKimmunityKSvTzTKinKplantsYKVirulenceWK2014WKfWKhfcXga 4.7 12

75 rssociationsKbetweenKbacterialKcommunitiesKofKhouseKdustKandKinfantKgutYKEnvironmentaldResearchWK
2014WKbdbWKcfXda 7.9 38

74 TheKPseudomonasKsyringaeKtypeKzzzKeffectorKyopwcKsuppressesKrrabidopsisKstomatalKimmunityYK
PLoSdONEWK2014WKjWKebbejcb 3.7 44

73 zmmunomodulationKbyKtheKPseudomonasKsyringaeKyopZKtypeKzzzKeffectorKfamilyKinKrrabidopsisYKPLoSd
ONEWK2014WKjWKebbgbfc 3.7 27

72 znfantKgutKmicrobiotaKandKtheKhygieneKhypothesisKofKallergicKdiseasekKimpactKofKhouseholdKpetsKandK
siblingsKonKmicrobiotaKcompositionKandKdiversityYKAllergyrdAsthmadanddClinicaldImmunologyWK2013WKjWKbf 3.2 172

71
TheKrrabidopsisKZvubKpseudokinaseKisKrequiredKforKZrRbXmediatedKimmunityKinducedKbyKtheK
PseudomonasKsyringaeKtypeKzzzKeffectorKyopZbaYKProceedingsdofdthedNationaldAcademydofdSciencesdofd
thedUniteddStatesdofdAmericaWK2013WKbbaWKbihccXh

11.5 121

70 xutKmicrobiotaKdiversityKandKatopicKdiseasekKdoesKbreastXfeedingKplayKaKrolepYKJournaldofdAllergydandd
ClinicaldImmunologyWK2013WKbdbWKcehXi 11.5 20

69 xenomicKanalysisKofKtheKβiwifruitKpathogenKPseudomonasKsyringaeKpvYKactinidiaeKprovidesKinsightK
intoKtheKoriginsKofKanKemergentKplantKdiseaseYKPLoSdPathogensWK2013WKjWKebaadfad 7.6 165

68 NeutralKgenomicKmicroevolutionKofKaKrecentlyKemergedKpathogenWKSalmonellaKentericaKserovarK
rgonaYKPLoSdGeneticsWK2013WKjWKebaadehb 6 75

67 PhytopathogenKtypeKzzzKeffectorsKasKprobesKofKbiologicalKsystemsYKMicrobialdBiotechnologyWK2013WKgWKcdaXea6.3 18

66 xutKmicrobiotaKofKhealthyKtanadianKinfantskKprofilesKbyKmodeKofKdeliveryKandKinfantKdietKatKeK
monthsYKCmajWK2013WKbifWKdifXje 3.5 604

65 tharacterizationKofKtheKgutXassociatedKmicrobiomeKinKinflammatoryKpouchKcomplicationsKfollowingK
ilealKpouchXanalKanastomosisYKPLoSdONEWK2013WKiWKeggjde 3.7 63

64
QuantitativeKznteractorKScreeningKwithKnextXgenerationKSequencingKSQzSXSeqTKidentifiesK
rrabidopsisKthalianaKMLOcKasKaKtargetKofKtheKPseudomonasKsyringaeKtypeKzzzKeffectorKyopZcYKBMCd
GenomicsWK2012WKbdWKi

4.5 56

63 vgccWKaKminiatureWKvirulenceXassociatedKmobileKelementYKJournaldofdBacteriologyWK2012WKbjeWKfajXbh 3.5 11

62 tomparisonKofKthreeKtypingKmethodsKforKPseudomonasKaeruginosaKisolatesKfromKpatientsKwithK
cysticKfibrosisYKEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesWK2012WKdbWKddebXfa 5.3 42

61 vxtensiveKremodelingKofKtheKPseudomonasKsyringaeKpvYKavellanaeKtypeKzzzKsecretomeKassociatedK
withKtwoKindependentKhostKshiftsKontoKhazelnutYKBMCdMicrobiologyWK2012WKbcWKbeb 4.5 41
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60 worwardKchemicalKgeneticKscreensKinKrrabidopsisKidentifyKgenesKthatKinfluenceKsensitivityKtoKtheK
phytotoxicKcompoundKsulfamethoxazoleYKBMCdPlantdBiologyWK2012WKbcWKccg 5.3 12

59 PseudomonasKsyringaeKpvYKactinidiaeKSPSrTKisolatesKfromKrecentKbacterialKcankerKofKkiwifruitK
outbreaksKbelongKtoKtheKsameKgeneticKlineageYKPLoSdONEWK2012WKhWKedgfbi 3.7 102

58 yoprSbKrecognitionKsignificantlyKcontributesKtoKrrabidopsisKnonhostKresistanceKtoKPseudomonasK
syringaeKpathogensYKNewdPhytologistWK2012WKbjdWKfiXgg 9.8 28

57 rKbacterialKacetyltransferaseKdestroysKplantKmicrotubuleKnetworksKandKblocksKsecretionYKPLoSd
PathogensWK2012WKiWKebaacfcd 7.6 116

56 uisruptionKofKtheKmurineKxlpcrKimpairsKPanethKcellKfunctionKandKincreasesKsusceptibilityKtoKsmallK
bowelKenteritisYKEndocrinologyWK2012WKbfdWKbbebXfb 4.8 59

55 zdentificationKofKinnateKimmunityKelicitorsKusingKmolecularKsignaturesKofKnaturalKselectionYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2012WKbajWKecbfXca 11.5 73

54 PulmonaryKbacterialKcommunitiesKinKsurgicallyKresectedKnoncysticKfibrosisKbronchiectasisKlungsKareK
similarKtoKthoseKinKcysticKfibrosisYKPulmonarydMedicineWK2012WKcabcWKhegdfi 5.3 15

53 rnalysisKofKtheKcysticKfibrosisKlungKmicrobiotaKviaKserialKzlluminaKsequencingKofKbacterialKbgSKrRNrK
hypervariableKregionsYKPLoSdONEWK2012WKhWKeefhjb 3.7 40

52 NextXgenerationKgenomicsKofKPseudomonasKsyringaeYKCurrentdOpiniondindMicrobiologyWK2011WKbeWKceXda 7.9 30

51 vvolutionKofKplantKpathogenesisKinKPseudomonasKsyringaekKaKgenomicsKperspectiveYKAnnualdReviewd
ofdPhytopathologyWK2011WKejWKcgjXij 10.8 76

50 NextXgenerationKmappingKofKrrabidopsisKgenesYKPlantdJournalWK2011WKghWKhbfXcf 6.9 228

49 TheKYop KsuperfamilyKinKplantXassociatedKbacteriaYKMoleculardPlantdPathologyWK2011WKbcWKjciXdh 5.7 59

48
TranscriptomicKresponsesKofKtheKsoftwoodXdegradingKwhiteXrotKfungusKPhanerochaeteKcarnosaK
duringKgrowthKonKconiferousKandKdeciduousKwoodYKApplieddanddEnvironmentaldMicrobiologyWK2011WK
hhWKdcbbXi

4.8 92

47 TrigKisKaKglobalKtranscriptionKregulatorKinKtheKphytopathogenKwusariumKgraminearumYKPLoSd
PathogensWK2011WKhWKebaaccgg 7.6 85

46 UseKofKlowXcoverageWKlargeXinsertWKshortXreadKdataKforKrapidKandKaccurateKgenerationKofK
enhancedXqualityKdraftKPseudomonasKgenomeKsequencesYKPLoSdONEWK2011WKgWKechbjj 3.7 3

45 PopulationKxenomicsKofKsacteriaK2010WKbcbXbfb 3

44 PrMusWKaKmultilocusKsequenceKtypingKandKanalysisKdatabaseKandKwebsiteKforKplantXassociatedK
microbesYKPhytopathologyWK2010WKbaaWKcaiXbf 3.8 134

43 rlleleXspecificKvirulenceKattenuationKofKtheKPseudomonasKsyringaeKyopZbaKtypeKzzzKeffectorKviaKtheK
rrabidopsisKZrRbKresistanceKproteinYKPLoSdGeneticsWK2010WKgWKebaaaije 6 103

(2010-2012)
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42
PseudomonasKsyringaeKstrainsKnaturallyKlackingKtheKclassicalKPYKsyringaeKhrpZhrcKLocusKareKcommonK
leafKcolonizersKequippedKwithKanKatypicalKtypeKzzzKsecretionKsystemYKMoleculardPlantsMicrobed
InteractionsWK2010WKcdWKbjiXcba

3.6 74

41 ueterminantsKofKdivergentKadaptationKandKuobzhanskyXMullerKinteractionKinKexperimentalKyeastK
populationsYKCurrentdBiologyWK2010WKcaWKbdidXi 6.3 58

40
UsingKaKcommercialKuiversiLabKsemiautomatedKrepetitiveKsequenceXbasedKPtRKtypingKtechniqueKforK
identificationKofKvscherichiaKcoliKcloneKSTbdbKproducingKtTXXMXbfYKJournaldofdClinicaldMicrobiologyWK
2009WKehWKbcbcXf

9.7 53

39 sacterialKevolutionkKdynamicKgenomesKandKtheKpowerKofKtransformationYKCurrentdBiologyWK2009WKbjWKRifhXj6.3 1

38 TheKtargetingKofKplantKcellularKsystemsKbyKinjectedKtypeKzzzKeffectorKproteinsYKSeminarsdindCelldandd
DevelopmentaldBiologyWK2009WKcaWKbaffXgd 7.5 52

37 rllelicKvariantsKofKtheKPseudomonasKsyringaeKtypeKzzzKeffectorKyopZbKareKdifferentiallyKrecognizedK
byKplantKresistanceKsystemsYKMoleculardPlantsMicrobedInteractionsWK2009WKccWKbhgXij 3.6 40

36 vvolutionKofKtheKtypeKzzzKsecretionKsystemKandKitsKeffectorsKinKplantXmicrobeKinteractionsYKNewd
PhytologistWK2008WKbhhWKddXeh 9.8 92

35 vvolutionKofKprokaryoticKandKeukaryoticKvirulenceKeffectorsYKCurrentdOpiniondindPlantdBiologyWK2008WK
bbWKebcXj 9.9 63

34 vvolutionKofKtheKtoreKxenomeKofKPseudomonasKsyringaeKWKaKyighlyKtlonalWKvndemicKPlantKPathogenYK
ApplieddanddEnvironmentaldMicrobiologyWK2008WKheWKbjgbXbjgb 4.8 1

33 NewKandKsensitiveKassayKforKdeterminingKPseudomonasKaeruginosaKmetalloXbetaXlactamaseK
resistanceKtoKimipenemYKJournaldofdClinicaldMicrobiologyWK2008WKegWKbihaXc 9.7 9

32
rKphylogenomicKanalysisKofKtheKshikimateKdehydrogenasesKrevealsKbroadscaleKfunctionalK
diversificationKandKidentifiesKoneKfunctionallyKdistinctKsubclassYKMoleculardBiologydanddEvolutionWK
2008WKcfWKcccbXdc

8.3 18

31 TheKyopZKfamilyKofKPseudomonasKsyringaeKtypeKzzzKeffectorsKrequireKmyristoylationKforKvirulenceK
andKavirulenceKfunctionsKinKrrabidopsisKthalianaYKJournaldofdBacteriologyWK2008WKbjaWKciiaXjb 3.5 76

30 yostXpathogenKinterplayKandKtheKevolutionKofKbacterialKeffectorsYKCellulardMicrobiologyWK2008WKbaWKcifXjc3.9 79

29 tonvergentKevolutionKofKphytopathogenicKpseudomonadsKontoKhazelnutYKMicrobiologydmUnitedd
KingdomnWK2007WKbfdWKcaghXcahd 2.9 23

28 TerminalKreassortmentKdrivesKtheKquantumKevolutionKofKtypeKzzzKeffectorsKinKbacterialKpathogensYK
PLoSdPathogensWK2006WKcWKebae 7.6 94

27 TypeKzzzKeffectorKdiversificationKviaKbothKpathoadaptationKandKhorizontalKtransferKinKresponseKtoKaK
coevolutionaryKarmsKraceYKPLoSdGeneticsWK2006WKcWKecaj 6 152

26 uiversifyingKselectionKdrivesKtheKevolutionKofKtheKtypeKzzzKsecretionKsystemKpilusKofKPseudomonasK
syringaeYKMoleculardBiologydanddEvolutionWK2006WKcdWKcdecXfe 8.3 63

25 tomparativeKgenomicsKofKhostXspecificKvirulenceKinKPseudomonasKsyringaeYKGeneticsWK2006WKbheWKbaebXfg4 117
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24
sioinformaticsXenabledKidentificationKofKtheKyrpLKregulonKandKtypeKzzzKsecretionKsystemKeffectorK
proteinsKofKPseudomonasKsyringaeKpvYKphaseolicolaKbeeirYKMoleculardPlantsMicrobedInteractionsWK
2006WKbjWKbbjdXcag

3.6 77

23 PhylogeneticKcharacterizationKofKvirulenceKandKresistanceKphenotypesKofKPseudomonasKsyringaeYK
ApplieddanddEnvironmentaldMicrobiologyWK2005WKhbWKfbicXjb 4.8 208

22
ProposedKguidelinesKforKaKunifiedKnomenclatureKandKphylogeneticKanalysisKofKtypeKzzzKyopKeffectorK
proteinsKinKtheKplantKpathogenKPseudomonasKsyringaeYKMoleculardPlantsMicrobedInteractionsWK2005WK
biWKchfXic

3.6 119

21 tompleteKsequenceKandKevolutionaryKgenomicKanalysisKofKtheKPseudomonasKaeruginosaK
transposableKbacteriophageKudbbcYKJournaldofdBacteriologyWK2004WKbigWKeaaXba 3.5 69

20 NucleotideKsequenceKandKevolutionKofKtheKfiveXplasmidKcomplementKofKtheKphytopathogenK
PseudomonasKsyringaeKpvYKmaculicolaKvSedcgYKJournaldofdBacteriologyWK2004WKbigWKfbabXbf 3.5 42

19 MosaicKevolutionKofKtheKsevereKacuteKrespiratoryKsyndromeKcoronavirusYKJournaldofdVirologyWK2004WK
hiWKhgXic 6.6 122

18 uiverseKevolutionaryKmechanismsKshapeKtheKtypeKzzzKeffectorKvirulenceKfactorKrepertoireKinKtheKplantK
pathogenKPseudomonasKsyringaeYKGeneticsWK2004WKbghWKbdebXga 4 90

17 TheKPtRKamplificationKandKcharacterizationKofKentireKPseudomonasKsyringaeKhrpZhrcKclustersYK
MoleculardPlantdPathologyWK2004WKfWKbdhXea 5.7 6

16 PlantsKasKmodelsKforKtheKstudyKofKhumanKpathogenesisYKBiotechnologydAdvancesWK2004WKccWKdgdXic 17.8 20

15 vvolutionKofKtheKcoreKgenomeKofKPseudomonasKsyringaeWKaKhighlyKclonalWKendemicKplantKpathogenYK
ApplieddanddEnvironmentaldMicrobiologyWK2004WKhaWKbjjjXcabc 4.8 336

14 rKfunctionalKscreenKforKtheKtypeKzzzKSyrpTKsecretomeKofKtheKplantKpathogenKPseudomonasKsyringaeYK
ScienceWK2002WKcjfWKbhccXg 33.3 326

13 wunctionalKanalysisKofKtheKtypeKzzzKeffectorsKrvrRptcKandKrvrRpmbKofKPseudomonasKsyringaeKwithK
theKuseKofKaKsingleXcopyKgenomicKintegrationKsystemYKMoleculardPlantsMicrobedInteractionsWK2001WKbeWKbefXff3.6 126

12 TheKgainXofXfunctionKrrabidopsisKacdgKmutantKrevealsKnovelKregulationKandKfunctionKofKtheKsalicylicK
acidKsignalingKpathwayKinKcontrollingKcellKdeathWKdefensesWKandKcellKgrowthYKPlantdCellWK1999WKbbWKbgjfXhai11.6 294

11 rnKXXlinkedKgeneKwithKaKdegenerateKYXlinkedKhomologueKinKaKdioeciousKplantYKNatureWK1998WKdjdWKcgdXg 50.4 120

10 RecombinationKandKclonalityKinKnaturalKpopulationsKofKvscherichiaKcoliYKTrendsdindEcologydandd
EvolutionWK1997WKbcWKbgXcc 10.9 41

9 SeeingKselectionKinKSKalleleKsequencesYKCurrentdBiologyWK1997WKhWKRdeXh 6.3 5

8 ReductionsKinKgeneticKvariationKinurosophilaKandvYKcoliKcausedKbyKselectionKatKlinkedKsitesYKJournald
ofdGeneticsWK1996WKhfWKejXgb 1.2 11

7 MultipleKinfectionsKofKzxodesKscapularisKticksKbyKsorreliaKburgdorferiKasKrevealedKbyKsingleXstrandK
conformationKpolymorphismKanalysisYKJournaldofdClinicaldMicrobiologyWK1996WKdeWKgfcXg 9.7 70

(1996-2006)
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6 tlonalKdivergenceKinKvscherichiaKcoliKasKaKresultKofKrecombinationWKnotKmutationYKScienceWK1994WKcggWKbdiaXd33.3 345

5 uetectingKselectiveKsweepsKinKnaturallyKoccurringKvscherichiaKcoliYKGeneticsWK1994WKbdiWKjjdXbaad 4 93

4 ObservationsKonKtheKsreedingKzmmigrationKofKWoodKwrogsKRanaKsylvaticaKReintroducedKinK
vastXcentralKMissouriYKAmericandMidlanddNaturalistWK1991WKbcfWKcgj 0.7 8

3 PopulationKgenomicsKofKVibrionaceaeKisolatedKfromKanKendangeredKoasisKrevealsKlocalKadaptationK
afterKanKenvironmentalKperturbation 1

2 vvolutionaryKandKstructuralKanalysesKofKSrRSXtoVXcKugbexKspikeKproteinKmutationKnowK
documentedKworldwide 5

1 RecombinationKofKecologicallyKandKevolutionarilyKsignificantKlociKmaintainsKgeneticKcohesionKinK
thePseudomonasKsyringaespeciesKcomplex 7
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