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801 zngoingHrevolutionHinHbacteriologyeHroutineHidentificationHofHbacteriaHbyHmatrixUassistedHlaserH
desorptionHionizationHtimeUofUflightHmassHspectrometryVHClinicalaInfectiousaDiseasesTH2009TH]dTH5][U5Y 11.6 1396

800 ”pdateHonHtickUborneHrickettsiosesHaroundHtheHworldeHaHgeographicHapproachVHClinicalaMicrobiologya
ReviewsTH2013THZaTHa5bUbXZ 34 783

799 “heHepidemiologyHandHcontrolHofHlcinetobacterHbaumanniiHinHhealthHcareHfacilitiesVHClinicalaInfectiousa
DiseasesTH2006TH]ZTHadZUd 11.6 625

798 nultureHofHpreviouslyHunculturedHmembersHofHtheHhumanHgutHmicrobiotaHbyHculturomicsVHNaturea
MicrobiologyTH2016THYTHYaZX[ 26.6 555

797 nomparativeHgenomicsHofHmultidrugHresistanceHinHlcinetobacterHbaumanniiVHPLoSaGeneticsTH2006THZTHeb 6 553

796 “heHrebirthHofHcultureHinHmicrobiologyHthroughHtheHexampleHofHculturomicsHtoHstudyHhumanHgutH
microbiotaVHClinicalaMicrobiologyaReviewsTH2015THZcTHZ[bUa] 34 490

795
nlinicalHandHmicrobiologicalHeffectHofHaHcombinationHofHhydroxychloroquineHandHazithromycinHinHcXH
nzVtoUYdHpatientsHwithHatHleastHaHsixUdayHfollowHupeHlHpilotHobservationalHstudyVHTravelaMedicineaanda
InfectiousaDiseaseTH2020TH[]THYXYaa[

8.4 479

794 oiagnosisHofHQHfeverVHJournalaofaClinicalaMicrobiologyTH1998TH[aTHYcZ[U[] 9.7 404

793 nultivationHofHtheHbacillusHofH hippleOsHdiseaseVHNewaEnglandaJournalaofaMedicineTH2000TH[]ZTHaZXU5 59.2 382

792 xechanismsHofHevolutionHinHRickettsiaHconoriiHandHRVHprowazekiiVHScienceTH2001THZd[THZXd[Uc 33.3 365

791 QHfeverHYdc5UYddcVHnlinicalHandHepidemiologicHfeaturesHofHYT[c[HinfectionsVHMedicineaiUnitedaStateskTH
2000THbdTHYXdUZ[ 1.8 353

790 nomprehensiveHdiagnosticHstrategyHforHbloodHcultureUnegativeHendocarditiseHaHprospectiveHstudyHofH
cYdHnewHcasesVHClinicalaInfectiousaDiseasesTH2010TH5YTHY[YU]X 11.6 322

789
oifferentiationHofHspottedHfeverHgroupHrickettsiaeHbyHsequencingHandHanalysisHofHrestrictionH
fragmentHlengthHpolymorphismHofHPnRUamplifiedHoylHofHtheHgeneHencodingHtheHproteinHrzmplVH
JournalaofaClinicalaMicrobiologyTH1996TH[]THZX5cUa5

9.7 315

788
tdentificationHofHrareHpathogenicHbacteriaHinHaHclinicalHmicrobiologyHlaboratoryeHimpactHofH
matrixUassistedHlaserHdesorptionHionizationUtimeHofHflightHmassHspectrometryVHJournalaofaClinicala
MicrobiologyTH2013TH5YTHZYcZUd]

9.7 312

787 nulturingHtheHhumanHmicrobiotaHandHculturomicsVHNatureaReviewsaMicrobiologyTH2018THYaTH5]XU55X 22.2 303

786 parlyHtreatmentHofHnzVtoUYdHpatientsHwithHhydroxychloroquineHandHazithromycineHlHretrospectiveH
analysisHofHYXaYHcasesHinHxarseilleTHqranceVHTravelaMedicineaandaInfectiousaDiseaseTH2020TH[5THYXYb[c 8.4 300

785 lHpolyphasicHstrategyHincorporatingHgenomicHdataHforHtheHtaxonomicHdescriptionHofHnovelHbacterialH
speciesVHInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2014THa]TH[c]U[dY 2.2 298
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784 reneHsequenceUbasedHcriteriaHforHidentificationHofHnewHrickettsiaHisolatesHandHdescriptionHofH
RickettsiaHheilongjiangensisHspVHnovVHJournalaofaClinicalaMicrobiologyTH2003TH]YTH5]5aUa5 9.7 289

783 xlwotU“zqUmassHspectrometryHapplicationsHinHclinicalHmicrobiologyVHFutureaMicrobiologyTH2010TH5THYb[[U5]2.9 266

782 ruidelinesHforHtheHdiagnosisHofHtickUborneHbacterialHdiseasesHinHpuropeVHClinicalaMicrobiologyaanda
InfectionTH2004THYXTHYYXcU[Z 9.5 260

781 oiagnosisHofHZZHnewHcasesHofHmartonellaHendocarditisVHAnnalsaofaInternalaMedicineTH1996THYZ5THa]aU5Z 8 255

780 renomeHsequenceHofHRickettsiaHbelliiHilluminatesHtheHroleHofHamoebaeHinHgeneHexchangesHbetweenH
intracellularHpathogensVHPLoSaGeneticsTH2006THZTHeba 6 239

779 nharacterizationHofHtheHnaturallyHoccurringHoxacillinaseHofHlcinetobacterHbaumanniiVHAntimicrobiala
AgentsaandaChemotherapyTH2005TH]dTH]Yb]Ud 5.9 229

778 nlinicalHfeaturesHandHprognosticHfactorsHofHlisteriosiseHtheHxzylwtSlHnationalHprospectiveHcohortH
studyVHLancetaInfectiousaDiseasesnaTheTH2017THYbTH5YXU5Yd 25.5 227

777 RickettsiaHafricaeTHaHtickUborneHpathogenHinHtravelersHtoHsubUSaharanHlfricaVHNewaEnglandaJournalaofa
MedicineTH2001TH[]]THY5X]UYX 59.2 225

776 PhylogeneticHanalysisHofHspottedHfeverHgroupHrickettsiaeHbyHstudyHofHtheHouterHsurfaceHproteinH
rzmplVHInternationalaJournalaofaSystematicaBacteriologyTH1998TH]cHPtH[THc[dU]d 225

775 “heHgenomeHsequenceHofHRickettsiaHfelisHidentifiesHtheHfirstHputativeHconjugativeHplasmidHinHanH
obligateHintracellularHparasiteVHPLoSaBiologyTH2005TH[THeZ]c 9.7 224

774 RisksHfactorsHandHpreventionHofHQHfeverHendocarditisVHClinicalaInfectiousaDiseasesTH2001TH[[TH[YZUa 11.6 224

773 xodernHclinicalHmicrobiologyeHnewHchallengesHandHsolutionsVHNatureaReviewsaMicrobiologyTH2013THYYTH5b]Uc522.2 220

772 macterialHstrainHtypingHinHtheHgenomicHeraVHFEMSaMicrobiologyaReviewsTH2009TH[[THcdZUdYa 15.1 213

771 ValueHandHlimitationsHofHtheHoukeHcriteriaHforHtheHdiagnosisHofHinfectiveHendocarditisVHJournalaofathea
AmericanaCollegeaofaCardiologyTH1999TH[[THZXZ[Ud 15.1 207

770 RickettsiosesHandHtheHinternationalHtravelerVHClinicalaInfectiousaDiseasesTH2004TH[dTHY]d[Ud 11.6 184

769  armerHweatherHlinkedHtoHtickHattackHandHemergenceHofHsevereHrickettsiosesVHPLoSaNeglecteda
TropicalaDiseasesTH2008THZTHe[[c 4.8 183

768 lHcomprehensiveHrepertoireHofHprokaryoticHspeciesHidentifiedHinHhumanHbeingsVHLancetaInfectiousa
DiseasesnaTheTH2015THY5THYZYYUYZYd 25.5 170

767 xodificationHofHtheHdiagnosticHcriteriaHproposedHbyHtheHoukeHpndocarditisHServiceHtoHpermitH
improvedHdiagnosisHofHQHfeverHendocarditisVHAmericanaJournalaofaMedicineTH1996THYXXTHaZdU[[ 2.4 170
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766 lHfleaUassociatedHRickettsiaHpathogenicHforHhumansVHEmergingaInfectiousaDiseasesTH2001THbTHb[UcY 10.2 169

765 ppidemiologicHandHclinicalHcharacteristicsHofHmartonellaHquintanaHandHmartonellaHhenselaeH
endocarditiseHaHstudyHofH]cHpatientsVHMedicineaiUnitedaStateskTH2001THcXTHZ]5U5Y 1.8 166

764
zutcomesHofH[Tb[bHnzVtoUYdHpatientsHtreatedHwithHhydroxychloroquineWazithromycinHandHotherH
regimensHinHxarseilleTHqranceeHlHretrospectiveHanalysisVHTravelaMedicineaandaInfectiousaDiseaseTH2020TH
[aTHYXYbdY

8.4 162

763 lfricanHtickHbiteHfeverVHLancetaInfectiousaDiseasesnaTheTH2003TH[TH55bUa] 25.5 159

762 pvidenceHofHRickettsiaHhelveticaHinfectionHinHhumansTHeasternHqranceVHEmergingaInfectiousaDiseasesTH
2000THaTH[cdUdZ 10.2 157

761 SignificantHmolecularHandHsystemicHadaptationsHafterHrepeatedHsprintHtrainingHinHhypoxiaVHPLoSaONETH
2013THcTHe5a5ZZ 3.7 155

760 oescriptionHofH“ropherymaHwhippleiHgenVHnovVTHspVHnovVTHtheH hippleOsHdiseaseHbacillusVHInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2001TH5YTHY]bYUY]bd 2.2 153

759 zutcomeHandHtreatmentHofHmartonellaHendocarditisVHArchivesaofaInternalaMedicineTH2003THYa[THZZaU[X 151

758 SpotlessHrickettsiosisHcausedHbyHRickettsiaHslovacaHandHassociatedHwithHoermacentorHticksVHClinicala
InfectiousaDiseasesTH2002TH[]THY[[YUa 11.6 151

757 nomparisonHofHPnRHandHserologyHassaysHforHearlyHdiagnosisHofHacuteHQHfeverVHJournalaofaClinicala
MicrobiologyTH2003TH]YTH5Xd]Uc 9.7 148

756
rpomHgeneHsequenceUbasedHidentificationHofHaerobicHrramUpositiveHcocciHofHtheHgeneraH
StreptococcusTHpnterococcusTHremellaTHlbiotrophiaTHandHrranulicatellaVHJournalaofaClinicala
MicrobiologyTH2004TH]ZTH]dbU5X]

9.7 146

755
nomplementarityHbetweenHtargetedHrealUtimeHspecificHPnRHandHconventionalHbroadUrangeHYaSHroylH
PnRHinHtheHsyndromeUdrivenHdiagnosisHofHinfectiousHdiseasesVHEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesTH2015TH[]TH5aYUbX

5.3 142

754 ximivirusHandHtheHemergingHconceptHofHJgiantJHvirusVHVirusaResearchTH2006THYYbTHY[[U]] 6.4 141

753 renotypingTHzrientalisUlikeHYersiniaHpestisTHandHplagueHpandemicsVHEmergingaInfectiousaDiseasesTH
2004THYXTHY5c5UdZ 10.2 141

752 lfricanHtickHbiteHfeverHinHtravelersHtoHruralHsubUpquatorialHlfricaVHClinicalaInfectiousaDiseasesTH2003TH
[aTHY]YYUb 11.6 141

751 oiagnosisHandHmanagementHofHQHfeverUU”nitedHStatesTHZXY[eHrecommendationsHfromHnonHandHtheHQH
qeverH orkingHrroupVHMMWRaRecommendationsaandaReportsTH2013THaZTHYU[X 37.3 141

750 xolecularHdetectionHofHnoxiellaHburnetiiHinHtheHseraHofHpatientsHwithHQHfeverHendocarditisHorHvascularH
infectionVHJournalaofaClinicalaMicrobiologyTH2004TH]ZTH]dYdUZ] 9.7 133

749 “heHbacterialHpangenomeHasHaHnewHtoolHforHanalysingHpathogenicHbacteriaVHNewaMicrobesaandaNewa
InfectionsTH2015THbTHbZUc5 4.1 130
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748 pvidenceHforHlouseUtransmittedHdiseasesHinHsoldiersHofHyapoleonOsHrrandHlrmyHinHVilniusVHJournalaofa
InfectiousaDiseasesTH2006THYd[THYYZUZX 7 129

747 renomeHanalysisHofHmicroorganismsHlivingHinHamoebaeHrevealsHaHmeltingHpotHofHevolutionVHFEMSa
MicrobiologyaReviewsTH2010TH[]THZcYUZd] 15.1 122

746 lsynchronyHbetweenHtheHratesHofHstandingHheightHgainHandHboneHmassHaccumulationHduringH
pubertyVHOsteoporosisaInternationalTH1997THbTH5Z5U[Z 5.3 120

745 qirstHdocumentedHhumanHRickettsiaHaeschlimanniiHinfectionVHEmergingaInfectiousaDiseasesTH2002THcTHb]cUd 10.2 120

744 RickettsiaHraoultiiHspVHnovVTHaHspottedHfeverHgroupHrickettsiaHassociatedHwithHoermacentorHticksHinH
puropeHandHRussiaVHInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2008TH5cTHYa[5Ud 2.2 116

743 SpottedHfeverHrickettsiosesHinHsouthernHandHeasternHpuropeVHFEMSaImmunologyaandaMedicala
MicrobiologyTH2007TH]dTHZUYZ 113

742 tnfluenceHofHtheHtimingHofHcardiacHsurgeryHonHtheHoutcomeHofHpatientsHwithHinfectiveHendocarditisH
andHstrokeVHClinicalaInfectiousaDiseasesTH2013TH5aTHZXdUYb 11.6 111

741 noxiellaHburnetiiHinfectionHofHaorticHaneurysmsHorHvascularHgraftseHreportHofH[XHnewHcasesHandH
evaluationHofHoutcomeVHEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2007THZaTHa[5U]X5.3 111

740 lneruptiveHfeverHassociatedHwithHantibodiesHtoHRickettsiaHhelveticaHinHpuropeHandH“hailandVHJournala
ofaClinicalaMicrobiologyTH2004TH]ZTHcYaUc 9.7 110

739 slnpvHinfectiveHendocarditiseHcharacteristicsHandHoutcomesHfromHaHlargeTHmultiUnationalHcohortVH
PLoSaONETH2013THcTHea[YcY 3.7 108

738
wymphangitisUassociatedHrickettsiosisTHaHnewHrickettsiosisHcausedHbyHRickettsiaHsibiricaH
mongolotimonaeeHsevenHnewHcasesHandHreviewHofHtheHliteratureVHClinicalaInfectiousaDiseasesTH2005TH
]XTHY][5U]]

11.6 108

737 qromHculturomicsHtoHtaxonomogenomicseHlHneedHtoHchangeHtheHtaxonomyHofHprokaryotesHinHclinicalH
microbiologyVHAnaerobeTH2015TH[aTHb[Uc 2.8 106

736 oiagnosisHofHinfectiousHendocarditisHinHpatientsHundergoingHvalveHsurgeryVHAmericanaJournalaofa
MedicineTH2005THYYcTHZ[XUc 2.4 106

735 reneticHidentificationHofHrickettsiaeHisolatedHfromHticksHinHuapanVHJournalaofaClinicalaMicrobiologyTH
2002TH]XTHZYbaUcY 9.7 106

734 murdenHofHemergingHanaerobesHinHtheHxlwotU“zqHandHYaSHrRylHgeneHsequencingHeraVHAnaerobeTH
2011THYbTHYXaUYZ 2.8 105

733 RickettsiaHfelisHinfectionHacquiredHinHpuropeHandHdocumentedHbyHpolymeraseHchainHreactionVH
EmergingaInfectiousaDiseasesTH2002THcTHZXbUc 10.2 105

732 sumanHpathogensHinHbodyHandHheadHliceVHEmergingaInfectiousaDiseasesTH2002THcTHY5Y5Uc 10.2 104

731 SelfishHoylHinHproteinUcodingHgenesHofHRickettsiaVHScienceTH2000THZdXTH[]bU5X 33.3 104
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730
stVUZHintegraseHgeneHpolymorphismHandHphenotypicHsusceptibilityHofHstVUZHclinicalHisolatesHtoHtheH
integraseHinhibitorsHraltegravirHandHelvitegravirHinHvitroVHJournalaofaAntimicrobialaChemotherapyTH
2008THaZTHdY]UZX

5.1 101

729 renomeHsequenceHandHdescriptionHofHlnaerosalibacterHmassiliensisHspVHnovVHNewaMicrobesaandaNewa
InfectionsTH2016THYXTHaaUba 4.1 98

728 PrognosisHandHtreatmentHofHparaquatHpoisoningeHaHreviewHofHZcHcasesVHJournalaofaToxicology:aClinicala
ToxicologyTH1982THYdTH]aYUb] 97

727 yonUsteroidalHantiUinflammatoryHdrugsHforHathleteseHanHupdateVHAnnalsaofaPhysicalaandaRehabilitationa
MedicineTH2010TH5[THZbcUcZTHZcZUc 3.8 95

726 lnalysisHofHtheHRickettsiaHafricaeHgenomeHrevealsHthatHvirulenceHacquisitionHinHRickettsiaHspeciesH
mayHbeHexplainedHbyHgenomeHreductionVHBMCaGenomicsTH2009THYXTHYaa 4.5 95

725 lcuteHtickUborneHrickettsiosisHcausedHbyHRickettsiaHheilongjiangensisHinHRussianHqarHpastVHEmerginga
InfectiousaDiseasesTH2004THYXTHcYXUb 10.2 95

724 xolecularHevolutionHofHrickettsiaHsurfaceHantigenseHevidenceHofHpositiveHselectionVHMolecularaBiologya
andaEvolutionTH2005THZZTHZXb[Uc[ 8.3 95

723
nautionaryHtaleHofHusingHYaSHrRylHgeneHsequenceHsimilarityHvaluesHinHidentificationHofH
humanUassociatedHbacterialHspeciesVHInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyTH2015THa5THYdZdUYd[]

2.2 94

722 ProposalHtoHcreateHsubspeciesHofHRickettsiaHconoriiHbasedHonHmultiUlocusHsequenceHtypingHandHanH
emendedHdescriptionHofHRickettsiaHconoriiVHBMCaMicrobiologyTH2005TH5THYY 4.5 94

721 renomeHanalysisHofHmicroorganismsHlivingHinHamoebaeHrevealsHaHmeltingHpotHofHevolutionVHFEMSa
MicrobiologyaReviewsTH2010TH[]THZcYUd] 15.1 94

720 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHlnaerococcusHsenegalensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THaTHYYaUZ5 93

719
tsolationHofHRickettsiaHparkeriHandHidentificationHofHaHnovelHspottedHfeverHgroupHRickettsiaHspVHfromH
rulfHnoastHticksHPlmblyommaHmaculatumQHinHtheH”nitedHStatesVHAppliedaandaEnvironmentala
MicrobiologyTH2010THbaTHZacdUda

4.8 91

718 zutbreakHofHRickettsiaHafricaeHinfectionsHinHparticipantsHofHanHadventureHraceHinHSouthHlfricaVH
ClinicalaInfectiousaDiseasesTH1998THZbTH[YaUZ[ 11.6 90

717 RespiratoryHvirusesHandHbacteriaHamongHpilgrimsHduringHtheHZXY[HsajjVHEmergingaInfectiousaDiseasesTH
2014THZXTHYcZYUb 10.2 87

716 renomicHvariationHofHmartonellaHhenselaeHstrainsHdetectedHinHlymphHnodesHofHpatientsHwithHcatH
scratchHdiseaseVHJournalaofaClinicalaMicrobiologyTH2002TH]XTHYXZ[U[X 9.7 87

715 nurrentHknowledgeHonHphylogenyHandHtaxonomyHofHRickettsiaHsppVHAnnalsaofatheaNewaYorkaAcademya
ofaSciencesTH2009THYYaaTHYUYY 6.5 85

714 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHllistipesHtimonensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THaTH[Y5UZ] 84

713 “heHhumanHgutHmicrobiomeTHaHtaxonomicHconundrumVHSystematicaandaAppliedaMicrobiologyTH2015TH
[cTHZbaUca 4.2 82
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712  hatHdoesHtheHfutureHholdHforHclinicalHmicrobiologyjVHNatureaReviewsaMicrobiologyTH2004THZTHY5YUd 22.2 82

711 ”seHofHgenomeHselectedHrepeatedHsequencesHincreasesHtheHsensitivityHofHPnRHdetectionHofH
“ropherymaHwhippleiVHJournalaofaClinicalaMicrobiologyTH2004TH]ZTH]XYU[ 9.7 81

710 noxiellaHburnetiiHinfectionHofHaneurysmsHorHvascularHgraftseHreportHofHsevenHcasesHandHreviewVH
ClinicalaInfectiousaDiseasesTH1998THZaTHYYaUZY 11.6 81

709 nlinicalHdetectionHandHcharacterizationHofHbacterialHpathogensHinHtheHgenomicsHeraVHGenomea
MedicineTH2014THaTHYY] 14.4 80

708 pvaluationHofHtheHPanbioHnzVtoUYdHRapidHlntigenHoetectionH“estHoeviceHforHtheHScreeningHofH
PatientsHwithHnzVtoUYdVHJournalaofaClinicalaMicrobiologyTH2021TH5dTH 9.7 79

707 martonellaTHaHcommonHcauseHofHendocarditiseHaHreportHonHYXaHcasesHandHreviewVHJournalaofaClinicala
MicrobiologyTH2015TH5[THcZ]Ud 9.7 77

706 ”seHofHhighlyHvariableHintergenicHspacerHsequencesHforHmultispacerHtypingHofHRickettsiaHconoriiH
strainsVHJournalaofaClinicalaMicrobiologyTH2004TH]ZTH5b5bUaa 9.7 75

705 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHPeptoniphilusHtimonensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTHYUYY 74

704 RealUtimeHPnRHforHuniversalHantibioticHsusceptibilityHtestingVHJournalaofaAntimicrobialaChemotherapyTH
2004TH5]TH5[cU]Y 5.1 74

703 PhylogeneticHclassificationHofHmartonellaHspeciesHbyHcomparingHgropwHsequencesVHInternationala
JournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2002TH5ZTHYa5UbY 2.2 74

702 oiagnosisHofHmartonellaHendocarditisHbyHaHrealUtimeHnestedHPnRHassayHusingHserumVHJournalaofa
ClinicalaMicrobiologyTH2003TH]YTHdYdUZ5 9.7 73

701 oetectionHofHmembersHofHtheHgeneraHRickettsiaTHlnaplasmaTHandHphrlichiaHinHticksHcollectedHinHtheH
lsiaticHpartHofHRussiaVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2006THYXbcTH[bcUc[ 6.5 72

700 yamingHofHRickettsiaeHandHrickettsialHdiseasesVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2005TH
YXa[THYUYZ 6.5 72

699 xetagenomicHanalysisHofHbrainHabscessesHidentifiesHspecificHbacterialHassociationsVHClinicalaInfectiousa
DiseasesTH2012TH5]THZXZUYX 11.6 71

698 macterialHgenomeHsequencingHandHitsHuseHinHinfectiousHdiseasesVHLancetaInfectiousaDiseasesnaTheTH
2007THbTHbYYUZ[ 25.5 71

697 SuicideHPnRHonHskinHbiopsyHspecimensHforHdiagnosisHofHrickettsiosesVHJournalaofaClinicalaMicrobiologyTH
2004TH]ZTH[]ZcU[] 9.7 71

696 renotypingHofHhumanHliceHsuggestsHmultipleHemergenciesHofHbodyHliceHfromHlocalHheadHlouseH
populationsVHPLoSaNeglectedaTropicalaDiseasesTH2010TH]THea]Y 4.8 69

695 ldvantagesHandHlimitationsHofHgenomicsHinHprokaryoticHtaxonomyVHClinicalaMicrobiologyaandaInfection
TH2013THYdTHbdXU5 9.5 68

(2013-2004)
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694 renotypingHrevealsHaHwideHheterogeneityHofH“ropherymaHwhippleiVHMicrobiologyaiUnitedaKingdomkTH
2008THY5]TH5ZYU5Zb 2.9 68

693 QuantitativeHanalysisHofHvalvularHlesionsHduringHmartonellaHendocarditisVHAmericanaJournalaofaClinicala
PathologyTH2000THYY]THccXUd 1.9 67

692 ”pdateHonHbloodHcultureUnegativeHendocarditisVHMˆ'decineaEtaMaladiesaInfectieusesTH2015TH]5THYUc 4 65

691 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHnlostridiumHsenegalenseHspVHnovVH
StandardsainaGenomicaSciencesTH2012THaTH[caUd5 65

690 renomeHsequenceHandHdescriptionHofHleromicrobiumHmassilienseHspVHnovVHStandardsainaGenomica
SciencesTH2012THbTHZ]aU5b 65

689 lnHexperimentalHmodelHofHhumanHbodyHlouseHinfectionHwithHRickettsiaHprowazekiiVHJournalaofa
InfectiousaDiseasesTH2002THYcaTHYa[dU]a 7 65

688 mloodHcultureUnegativeHendocarditiseHtmprovingHtheHdiagnosticHyieldHusingHnewHdiagnosticHtoolsVH
MedicineaiUnitedaStateskTH2017THdaTHec[dZ 1.8 63

687 nultureHandHimmunologicalHdetectionHofH“ropherymaHwhippeliiHfromHtheHduodenumHofHaHpatientH
withH hippleHdiseaseVHJAMAaoaJournalaofatheaAmericanaMedicalaAssociationTH2001THZc5THYX[dU][ 27.4 63

686 SystematicHPnRHdetectionHinHcultureUnegativeHosteoarticularHinfectionsVHAmericanaJournalaofa
MedicineTH2013THYZaTHYY][VeZ5U[[ 2.4 62

685 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHmacillusHtimonensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THaTH[]aU55 62

684 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHserbaspirillumHmassilienseHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTHZXXUd 62

683 QuantitativeHdetectionHofH“ropherymaHwhippleiHoylHbyHrealUtimeHPnRVHJournalaofaClinicala
MicrobiologyTH2002TH]XTHYYYdUZX 9.7 62

682 tdentificationHofHyovelH»oonoticHlctivityHofHmartonellaHsppVTHqranceVHEmergingaInfectiousaDiseasesTH
2016THZZTH]5bUaZ 10.2 62

681
tmpactHofHearlyHvalveHsurgeryHonHoutcomeHofHStaphylococcusHaureusHprostheticHvalveHinfectiveH
endocarditiseHanalysisHinHtheHtnternationalHnollaborationHofHpndocarditisUProspectiveHnohortHStudyVH
ClinicalaInfectiousaDiseasesTH2015THaXTHb]YUd

11.6 61

680 wactobacillusHrhamnosusHbacteremiaeHanHemergingHclinicalHentityVHEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesTH2012TH[YTHZ]adUcX 5.3 61

679 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHpnterobacterHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2013THbTH[ddU]YZ 59

678 RickettsiaHtamuraeHspVHnovVTHisolatedHfromHlmblyommaHtestudinariumHticksVHInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyTH2006TH5aTHYab[UYab5 2.2 59

677 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPaenibacillusHsenegalensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTHbXUcY 58
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676 ooHweHneedHnewHantibioticsjVHClinicalaMicrobiologyaandaInfectionTH2016THZZTH]XcUY5 9.5 57

675 “ropherymaHwhippleiHendocarditisVHEmergingaInfectiousaDiseasesTH2013THYdTHYbZYU[X 10.2 56

674 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHmrevibacteriumHsenegalenseHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTHZ[[U]5 56

673 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHSenegalemassiliaHanaerobiaHgenVH
novVTHspVHnovVHStandardsainaGenomicaSciencesTH2013THbTH[][U5a 55

672 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHnellulomonasHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTHZ5cUbX 55

671
oetectionHofHaHrickettsiaHcloselyHrelatedHtoHRickettsiaHaeschlimanniiTHJRickettsiaHheilongjiangensisTJH
RickettsiaHspVHstrainHRpl]THandHphrlichiaHmurisHinHticksHcollectedHinHRussiaHandHvazakhstanVHJournalaofa
ClinicalaMicrobiologyTH2004TH]ZTHZZZYU[

9.7 55

670 lHnonciseHReviewHofHtheHppidemiologyHandHoiagnosticsHofHRickettsioseseHRickettsiaHandHzrientiaH
sppVHJournalaofaClinicalaMicrobiologyTH2018TH5aTH 9.7 55

669 SerologicalHandHmolecularHevidenceHofHRickettsiaHhelveticaHinHoenmarkVHScandinavianaJournalaofa
InfectiousaDiseasesTH2004TH[aTH55dUa[ 53

668 JnandidatusHRickettsiaHtarasevichiaeJHinHtxodesHpersulcatusHticksHcollectedHinHRussiaVHAnnalsaofathea
NewaYorkaAcademyaofaSciencesTH2003THddXTHYaZUbZ 6.5 53

667
xzwpn”wlRHop“pn“tzyHzqHmlR“zypwwlHQ”ty“lylTHmVHpwt»lmp“slpTHmVHvzpswpRlpTHmVH
ozSstlpTHmVH“lYwzRttTHlyoHRtnvp““StlHqpwtSHtyHRzopy“HqwplSHnzwwpn“poHtyHvlm”wTH
lqrslytS“lyVHAmericanaJournalaofaTropicalaMedicineaandaHygieneTH2006THb]TH][aU][d

3.2 53

666 “heHroleHofHStreptococcusHintermediusHinHbrainHabscessVHEuropeanaJournalaofaClinicalaMicrobiologya
andaInfectiousaDiseasesTH2013TH[ZTH]bbUc[ 5.3 52

665 xolecularHanalysisHofHpericardialHfluideHaHbUyearHexperienceVHEuropeanaHeartaJournalTH2006THZbTHYd]ZUa 9.5 52

664 RapidHidentificationHofHwegionellaHspeciesHbyHmassHspectrometryVHJournalaofaMedicalaMicrobiologyTH
2010TH5dTHZb[UZc] 3.2 51

663 renomeHsequenceHandHdescriptionHofHllistipesHsenegalensisHspVHnovVHStandardsainaGenomicaSciencesTH
2012THaTHYUYa 50

662 “ickUborneHrickettsiosesHinHinternationalHtravellersVHInternationalaJournalaofaInfectiousaDiseasesTH2004TH
cTHY[dU]a 10.5 50

661 reneticHclassificationHofHJRickettsiaHheilongjiangiiJHandHJRickettsiaHhuliniiTJHtwoHnhineseHspottedH
feverHgroupHrickettsiaeVHJournalaofaClinicalaMicrobiologyTH2000TH[cTH[]dcU5XY 9.7 50

660 oetectionHandHcultureHofHmartonellaHquintanaTHSerratiaHmarcescensTHandHlcinetobacterHsppVHfromH
decontaminatedHhumanHbodyHliceVHJournalaofaClinicalaMicrobiologyTH2001TH[dTHYbXbUd 9.7 49

659 nlinicalHefficacyHofHchloroquineHderivativesHinHnzVtoUYdHinfectioneHcomparativeHmetaUanalysisH
betweenHtheHbigHdataHandHtheHrealHworldVHNewaMicrobesaandaNewaInfectionsTH2020TH[cTHYXXbXd 4.1 48
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658 RickettsiaHafricaeTH esternHlfricaVHEmergingaInfectiousaDiseasesTH2010THYaTH5bYU[ 10.2 48

657 xyocarditisTHaHrareHbutHsevereHmanifestationHofHQHfevereHreportHofHcHcasesHandHreviewHofHtheH
literatureVHClinicalaInfectiousaDiseasesTH2001TH[ZTHY]]XUb 11.6 48

656 ValueHofHmicroimmunofluorescenceHforHdiagnosisHandHfollowUupHofHmartonellaHendocarditisVHVaccinea
JournalTH2002THdTHbd5UcXY 48

655 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHllistipesHobesiHspVHnovVHStandardsaina
GenomicaSciencesTH2013THbTH]ZbU[d 47

654 RickettsiaHfelisTHmartonellaHhenselaeTHandHmVHclarridgeiaeTHyewH»ealandVHEmergingaInfectiousaDiseasesTH
2004THYXTHdabUc 10.2 47

653 xinkTHSlRSUnoVUZTHandHtheHsumanUlnimalHtnterfaceVHFrontiersainaMicrobiologyTH2021THYZTHaa[cY5 5.7 47

652 RapidHandHcostUeffectiveHidentificationHofHmartonellaHspeciesHusingHmassHspectrometryVHJournalaofa
MedicalaMicrobiologyTH2009TH5cTHYY5]UYY5d 3.2 46

651  ohlfahrtiimonasHchitiniclasticaHbacteremiaHinHhomelessHwomanVHEmergingaInfectiousaDiseasesTH2009
THY5THdc5Ub 10.2 46

650 pxperimentalHmodelHofHhumanHbodyHlouseHinfectionHusingHgreenHfluorescentHproteinUexpressingH
martonellaHquintanaVHInfectionaandaImmunityTH2001THadTHYcbaUd 3.7 46

649 ProteinHcodingHpalindromesHareHaHuniqueHbutHrecurrentHfeatureHinHRickettsiaVHGenomeaResearchTH
2002THYZTHcXcUYa 9.7 46

648 RickettsiaHmongolotimonaeeHaHrareHpathogenHinHqranceVHEmergingaInfectiousaDiseasesTH2000THaTHZdXUZ 10.2 46

647 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPaenibacillusHsenegalensisHspVHnovVVH
StandardsainaGenomicaSciencesTH2012THbTHbXUcY 46

646 nlinicalHqeaturesHandHnomplicationsHofHnoxiellaHburnetiiHtnfectionsHqromHtheHqrenchHyationalH
ReferenceHnenterHforHQHqeverVHJAMAaNetworkaOpenTH2018THYTHeYcY5cX 10.4 46

645 qaecalHmicrobiotaHtransplantationHforHstoolHdecolonizationHofHz«lU]cHcarbapenemaseUproducingH
vlebsiellaHpneumoniaeVHJournalaofaHospitalaInfectionTH2015THdXTHYb[U] 6.9 45

644 “heHgeographicalHsegregationHofHhumanHliceHprecededHthatHofHPediculusHhumanusHcapitisHandH
PediculusHhumanusHhumanusVHComptesaRendusaoaBiologiesTH2003TH[ZaTH5a5Ub] 1.4 45

643 xicrobialHculturomicsHunravelsHtheHhalophilicHmicrobiotaHrepertoireHofHtableHsalteHdescriptionHofHspVH
novVHMicrobialaEcologyainaHealthaandaDiseaseTH2016THZbTH[ZX]d 44

642 renomicsHandHmetagenomicsHinHmedicalHmicrobiologyVHJournalaofaMicrobiologicalaMethodsTH2013THd5TH]Y5UZ]2.8 43

641 ProspectsHforHtheHfutureHusingHgenomicsHandHproteomicsHinHclinicalHmicrobiologyVHAnnualaReviewaofa
MicrobiologyTH2011THa5THYadUcc 17.5 43
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640 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHmrevibacillusHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2013THcTHYUY] 42

639 xultispacerHtypingHofHRickettsiaHprowazekiiHenablingHepidemiologicalHstudiesHofHepidemicHtyphusVH
JournalaofaClinicalaMicrobiologyTH2005TH][TH]bXcUYZ 9.7 42

638 nhlorhexidineHdailyHbathingeHimpactHonHhealthHcareUassociatedHinfectionsHcausedHbyHgramUnegativeH
bacteriaVHAmericanaJournalaofaInfectionaControlTH2015TH][THa]XU[ 3.8 41

637 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHoielmaHfastidiosaHgenVHnovVTHspVHnovVTH
aHnewHmemberHofHtheHqamilyHprysipelotrichaceaeVHStandardsainaGenomicaSciencesTH2013THcTH[[aU5Y 41

636 pstimationHofHprokaryoteHgenomicHoylHrSnHcontentHbyHsequencingHuniversallyHconservedHgenesVH
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2006TH5aTHYXZ5UYXZd 2.2 41

635 StrikesTHfloodingTHratsTHandHleptospirosisHinHxarseilleTHqranceVHInternationalaJournalaofaInfectiousa
DiseasesTH2011THY5THebYXU5 10.5 40

634 ScaYTHaHpreviouslyHundescribedHparalogHfromHautotransporterHproteinUencodingHgenesHinHRickettsiaH
speciesVHBMCaMicrobiologyTH2006THaTHYZ 4.5 40

633 xultispacerHtypingHtoHstudyHtheHgenotypicHdistributionHofHmartonellaHhenselaeHpopulationsVHJournala
ofaClinicalaMicrobiologyTH2006TH]]THZ]ddU5Xa 9.7 40

632
xzwpn”wlRHtopy“tqtnl“tzyHzqHlHnzwwpn“tzyHzqHSPz““poHqpVpRHrRz”PHRtnvp““StlpH
zm“ltypoHqRzxHPl“tpy“SHlyoH“tnvSHqRzxHR”SStlVHAmericanaJournalaofaTropicalaMedicineaanda
HygieneTH2006THb]TH]]XU]][

3.2 40

631 oiagnosisHofHbloodHcultureUnegativeHendocarditisHandHclinicalHcomparisonHbetweenHbloodH
cultureUnegativeHandHbloodHcultureUpositiveHcasesVHInfectionTH2016TH]]TH]5dUaa 5.8 39

630 oetectionHofHnewHgenotypesHofHzrientiaHtsutsugamushiHinfectingHhumansHinH“hailandVHClinicala
MicrobiologyaandaInfectionTH2008THY]THYacUb[ 9.5 39

629 xolecularHdetectionHofHaHnewHlnaplasmaHspeciesHcloselyHrelatedHtoHlnaplasmaHphagocytophilumHinH
canineHbloodHfromHSouthHlfricaVHJournalaofaClinicalaMicrobiologyTH2005TH][THZd[]Ub 9.7 39

628 pvidenceHofHlrchaealHxethanogensHinHmrainHlbscessVHClinicalaInfectiousaDiseasesTH2017THa5THYU5 11.6 38

627 tnsightHintoHcrossUtalkHbetweenHintraUamoebalHpathogensVHBMCaGenomicsTH2011THYZTH5]Z 4.5 38

626 pvidenceHthatHtheHintraUamoebalHwegionellaHdrancourtiiHacquiredHaHsterolHreductaseHgeneHfromH
eukaryotesVHBMCaResearchaNotesTH2009THZTH5Y 2.3 38

625
tmprovedHcultureHfromHlymphHnodesHofHpatientsHwithHcatHscratchHdiseaseHandHgenotypicH
characterizationHofHmartonellaHhenselaeHisolatesHinHlustraliaVHJournalaofaClinicalaMicrobiologyTH2002TH
]XTH[aZXU]

9.7 38

624 RepertoireHofHtheHgutHmicrobiotaHfromHstomachHtoHcolonHusingHculturomicsHandHnextUgenerationH
sequencingVHBMCaMicrobiologyTH2018THYcTHY5b 4.5 37

623 ”nusualHcaseHofHleromonasHsobriaHcellulitisHassociatedHwithHtheHuseHofHleechesVHEuropeanaJournalaofa
ClinicalaMicrobiologyaandaInfectiousaDiseasesTH1999THYcTHbZU[ 5.3 36

(1999-2013)
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622 pxperimentalHassessmentHofHtheHprotectiveHactivityHofHdiazepamHonHtheHacuteHtoxicityHofH
chloroquineVHJournalaofaToxicology:aClinicalaToxicologyTH1983THZXTHZbYUd 36

621 ScalpHescharHandHneckHlymphadenopathyHafterHtickHbiteeHanHemergingHsyndromeHwithHmultipleH
causesVHEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2014TH[[THY]]dU5a 5.3 35

620 tdentificationHofHrickettsialHisolatesHatHtheHspeciesHlevelHusingHmultiUspacerHtypingVHBMCaMicrobiologyTH
2007THbTHbZ 4.5 35

619 tnsightsHintoHbacterialHcolonizationHofHintensiveHcareHpatientsOHskineHtheHeffectHofHchlorhexidineHdailyH
bathingVHEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2015TH[]THdddUYXX] 5.3 34

618 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHPeptoniphilusHsenegalensisHspVHnovVH
StandardsainaGenomicaSciencesTH2013THbTH[bXUcY 34

617 oetectionHofHlstrakhanHfeverHrickettsiaHfromHticksHinHvosovoVHAnnalsaofatheaNewaYorkaAcademyaofa
SciencesTH2003THddXTHY5cUaY 6.5 34

616 vineticsHofHantibodyHresponsesHinHRickettsiaHafricaeHandHRickettsiaHconoriiHinfectionsVHVaccinea
JournalTH2002THdTH[Z]Uc 34

615 VariationsHofHplasmidHcontentHinHRickettsiaHfelisVHPLoSaONETH2008TH[THeZZcd 3.7 34

614 yocardiosisHinHtheHsouthHofHqranceHoverHaHYXUyearsHperiodTHZXX]UZXY]VHInternationalaJournalaofa
InfectiousaDiseasesTH2017TH5bTHY[UZX 10.5 33

613 pvaluatingHtheHnlinicalHmurdenHandHxortalityHlttributableHtoHlntibioticHResistanceeH“heHoisparityHofH
pmpiricalHoataHandHSimpleHxodelHpstimationsVHClinicalaInfectiousaDiseasesTH2017THa5THS5cUSa[ 11.6 33

612 lcquisitionHofHStreptococcusHpneumoniaeHcarriageHinHpilgrimsHduringHtheHZXYZHsajjVHClinicala
InfectiousaDiseasesTH2014TH5cTHeYXaUd 11.6 33

611 sighUqualityHdraftHgenomeHsequenceHandHdescriptionHofHsaemophilusHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2016THYYTH[Y 32

610 macterialHlymphadenitisHatHaHmajorHreferralHhospitalHinHqranceHfromHZXXcHtoHZXYZVHJournalaofaClinicala
MicrobiologyTH2014TH5ZTHYYaYUb 9.7 32

609 SystemicHinflammatoryHresponsesHinHlfricanHtickUbiteHfeverVHJournalaofaInfectiousaDiseasesTH2003THYcbTHY[[ZUa7 32

608 RickettsiaHasiaticaHspVHnovVTHisolatedHinHuapanVHInternationalaJournalaofaSystematicaandaEvolutionarya
MicrobiologyTH2006TH5aTHZ[a5UZ[ac 2.2 31

607 sistologicHfeaturesHandHimmunodetectionHofHlfricanHtickUbiteHfeverHescharVHEmergingaInfectiousa
DiseasesTH2006THYZTHY[[ZUb 10.2 31

606 RelativeHcontributionHofHvertebralHbodyHandHposteriorHarchHinHfemaleHandHmaleHlumbarHspineHpeakH
boneHmassVHOsteoporosisaInternationalTH1994TH]THZa]UbZ 5.3 31

605 PatternsHofHvingellaHkingaeHoiseaseHzutbreaksVHPediatricaInfectiousaDiseaseaJournalTH2016TH[5TH[]XUa 3.4 31
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604 renomeHandHpanUgenomeHanalysisHtoHclassifyHemergingHbacteriaVHBiologyaDirectTH2019THY]TH5 7.2 31

603 yoncultureHwaboratoryHxethodsHforHtheHoiagnosisHofHtnfectiousHpndocarditisVHCurrentaInfectiousa
DiseaseaReportsTH1999THYTHY[aUY]Y 3.9 30

602
lnHoutbreakHofHvingellaHkingaeHinfectionsHassociatedHwithHhandTHfootHandHmouthH
diseaseWherpanginaHvirusHoutbreakHinHxarseilleTHqranceTHZXY[VHPediatricaInfectiousaDiseaseaJournalTH
2015TH[]THZ]aU5X

3.4 29

601 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHPeptoniphilusHgrossensisHspVHnovVH
StandardsainaGenomicaSciencesTH2012THbTH[ZXU[X 29

600 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHPeptoniphilusHobesiHspVHnovVVH
StandardsainaGenomicaSciencesTH2013THbTH[5bU[ad 29

599 pffectsHofHaHYYXHkilometersHultraUmarathonHraceHonHplasmaHhormoneHlevelsVHInternationalaJournalaofa
SportsaMedicineTH1997THYcTHZ5ZUa 3.6 29

598 ProposalHtoHcreateHsubspeciesHofHRickettsiaHsibiricaHandHanHemendedHdescriptionHofHRickettsiaH
sibiricaVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2006THYXbcTH5dbUaXa 6.5 29

597 ReemergingHthreatHofHepidemicHtyphusHinHllgeriaVHJournalaofaClinicalaMicrobiologyTH2004TH]ZTH[cdcUdXX 9.7 29

596 ProstheticHvalveHendocarditisHcausedHbyHPseudomonasHluteolaVHBMCaInfectiousaDiseasesTH2005TH5THcZ 4 29

595
yewHxicrobesHyewHtnfectionsHpromotesHmodernHprokaryoticHtaxonomyeHaHnewHsectionH
J“axonorenomicseHnewHgenomesHofHmicroorganismsHinHhumansJVHNewaMicrobesaandaNewaInfectionsTH
2015THbTH]cUd

4.1 28

594 tdentificationHofHvirulenceHfactorsHandHantibioticHresistanceHmarkersHusingHbacterialHgenomicsVH
FutureaMicrobiologyTH2016THYYTH]55Uaa 2.9 28

593 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHpnormaHmassiliensisHgenVHnovVTHspVH
novVTHaHnewHmemberHofHtheHqamilyHnoriobacteriaceaeVHStandardsainaGenomicaSciencesTH2013THcTHZdXU[X5 28

592 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHmacillusHmassiliosenegalensisHspVH
novVHStandardsainaGenomicaSciencesTH2013THcTHZa]Ubc 28

591 SubUacuteHneuropathyHinHpatientsHwithHlfricanHtickHbiteHfeverVHScandinavianaJournalaofaInfectiousa
DiseasesTH2006TH[cTHYY]Uc 28

590 tsolationHofHqrancisellaHtularensisHbyHcentrifugationHofHshellHvialHcellHcultureHfromHanHinoculationH
escharVHJournalaofaClinicalaMicrobiologyTH1998TH[aTHZbcZU[ 9.7 28

589 tnfectiveHendocarditisHinHtheHwaoHPoReHclinicalHcharacteristicsHandHoutcomesHinHaHdevelopingHcountryVH
InternationalaJournalaofaCardiologyTH2015THYcXTHZbXU[ 3.2 27

588 oecipheringHtheHoriginHofHtheHZXYZHcholeraHepidemicHinHruineaHbyHintegratingHepidemiologicalHandH
molecularHanalysesVHPLoSaNeglectedaTropicalaDiseasesTH2014THcTHeZcdc 4.8 27

587 reneticHdiversityHofHmartonellaHhenselaeHinHhumanHinfectionHdetectedHwithHmultispacerHtypingVH
EmergingaInfectiousaDiseasesTH2007THY[THYYbcUc[ 10.2 27

(2007-2019)
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586 xurineHtyphusHpoorlyHresponsiveHtoHciprofloxacineHaHcaseHreportVHJournalaofaTravelaMedicineTH2002THdTHYX[U]12.9 27

585 qarHeasternHtickUborneHrickettsiosiseHidentificationHofHtwoHnewHcasesHandHtickHvectorVHAnnalsaofathea
NewaYorkaAcademyaofaSciencesTH2006THYXbcTHcXUc 6.5 27

584 SevenHyearsOHexperienceHofHisolationHofHRickettsiaHsppVHfromHclinicalHspecimensHusingHtheHshellHvialH
cellHcultureHassayVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2003THddXTH[bYU] 6.5 27

583
martonellaHandHnoxiellaHinfectiveHendocarditisHinHmrazileHmolecularHevidenceHfromHexcisedHvalvesH
fromHaHcardiacHsurgeryHreferralHcenterHinHRioHdeHuaneiroTHmrazilTHYddcHtoHZXXdVHInternationalaJournala
ofaInfectiousaDiseasesTH2013THYbTHea5Ua

10.5 26

582 tnvestigationHofHlcinetobacterHbaumanniiHresistanceHtoHcarbapenemsHinHxarseilleHhospitalsTHsouthH
ofHqranceeHaHtransitionHfromHanHepidemicHtoHanHendemicHsituationVHApmisTH2013THYZYTHa]UbY 3.4 26

581 reneticHdifferentiationHofHnhineseHisolatesHofHRickettsiaHsibiricaHbyHpartialHomplHgeneHsequencingH
andHmultispacerHtypingVHJournalaofaClinicalaMicrobiologyTH2006TH]]THZ]a5Ub 9.7 26

580 tsolationHofHaHrickettsiaHrelatedHtoHlstrakhanHfeverHrickettsiaHfromHaHpatientHinHnhadVHAnnalsaofathea
NewaYorkaAcademyaofaSciencesTH2003THddXTHY5ZUb 6.5 26

579 lnHexperimentalHmodelHofHhumanHbodyHlouseHinfectionHwithHRickettsiaHtyphiVHAnnalsaofatheaNewaYorka
AcademyaofaSciencesTH2003THddXTHaYbUZb 6.5 26

578 phrlichiaHequiHPlnaplasmaHphagocytophilaQHinfectionHinHanHadultHhorseHinHqranceVHVeterinaryaRecordTH
2002THY5XTHbcbUc 0.9 26

577 “ypeHYHoiabetesHinHPeopleHsospitalizedHforHnzVtoUYdeHyewHtnsightsHqromHtheHnzRzylozHStudyVH
DiabetesaCareTH2020TH][THeYb]UeYbb 14.6 26

576 PanUgenomicHanalysisHtoHredefineHspeciesHandHsubspeciesHbasedHonHquantumHdiscontinuousH
variationeHtheHvlebsiellaHparadigmVHBiologyaDirectTH2015THYXTH55 7.2 25

575 oivergentHremycircularvirusHinHstVUPositiveHmloodTHqranceVHEmergingaInfectiousaDiseasesTH2015THZYTHZXdaUc10.2 25

574 tnfectiveHendocarditisHinHnortheasternH“hailandVHEmergingaInfectiousaDiseasesTH2014THZXTH]b[Ua 10.2 25

573 martonellaHalsaticaHendocarditisHinHaHqrenchHpatientHinHcloseHcontactHwithHrabbitsVHClinicala
MicrobiologyaandaInfectionTH2009THY5HSupplHZTHYYXUY 9.5 25

572 pvaluationHofHoermacentorHspeciesHnaturallyHinfectedHwithHRickettsiaHraoultiiVHClinicalaMicrobiologya
andaInfectionTH2009THY5HSupplHZTH[X5Ua 9.5 25

571 xolecularHscreeningHofHmartonellaHspeciesHinHrodentsHfromHtheHRussianHqarHpastVHAnnalsaofatheaNewa
YorkaAcademyaofaSciencesTH2005THYXa[TH[XcUYY 6.5 25

570
xolecularHdetectionHofHmartonellaHquintanaTHmVHplizabethaeTHmVHvoehleraeTHmVHooshiaeTHmVH“ayloriiTH
andHRickettsiaHfelisHinHrodentHfleasHcollectedHinHvabulTHlfghanistanVHAmericanaJournalaofaTropicala
MedicineaandaHygieneTH2006THb]TH][aUd

3.2 25

569 yewHapproachesHinHtheHsystematicsHofHrickettsiaeVHNewaMicrobesaandaNewaInfectionsTH2018THZ[THd[UYXZ 4.1 24
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568 renomeHsequenceHandHdescriptionHofH“imonellaHsenegalensisHgenVHnovVTHspVHnovVTHaHnewHmemberHofH
theHsuborderHxicrococcinaeVHStandardsainaGenomicaSciencesTH2013THcTH[YcU[5 24

567 nomparisonHofHimmunofluorescenceTH esternHblottingTHandHcrossUadsorptionHassaysHforHdiagnosisHofH
lfricanHtickHbiteHfeverVHVaccineaJournalTH2004THYYTHbcaUc 24

566
“heHnRtzlcHhealthcareHnetworkHinHqranceeHlHnationwideHsealthHxinistryHprogramHtoHimproveHtheH
managementHofHboneHandHjointHinfectionVHOrthopaedicsaandaTraumatology:aSurgeryaandaResearchTH
2019THYX5THYc5UYdX

2.9 24

565 “heHimpactHofHculturomicsHonHtaxonomyHinHclinicalHmicrobiologyVHAntonieaVanaLeeuwenhoekTH2017TH
YYXTHY[ZbUY[[b 2.1 23

564 sighHqualityHdraftHgenomeHsequenceHandHdescriptionHofHzccidentiaHmassiliensisHgenVHnovVTHspVHnovVTHaH
newHmemberHofHtheHfamilyHRickettsiaceaeVHStandardsainaGenomicaSciencesTH2014THdTHd 23

563 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHmacillusHmassiliogorillaeHspVHnovVH
StandardsainaGenomicaSciencesTH2013THdTHd[UYX5 23

562 pvidenceHofHhorizontalHgeneHtransferHbetweenHamoebaHandHbacteriaVHClinicalaMicrobiologyaanda
InfectionTH2009THY5HSupplHZTHYbcUcX 9.5 23

561 SeroepidemiologyHofHRickettsiaHafricaeHinfectionHinHyorwegianHtravellersHtoHruralHlfricaVH
ScandinavianaJournalaofaInfectiousaDiseasesTH2002TH[]THd[Ua 23

560 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHPeptoniphilusHobesiHspVHnovVH
StandardsainaGenomicaSciencesTH2013THbTH[5bUad 23

559 pmergenceHandHoutcomesHofHtheHSlRSUnoVUZHOxarseilleU]OHvariantVHInternationalaJournalaofaInfectiousa
DiseasesTH2021THYXaTHZZcUZ[a 10.5 23

558
oiagnosticHperformanceHofHèPYcQqôfluorodeoxyglucoseHpositronHemissionHtomographyUcomputedH
tomographyHinHcystHinfectionHinHpatientsHwithHautosomalHdominantHpolycysticHkidneyHdiseaseVH
ClinicalaMicrobiologyaandaInfectionTH2016THZZTHbYUbb

9.5 22

557 RickettsialHinfectionsHofHtheHcentralHnervousHsystemVHPLoSaNeglectedaTropicalaDiseasesTH2019THY[THeXXXb]ad4.8 22

556 narefulHuseHofHYaSHrRylHgeneHsequenceHsimilarityHvaluesHforHtheHidentificationHofHspeciesVHNewa
MicrobesaandaNewaInfectionsTH2018THZZTHZ]UZd 4.1 22

555 xolecularH“estsH“hatH“argetHtheHR“«HwocusHooHyotHoistinguishHbetweenHvingellaHkingaeHandHtheH
RecentlyHoescribedHvingellaHnegevensisHSpeciesVHJournalaofaClinicalaMicrobiologyTH2017TH55TH[YY[U[YZZ 9.7 22

554 tnvestigationHofHbloodHcultureUnegativeHearlyHprostheticHvalveHendocarditisHrevealsHhighHprevalenceH
ofHfungiVHHeartTH2010THdaTHb][Ub 5.1 22

553 oetectionHofHrickettsiosesHandHQHfeverHinHSriHwankaVHAmericanaJournalaofaTropicalaMedicineaanda
HygieneTH2012THcaTHbYYUZ 3.2 22

552 qinegoldiaHmagnaTHanHearlyHpostUoperativeHcauseHofHinfectiousHendocarditiseHreportHofHtwoHcasesHandH
reviewHofHtheHliteratureVHAnaerobeTH2008THY]TH[YXUZ 2.8 22

551 pxtremelyHandHpandrugUresistantHbacteriaHextraUdeathseHmythHorHrealityjVHEuropeanaJournalaofa
ClinicalaMicrobiologyaandaInfectiousaDiseasesTH2018TH[bTHYacbUYadb 5.3 21
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550 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHxegasphaeraHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2013THcTH5Z5U[c 21

549 martonellaHquintanaHandHnoxiellaHburnetiiHasHcausesHofHendocarditisTHtndiaVHEmergingaInfectiousa
DiseasesTH2008THY]THYYacUd 10.2 21

548 QuantitativeHhistologicalHexaminationHofHbioprostheticHheartHvalvesVHClinicalaInfectiousaDiseasesTH
2006TH]ZTH5dXUa 11.6 21

547 martonellaHandHnoxiellaHantibodiesHinH[[]HprospectivelyHstudiedHepisodesHofHinfectiveHendocarditisH
inHSwedenVHScandinavianaJournalaofaInfectiousaDiseasesTH2003TH[5THbZ]Ub 21

546 RickettsiaHfelisTHfromHcultureHtoHgenomeHsequencingVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH
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545 QuantitativeHhistologicalHexaminationHofHmechanicalHheartHvalvesVHClinicalaInfectiousaDiseasesTH2005TH
]XTHa55UaY 11.6 21

544 zriginHandHpvolutionHofHRickettsialHPlasmidsVHPLoSaONETH2016THYYTHeXY]b]dZ 3.7 21

543 tntroductionHintoHtheHxarseilleHgeographicalHareaHofHaHmildHSlRSUnoVUZHvariantHoriginatingHfromH
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542 xicrovirgaHmassiliensisHspVHnovVTHtheHhumanHcommensalHwithHtheHlargestHgenomeVHMicrobiologyOpenTH
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540 PersistenceHofHoylHinHaHcuredHpatientHandHpositiveHcultureHinHcasesHwithHlowHantibodyHlevelsHbringH
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539 qirstHisolationHandHdetectionHbyHimmunofluorescenceHassayHofHmartonellaHkoehleraeHinHerythrocytesH
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InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2019THadTH5c]U5d[ 2.2 19
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526
oescriptionHofHxediterraneibacterHmassiliensisTHgenVHnovVTHspVHnovVTHaHnewHgenusHisolatedHfromHtheH
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496 lfricanHtickHbiteHqeverHinHaH“aiwaneseHtravelerHreturningHfromHSouthHlfricaeHmolecularHandHserologicH
studiesVHAmericanaJournalaofaTropicalaMedicineaandaHygieneTH2009THcYTHb[5Ud 3.2 14
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488 sumanHrickettsiosesHinHtheHmatnaHareaTHeasternHllgeriaVHTicksaandaTickoborneaDiseasesTH2012TH[TH[a]Ua 3.6 13

487 nlostridiumHdifficileHXZbHemergingHoutbreakHinHxarseilleTHqranceVHInfectionaControlaandaHospitala
EpidemiologyTH2013TH[]THY[[dU]Y 2 13

486 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHmartonellaHsenegalensisHspVHnovVH
StandardsainaGenomicaSciencesTH2013THcTHZbdUcd 13

485 “heHfirstHreportedHcasesHofHQHfeverHendocarditisHinH“hailandVHGastroenterologyaInsightsTH2012TH]THeb 2.1 13

484 tmplementationHofHanHinUhouseHrealUtimeHreverseHtranscriptionUPnRHassayHforHtheHrapidHdetectionHofH
theHSlRSUnoVUZHxarseilleU]HvariantVHJournalaofaClinicalaVirologyTH2021THY[dTHYX]cY] 14.5 13

483 genVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVHandHspVHnovVTHisolatedHfromHstoolHsamplesHofH
undernourishedHlfricanHchildrenVHNewaMicrobesaandaNewaInfectionsTH2017THYbTHc]Ucc 4.1 12

482 zutbreaksHofHtnvasiveHvingellaHkingaeHtnfectionsHinHoaycareHqacilitieseHlpproachHtoHtnvestigationH
andHxanagementVHJournalaofaPediatricsTH2017THYcZTHY]UZX 3.6 12

481
oescriptionHofHthreeHnewHPeptoniphilusHspeciesHculturedHinHtheHvaginalHfluidHofHaHwomanHdiagnosedH
withHbacterialHvaginosiseHPeptoniphilusHpacaensisHspVHnovVTHPeptoniphilusHraoultiiHspVHnovVTHandH
PeptoniphilusHvaginalisHspVHnovVHMicrobiologyOpenTH2019THcTHeXXaaY

3.4 12

480 oiagnosisHofHhumanHgranulocyticHanaplasmosisHinHmelgiumHbyHcombiningHmolecularHandHserologicalH
methodsVHNewaMicrobesaandaNewaInfectionsTH2014THZTHYbbUc 4.1 12
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478 renomeHsequenceHofHzceanobacillusHpicturaeHstrainHSYTHanHhalophilicHbacteriumHfirstHisolatedHinH
humanHgutVHStandardsainaGenomicaSciencesTH2015THYXTHdY 12

477 tncidentalHSyphilisHoiagnosedHbyHRealU“imeHPnRHScreeningHofH”rineHSamplesVHJournalaofaClinicala
MicrobiologyTH2015TH5[TH[bXbUc 9.7 12

476 ProspectiveHcomparisonHofHinfectiveHendocarditisHinHvhonHvaenTH“hailandHandHRennesTHqranceVH
AmericanaJournalaofaTropicalaMedicineaandaHygieneTH2015THdZTHcbYU] 3.2 12

475 ”pdateHonHrickettsiosesHinHSlovakiaVHActaaVirologicaTH2013TH5bTHYcXUdd 2.2 12
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StandardsainaGenomicaSciencesTH2013THdTH[d5U]Xd 12

473 PericardialHeffusionHinHaHhomelessHmanHdueHtoHmartonellaHquintanaVHJournalaofaClinicalaMicrobiologyTH
2003TH]YTH5ZdYU[ 9.7 12

472 tntroductionHofHtheHexoticHtickHlmblyommaHhebraeumHintoHqloridaHonHaHhumanHhostVHJournalaofa
ParasitologyTH2002THccTHcXXUY 0.9 12

471 tsolationHofHmycobacteriaHfromHclinicalHsamplesHusingHtheHcentrifugationUshellHvialHtechniqueVH
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2000THYdTHadUbX 5.3 12

470 pnhancementHofHpropoxypheneHbioavailabilityHbyHethanolVHRelationHtoHpsychomotorHandHcognitiveH
functionHinHhealthyHvolunteersVHEuropeanaJournalaofaClinicalaPharmacologyTH1991TH]YTHY]bU5Z 2.8 12

469 nharacteristicsHofHtheHfirstHYTYYdHSlRSUnoVUZHzmicronHvariantHcasesTHinHxarseilleTHqranceTH
yovemberUoecemberHZXZYVVHJournalaofaMedicalaVirologyTH2022TH 19.7 12

468 oylHpersistenceHandHrelapsesHquestionsHonHtheHtreatmentHstrategiesHofHpnterococcusHinfectionsHofH
prostheticHvalvesVHPLoSaONETH2012THbTHe5[[[5 3.7 12

467 YersiniaHpestisrenotypingVHEmergingaInfectiousaDiseasesTH2005THYYTHY[YcUY[Yd 10.2 12

466 renomeHsequenceUbasedHcriteriaHforHdemarcationHandHdefinitionHofHspeciesHinHtheHgenusVH
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2020THbXTHYb[cUYb5X 2.2 12
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StandardsainaGenomicaSciencesTH2016THYYTH[Z 12

463 yineHnasesHofHxethanogenicHlrchaeaHinHRefractoryHSinusitisTHanHpmergingHnlinicalHpntityVHFrontiersaina
PublicaHealthTH2019THbTH[c 6 12

462 RoleHofHsecondUlineHinjectableHantituberculosisHdrugsHinHtheHtreatmentHofHxoRW«oRHtuberculosisVH
InternationalaJournalaofaAntimicrobialaAgentsTH2017TH5XTHZ5ZUZ5] 14.3 11

461 lnHzutbreakHofHvingellaHvingaeHtnfectionsHnomplicatingHaHSevereHsandTHqootTHlndHxouthHoiseaseH
zutbreakHinHyiceTHqranceTHZXYaVHPediatricaInfectiousaDiseaseaJournalTH2017TH[aTH5[XU5[Z 3.4 11
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460 PaleomicrobiologyHofHmartonellaHinfectionsVHMicrobesaandaInfectionTH2015THYbTHcbdUc[ 9.3 11

459 sighUqualityHgenomeHsequenceHandHdescriptionHofHmacillusHdielmoensisHstrainHqq]P“QHspVHnovVH
StandardsainaGenomicaSciencesTH2015THYXTH]Y 11

458 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPaenibacillusHihumiiHspVHnovVHstrainH
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inaGenomicaSciencesTH2014THdTHcaaUcZ 11

454 xycoplasmaHhominisHbrainHabscessHfollowingHuterusHcurettageeHaHcaseHreportVHJournalaofaMedicala
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453 renomeHsequenceHofHRickettsiaHconoriiHsubspVHindicaTHtheHagentHofHtndianHtickHtyphusVHJournalaofa
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452 “ickHparalysisHbyHtxodesHholocyclusHinHaHuapaneseHtravelerHreturningHfromHlustraliaHassociatedHwithH
RickettsiaHhelveticaHinfectionVHJournalaofaTravelaMedicineTH2003THYXTHaYU[ 12.9 11

451 “ickHparalysisHbyHtxodesHholocyclusHinHaHuapaneseHtravelerHreturningHfromHlustraliaVHAnnalsaofathea
NewaYorkaAcademyaofaSciencesTH2003THddXTH[5bUc 6.5 11

450 oiversityHofHmorreliaHburgdorferiHsensuHlatoHinHRussianHqarHpastVHMicrobiologyaandaImmunologyTH2005TH
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JournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2004THZ[THdZXUZ 5.3 10

435 “ickUtransmittedHinfectionsHinH“ransvaaleHconsiderHRickettsiaHafricaeVHEmergingaInfectiousaDiseasesTH
1999TH5THYbcUcY 10.2 10

434 lrterioUvenousHplasmaHconcentrationHdifferencesHinHamitriptylineHoverdoseVHJournalaofaToxicology:a
ClinicalaToxicologyTH1985THZ[TH[dYU]Xa 10

433 ViralHRylHinHnityH astewaterHasHaHveyHtndicatorHofHnzVtoUYdHRecrudescenceHandHnontainmentH
xeasuresHpffectivenessVHFrontiersainaMicrobiologyTH2021THYZTHaa]]bb 5.7 10

432 tmplementationHofHanHinUhouseHrealUtimeHreverseHtranscriptionUPnRHassayHtoHdetectHtheHemergingH
SlRSUnoVUZHy5XYYHvariantsVHJournalaofaClinicalaVirologyTH2021THY]XTHYX]cac 14.5 10

431
PrimaryHsubacuteHepiphysealHosteomyelitisHcausedHbyHxycobacteriumHspeciesHinHyoungHchildreneHaH
modernHdiagnosticHapproachVHEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2017
TH[aTHbbYUbbb

5.3 9

430 oescriptionHofHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVHandHspVHnovVTH
nineHhalophilicHnewHspeciesHisolatedHfromHhumanHstoolVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH]5U5Y4.1 9

429
OOHspVHnovVTHOOHspVHnovVTHOOHspVHnovVTHOOHspVHnovVTHOOHspVHnovVTHOOHgenVHnovVTHspVHnovVTHOOHgenVHnovVTHspVHnovVHandHOOH
genVHnovVTHspVHnovVTHdHnewHspeciesHisolatedHfromHfreshHstoolHsamplesHofHhealthyHqrenchHpatientsVHNewa
MicrobesaandaNewaInfectionsTH2017THYbTHcdUd5

4.1 9

428 PaediatricHmoneHandHuointHtnfectionsHinHqrenchHruianaeHlHaHYearHRetrospectiveHReviewVHJournalaofa
TropicalaPediatricsTH2017THa[TH[cXU[cc 1.2 9

427 oescriptionHofHrabonibacterHmassiliensisHgenVHnovVTHspVHnovVTHaHyewHxemberHofHtheHqamilyH
PorphyromonadaceaeHtsolatedHfromHtheHsumanHrutHxicrobiotaVHCurrentaMicrobiologyTH2016THb[THcabUcbb2.4 9

426 renomeHanalysisHofHwisteriaHivanoviiHstrainHrbbXHthatHcausedHaHdeadlyHaorticHprosthesisHinfectionVH
NewaMicrobesaandaNewaInfectionsTH2016THYXTHcbUdZ 4.1 9

425 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHnlostridiumHsaudiiHspVHnovVHStandardsa
inaGenomicaSciencesTH2014THdTHc 9

Pierre E Fournier
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424
yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHVirgibacillusHmassiliensisHspVHnovVTHaH
moderatelyHhalophilicHbacteriumHisolatedHfromHhumanHgutVHNewaMicrobesaandaNewaInfectionsTH2015TH
cTHbcUcc

4.1 9

423 martonellaHhenselaeHisHusuallyHnotHviableHinHlymphHnodesHofHpatientsHwithHcatHscratchHdiseaseVH
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2017TH[aTHZZXbUZZY[ 5.3 9

422 xultiUomicsHlnalysisHShedsHwightHonHtheHpvolutionHandHtheHtntracellularHwifestyleHStrategiesHofH
SpottedHqeverHrroupHsppVHFrontiersainaMicrobiologyTH2017THcTHY[a[ 5.7 9

421 xeningitisHcausedHbyHPasteurellaHmultocidaHinHaHdogHownerHwithoutHaHdogHbiteeHclonalHlineageH
identificationHbyHxlwotU“zqHmassHspectrometryVHBMCaResearchaNotesTH2015THcTHaZa 2.3 9

420 renomeHsequenceHofHRickettsiaHconoriiHsubspVHisraelensisTHtheHagentHofHtsraeliHspottedHfeverVHJournala
ofaBacteriologyTH2012THYd]TH5Y[XUY 3.5 9

419 SimultaneousHquantitationHofHglafenineHandHitsHmajorHmetabolitesTHglafenicHandHhydroxyglafenicH
acidTHbyHhighUperformanceHliquidHchromatographyVHBiomedicalaApplicationsTH1981THZZ]TH[]cU[5Z 9

418 miologicalHevaluationHofHhemoperfusionHinHacuteHpoisoningVHClinicalaToxicologyTH1981THYcTHYZY[UZ[ 9

417 qirstHisolationHofHRickettsiaHconoriiHfromHhumanHbloodHinHnroatiaVHCroatianaMedicalaJournalTH2003TH]]THa[XU]1.6 9

416 oescriptionHofHOOHgenVHnovVTHspVHnovVTHOOHspVHnovVTHOOHspVHnovVHandHOOHspVHnovVHisolatedHfromHhealthyHfreshH
stoolsHwithHculturomicsVHNewaMicrobesaandaNewaInfectionsTH2017THYaTHaXUaZ 4.1 8

415 zlegusellaHmassiliensisHgenVHnovVTHspVHnovVTHstrainHvsobTHaHnewHbacterialHgenusHisolatedHfromHtheH
femaleHgenitalHtractHofHaHpatientHwithHbacterialHvaginosisVHAnaerobeTH2017TH]]THcbUd5 2.8 8

414 spVHnovVTHtaxonogenomicsHdescriptionHofHaHnewHbacterialHspeciesHisolatedHfromHhumanHgutVHNewa
MicrobesaandaNewaInfectionsTH2018THZ[THbUYa 4.1 8

413
xicrobialHnulturomicsHmroadensHsumanHVaginalHqloraHoiversityeHrenomeHSequenceHandHoescriptionH
ofHPrevotellaHlascolaiiHspVHnovVHtsolatedHfromHaHPatientHwithHmacterialHVaginosisVHOMICSaAaJournalaofa
IntegrativeaBiologyTH2018THZZTHZYXUZZZ

3.8 8

412 renomeHsequenceHandHdescriptionHofHsaloferaxHmassilienseHspVHnovVTHaHnewHhalophilicHarchaeonH
isolatedHfromHtheHhumanHgutVHExtremophilesTH2018THZZTH]c5U]dc 3 8

411 xicrobialHnulturomicsHtoHxapHsalophilicHmacteriumHinHsumanHruteHrenomeHSequenceHandH
oescriptionHofHzceanobacillusHjeddahenseHspVHnovVHOMICSaAaJournalaofaIntegrativeaBiologyTH2016THZXTHZ]cU5c3.8 8

410 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHrorillibacteriumHmassilienseHgenVH
novTHspVHnovVTHaHnewHmemberHofHtheHfamilyHPaenibacillaceaeVHStandardsainaGenomicaSciencesTH2014THdTHcXbUZX 8

409 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHnollinsellaHmassiliensisHspVHnovVH
StandardsainaGenomicaSciencesTH2014THdTHYY]]U5c 8

408 lctinomycesHgerencseriaeHhipHprosthesisHinfectioneHaHcaseHreportVHJournalaofaMedicalaCaseaReportsTH
2015THdTHZZ[ 1.2 8

407 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHmacillusHjeddahensisHspVHnovVH
StandardsainaGenomicaSciencesTH2015THYXTH]b 8

(2015-2015)
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406 tncreasingHburdenHofHurinaryHtractHinfectionsHdueHtoHintrinsicHcolistinUresistantHbacteriaHinHhospitalsH
inHxarseilleTHqranceVHInternationalaJournalaofaAntimicrobialaAgentsTH2015TH]5THY]]U5X 14.3 8

405 nlostridiumHtetaniHosteitisHwithoutHtetanusVHEmergingaInfectiousaDiseasesTH2014THZXTHY5bYU[ 10.2 8

404 lHcaseHofHmultifocalHchronicHQHfeverHosteomyelitisVHInfectionTH2011TH[dTHYabUd 5.8 8

403 rrimontiaHhollisaeTHaHpotentialHagentHofHgastroenteritisHandHbacteraemiaHinHtheHxediterraneanHareaVH
EuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2009THZcTHbX5Ub 5.3 8

402 renomicHcomparisonHofHRickettsiaHhelveticaHandHotherHRickettsiaHspeciesVHJournalaofaBacteriologyTH
2012THYd]THZb5Y 3.5 8

401 nompleteHgenomeHsequenceHofHRickettsiaHslovacaTHtheHagentHofHtickUborneHlymphadenitisVHJournalaofa
BacteriologyTH2012THYd]THYaYZ 3.5 8

400 SearchingHforHmacillusHanthracisHinHsuspectHpowderseHaHqrenchHexperienceVHJournalaofaClinicala
MicrobiologyTH2003TH]YTH5Z]fHauthorHreplyH5Z]U5 9.7 8

399
lHcaseHofHSalmonellaHenteritidisHsepticemiaHcomplicatedHbyHdisseminatedHintravascularHcoagulationTH
severeHhepatitisTHrhabdomyolysisHandHacuteHrenalHfailureVHEuropeanaJournalaofaClinicalaMicrobiologya
andaInfectiousaDiseasesTH1999THYcTHc[XUY

5.3 8

398 oiversityHandHdistributionHofHticksHfromHdomesticHruminantsHinHwebanonVHVeterinariaaItalianaTH2017TH
5[THY]bUY55 1 8

397 sistamineHfoodHpoisoningeHaHsuddenTHlargeHoutbreakHlinkedHtoHfreshHyellowfinHtunaHfromHReunionH
tslandTHqranceTHlprilHZXYbVHEurosurveillanceTH2019THZ]TH 19.8 8

396 macteriologyTH“axonomyTHandHPhylogenyHofRickettsiaVHInfectiousaDiseaseaandaTherapyTH2007THYUY] 8

395 lutomatedH esternHimmunoblottingHdetectionHofHantiUSlRSUnoVUZHserumHantibodiesVHEuropeana
JournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2021TH]XTHY[XdUY[Yb 5.3 8

394 JmacillusHmediterraneensisTJHaHnewHbacterialHspeciesHisolatedHfromHhumanHgutHmicrobiotaVHNewa
MicrobesaandaNewaInfectionsTH2016THYZTHcaUb 4.1 8

393 lHRegionalHzutbreakHofHnlostridiumHdifficileHPnRURibotypeHXZbHtnfectionsHinHSoutheasternHqranceH
fromHaHSingleHwongU“ermHnareHqacilityVHInfectionaControlaandaHospitalaEpidemiologyTH2016TH[bTHY[[bUY[]Y 2 8

392 oraftHgenomeHandHdescriptionHofHnohnellaHmassiliensisHspVHnovVTHaHnewHbacterialHspeciesHisolatedH
fromHtheHbloodHcultureHofHaHhemodialysisHpatientVHArchivesaofaMicrobiologyTH2019THZXYTH[X5U[YZ 3 8

391 yamingHmicroorganismseHtheHcontributionHofHtheHts”Hxˆ'diterranˆ'eHtnfectionTHxarseilleTHqranceVH
NewaMicrobesaandaNewaInfectionsTH2018THZaTHScdUSd5 4.1 8

390
nharacterizationHofHaHnovelHrramUstainUpositiveHanaerobicHcoccusHisolatedHfromHtheHfemaleHgenitalH
tracteHrenomeHsequenceHandHdescriptionHofHxurdochiellaHvaginalisHspVHnovVHMicrobiologyOpenTH2018TH
bTHeXX5bX

3.4 8

389 pndocarditisHinHtheHxediterraneanHmasinVHNewaMicrobesaandaNewaInfectionsTH2018THZaTHS][US5Y 4.1 8

Pierre E Fournier
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388 SlRSUnoVUZHvariantHfromHtndiaHtoHxarseilleeH“heHstillHactiveHroleHofHportsHinHtheHintroductionHofH
epidemicsVHTravelaMedicineaandaInfectiousaDiseaseTH2021TH]ZTHYXZXc5 8.4 8

387 oescriptionHofHnhryseobacteriumHtimonianumHspVHnovVTHisolatedHfromHaHpatientHwithHpneumoniaVH
AntonieaVanaLeeuwenhoekTH2017THYYXTHYYZYUYY[Z 2.1 7

386 OOHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHurogenitalHtractVHNewaMicrobesaandaNewaInfectionsTH
2017THYcTHY5UYb 4.1 7

385 zlsenellaHprovencensisHspVHnovVTHzlsenellaHphocaeensisHspVHnovVTHandHzlsenellaHmediterraneaHspVHnovVH
isolatedHfromHtheHhumanHcolonVHHumanaMicrobiomeaJournalTH2017TH]THZZUZ[ 5.6 7

384 tmplementationHandHtnitialHlnalysisHofHaHwaboratoryUmasedH eeklyHmiosurveillanceHSystemTH
ProvenceUllpesUnˆ·teHdOlzurTHqranceVHEmergingaInfectiousaDiseasesTH2017THZ[TH5cZU5cd 10.2 7

383 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHhumanHstoolVHNewaMicrobesaandaNewaInfectionsTH
2018THZYTHa[UbY 4.1 7

382 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHvallipygaHgabonensisHspVHnovVHNewa
MicrobesaandaNewaInfectionsTH2016THdTHY5UZ[ 4.1 7

381 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofH eeksellaHmassiliensisHspVHnovVHNewa
MicrobesaandaNewaInfectionsTH2015THcTHcdUdc 4.1 7

380 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHyecropsobacterHmassiliensisHspVHnovVH
NewaMicrobesaandaNewaInfectionsTH2015THcTH]YU5X 4.1 7

379 oiagnosisHofHmartonellaHhenselaeHprostheticHvalveHendocarditisHinHmanTHqranceVHEmergingaInfectiousa
DiseasesTH2014THZXTHY[daUb 10.2 7

378 renomeHofHaHchronicHosteitisUcausingHnlostridiumHtetaniVHNewaMicrobesaandaNewaInfectionsTH2014THZTHZ5Ua 4.1 7

377 weptospirosisHinHaHqrenchHtravelerHreturningHfromHxauritiusVHJournalaofaTravelaMedicineTH2012THYdTHadUbY 12.9 7

376 SequenceHandHannotationHofHRickettsiaHsibiricaHsibiricaHgenomeVHJournalaofaBacteriologyTH2012THYd]THZ[bb 3.5 7

375 renomeHsequenceHofHoiplorickettsiaHmassiliensisTHanHemergingHtxodesHricinusUassociatedHhumanH
pathogenVHJournalaofaBacteriologyTH2012THYd]TH[Zcb 3.5 7

374 ValproateHpoisoningVHLancetnaTheTH1982THZTHdb 40 7

373  holeUrenomeHSequenceHofHsaloimpatiensHlingqiaonensisHStrainHPcd5aVHMicrobiologyaResourcea
AnnouncementsTH2019THcTH 1.3 7

372 ”tilizationHofHralectinsHbyHPathogensHforHtnfectionVHFrontiersainaImmunologyTH2020THYYTHYcbb 8.4 7

371
ScreeningHofHSlRSUnoVUZHamongHhomelessHpeopleTHasylumUseekersHandHotherHpeopleHlivingHinH
precariousHconditionsHinHxarseilleTHqranceTHxarchUlprilHZXZXVHInternationalaJournalaofaInfectiousa
DiseasesTH2021THYX5THYUa

10.5 7

(2021-2021)
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370
yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPlanococcusHmassiliensisHspVHnovVTHaH
moderatelyHhalophilicHbacteriumHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewaInfectionsTH
2016THYXTH[aU]a

4.1 7

369 renomeHSequenceHofHtheH“ickUmorneHPathogenHRickettsiaHraoultiiVHGenomeaAnnouncementsTH2016TH]TH 7

368 spVHnovVTHstrainHxnYHaHnewHbacterialHspeciesHisolatedHfromHhumanHurineVHNewaMicrobesaandaNewa
InfectionsTH2016THY]THb[UcZ 4.1 7

367 mutyricimonasHphoceensisHspVHnovVTHaHnewHanaerobicHspeciesHisolatedHfromHtheHhumanHgutH
microbiotaHofHaHqrenchHmorbidlyHobeseHpatientVHNewaMicrobesaandaNewaInfectionsTH2016THY]TH[cU]c 4.1 7

366 nharacterizationHofHaHyewHpzakiellaHtsolatedHfromHtheHsumanHVaginaeHrenomeHSequenceHandH
oescriptionHofHpzakiellaHmassiliensisHspVHnovVHCurrentaMicrobiologyTH2018THb5TH]5aU]a[ 2.4 7

365 renomicHanalysisHofHaHRaoultellaHornithinolyticaHstrainHcausingHprostheticHjointHinfectionHinHanH
immunocompetentHpatientVHScientificaReportsTH2018THcTHd]aZ 4.9 7

364
nlinicalHoutcomesHinHpatientsHinfectedHwithHdifferentHSlRSUnoVUZHvariantsHatHoneHhospitalHduringH
threeHphasesHofHtheHnzVtoUYdHepidemicHinHxarseilleTHqranceVHInfectionnaGeneticsaandaEvolutionTH2021TH
d5THYX5XdZ

4.5 7

363 OOHgenVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHileumVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH5YU5[ 4.1 6

362 PedobacterHschmidteaeHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHmicrobiotaHofHtheHplanarianH
SchmidteaHmediterraneaVHScientificaReportsTH2020THYXTHaYY[ 4.9 6

361 spVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVHandHspVHnovVTHnewHbacterialHspeciesHisolatedHfromH
theHhumanHrespiratoryHmicrobiomeVHNewaMicrobesaandaNewaInfectionsTH2018THZZTH[bU][ 4.1 6

360 oraftHgenomeHsequenceHofHstrainHSt“cTHisolatedHfromHtheHhumanHgutVHStandardsainaGenomicaSciencesTH
2018THY[THc 6

359 “essaracoccusHmassiliensisHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewa
MicrobesaandaNewaInfectionsTH2016THY[TH[UYZ 4.1 6

358 lnaerococcusHrubiinfantisHspVHnovVTHisolatedHfromHtheHgutHmicrobiotaHofHaHSenegaleseHinfantHwithH
severeHacuteHmalnutritionVHAnaerobeTH2016TH]XTHc5Ud] 2.8 6

357 renomeHsequenceHandHdescriptionHofHnorynebacteriumHihumiiHspVHnovVHStandardsainaGenomica
SciencesTH2014THdTHYYZcU][ 6

356 renomeHsequenceHandHdescriptionHofHmacteroidesHtimonensisHspVHnovVHStandardsainaGenomicaSciences
TH2014THdTHYYcYUdb 6

355 oescriptionHofHOOHspVHnovVHandHOOHspVHnovVTHisolatedHfromHhealthyHfreshHstoolsHofHSaudiHlrabiaHmedouinsH
byHculturomicsVHNewaMicrobesaandaNewaInfectionsTH2017THYdTHYZdUY[Y 4.1 6

354 renomeHSequenceHofHRickettsiaHtamuraeTHaHRecentlyHoetectedHsumanHPathogenHinHuapanVHGenomea
AnnouncementsTH2014THZTH 6

353 renomeHSequenceHofHmacillusHsimplexHStrainHP55cTHtsolatedHfromHaHsumanHqecalHSampleVHGenomea
AnnouncementsTH2014THZTH 6

Pierre E Fournier
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352 tmmunohistochemicalHdetectionHofHnoxiellaHburnetiiHinHanHaorticHgraftVHClinicalaMicrobiologyaanda
InfectionTH2009THY5HSupplHZTHYbYUZ 9.5 6

351 “ickUborneHrickettsiosisHinHtheHlltayHregionHofHRussiaVHClinicalaMicrobiologyaandaInfectionTH2009THY5H
SupplHZTH[Y[U] 9.5 6

350 tdentificationHofHaHnewHserotypeHofHRickettsiaHheilongjiangensisHinHwildHratsHfromHruangdongH
ProvinceTHnhinaVHClinicalaMicrobiologyaandaInfectionTH2009THY5HSupplHZTH[[cUd 9.5 6

349 renomeHsequenceHofHJRickettsiaHsibiricaHsubspVHmongolitimonaeJVHJournalaofaBacteriologyTH2012TH
Yd]THZ[cdUdX 3.5 6

348 renomeHsequenceHofHRickettsiaHaustralisTHtheHagentHofHQueenslandHtickHtyphusVHJournalaofa
BacteriologyTH2012THYd]TH5YZd 3.5 6

347 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHlnaerococcusHvaginalisVHStandardsaina
GenomicaSciencesTH2012THaTH[5aUa5 6

346 PseudoUoutbreakHofHlisteriosisHelucidatedHbyHpulsedUfieldHgelHelectrophoresisVHEuropeanaJournalaofa
ClinicalaMicrobiologyaandaInfectiousaDiseasesTH1997THYaTHb5aUaX 5.3 6

345 PhylogeneticHpositionHofHmartonellaHvinsoniiHsubspVHarupensisHbasedHonHYaSHroylHandHgltlHgeneH
sequencesVHInternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2001TH5YTHYbdUYcZ 2.2 6

344 tnHvivoHdeterminationHofHtheHcaloricHvalueHofHgumHarabicHinHtheHmaleHratUUbiologicalHdataVHFooda
AdditivesaandaContaminantsTH1987TH]THZ[[U]a 6

343 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHllistipesHtimonensisHspVHnovVVH
StandardsainaGenomicaSciencesTH2012THaTH[Y5U[Z] 6

342 renomicHdiversityHandHevolutionHofHcoronavirusHPSlRSUnoVUZQHinHqranceHfromH[XdH
nzVtoUYdUinfectedHpatients 6

341 RaoultellaHornithinolyticaeHlnHunusualHpathogenHforHprostheticHjointHinfectionVHIDCasesTH2016TH5TH]aUc 2 6

340  holeUrenomeHSequenceHofHqrenchHnlinicalHzlivibacterHjiluniiHStrainHPc5XZVHMicrobiologyaResourcea
AnnouncementsTH2019THcTH 1.3 6

339 nolibacterHmassiliensisHgenVHnovVHspVHnovVTHaHnovelHrramUstainUpositiveHanaerobicHdiplococcalH
bacteriumTHisolatedHfromHtheHhumanHleftHcolonVHScientificaReportsTH2019THdTHYbYdd 4.9 6

338 oiversityHofHlerobicHmacilliHlnalysisH”singHxolecularHandHnultureUmasedHlpproachesHinHoebaghHsotH
SpringVHGeomicrobiologyaJournalTH2019TH[aTHY[bUY]b 2.5 6

337
SeroepidemiologicalHandHmolecularHinvestigationHofHspottedHfeverHgroupHrickettsiaeHandHnoxiellaH
burnetiiHinHSaoH“omeHtslandeHlHzneHsealthHapproachVHTransboundaryaandaEmergingaDiseasesTH2020THabH
SupplHZTH[aU][

4.2 6

336 lHsurveyHforHspottedHfeverHgroupHrickettsiaeHandHehrlichiaeHinHlmblyommaHvariegatumHfromHStVH
vittsHandHyevisVHAmericanaJournalaofaTropicalaMedicineaandaHygieneTH2003THadTH5cUd 3.2 6

335 qirstHcasesHofHinfectionHwithHtheHZYwWmlVZHzmicronHvariantHinHxarseilleTHqranceVVHJournalaofaMedicala
VirologyTH2022TH 19.7 6

(2022-2009)
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334 “axonogenomicsHandHdescriptionHofHgenVHnovVTHspVHnovVTHstrainHxarseilleHPZ5YbTHaHnewHbacterialH
genusHisolatedHfromHtheHhumanHvaginaVHNewaMicrobesaandaNewaInfectionsTH2017THY5THd]UYX[ 4.1 5

333 tnediibacteriumHmassilienseHgenVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHgutH
microbiotaHofHaHseverelyHmalnourishedHinfantVHAntonieaVanaLeeuwenhoekTH2017THYYXTHb[bUb5X 2.1 5

332 OOHspVnovVTHidentifiedHinHhumanHstoolHsampleVHNewaMicrobesaandaNewaInfectionsTH2017THYdTHY[ZUY[[ 4.1 5

331 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHaHstoolHsampleHfromHaHpygmyHwomanVHNewa
MicrobesaandaNewaInfectionsTH2017THY5TH]XU]Y 4.1 5

330
yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHRaoultibacterHmassiliensisHgenVHnovVTH
spVHnovVHandHRaoultibacterHtimonensisHspVHnovTHtwoHnewHbacterialHspeciesHisolatedHfromHtheHhumanH
gutVHMicrobiologyOpenTH2019THcTHeXXb5c

3.4 5

329 lHmodifiedHmultilocusHsequenceHtypingHprotocolHtoHgenotypeHvingellaHkingaeHfromHoropharyngealH
swabsHwithoutHbacterialHisolationVHBMCaMicrobiologyTH2017THYbTHZXX 4.5 5

328 spVHnovVTHaHnewHhumanUassociatedHspeciesHisolatedHfromHaHpatientHwithHchronicHrefractoryHsinusitisVH
NewaMicrobesaandaNewaInfectionsTH2018THZ[THaYUad 4.1 5

327 macillusHkwashiorkoriHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHaHmalnourishedHchildHusingH
culturomicsVHMicrobiologyOpenTH2018THbTHeXX5[5 3.4 5

326 sighUqualityHgenomeHsequencingHandHdescriptionHofHoermabacterHindicisHspVHnovVHNewaMicrobesaanda
NewaInfectionsTH2016THYYTH5dUab 4.1 5

325 renomeHsequenceHandHdescriptionHofHrracilibacillusHtimonensisHspVHnovVHstrainHxarseilleUPZ]cYHTHaH
moderateHhalophilicHbacteriumHisolatedHfromHtheHhumanHgutHmicrofloraVHMicrobiologyOpenTH2019THcTHeXXa[c3.4 5

324
sumanHpegivirusHisolatesHcharacterizedHbyHdeepHsequencingHfromHhepatitisHn´ virusURylHandHhumanH
immunodeficiencyHvirusURylUpositiveHbloodHdonationsTHqranceVHJournalaofaMedicalaVirologyTH2019TH
dYTH[cU]]

19.7 5

323 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHnorynebacteriumHjeddahenseHspVH
novVHStandardsainaGenomicaSciencesTH2014THdTHdcbUYXXZ 5

322 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPaenibacillusHantibioticophilaHspV´ novVH
roYYP“QTHtheHtypeHstrainHof´ PaenibacillusHantibioticophilaVHNewaMicrobesaandaNewaInfectionsTH2015THcTHY[bU]b4.1 5

321 oescriptionHofHgenVHnovVTHspVHnovVTHspVHnovVTHandHgenVHnovVTHspVHnovVTHisolatedHfromHaHfaecalHspecimenHofH
aH5XUyearUoldHSaudiHmedouinHwomanVHNewaMicrobesaandaNewaInfectionsTH2017THYdTHcbUdX 4.1 5

320 sighUqualityHgenomeHsequenceHandHdescriptionHofHmacillusHndiopicusHstrainHqq[P“QHspVHnovVHNewa
MicrobesaandaNewaInfectionsTH2015THcTHY5]Ua[ 4.1 5

319 “woHnasesHofHweptospirosisHinHqrenchH“ravelersHReturningHqromHvohHSamuiTH“hailandVHJournalaofa
TravelaMedicineTH2015THZZTH]YdUZY 12.9 5

318 ”pdateHonH“ickUmorneHRickettsiosesHaroundHtheH orldeHaHreographicHlpproachVHClinicalaMicrobiologya
ReviewsTH2014THZbTHYaaUYaa 34 5

317 renomeHSequenceHofHRickettsiaHgravesiiTHtsolatedHfromH esternHlustralianH“icksVHGenomea
AnnouncementsTH2013THYTH 5
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316 QHfevereHaHcaseHwithHaHvascularHinfectionHcomplicationVHBMJaCaseaReportsTH2010THZXYXTH 0.9 5

315 martonellaHquintanaHcoinfectionHinHStaphylococcusHaureusHendocarditiseHusefulnessHofHscreeningHinH
highUriskHpatientsjVHClinicalaInfectiousaDiseasesTH2009TH]cTHY[[ZU[ 11.6 5

314 ORickettsiaHhuliniiOHbelongsHtoHtheHRickettsiaHheilongjiangensisHspeciesVHClinicalaMicrobiologyaanda
InfectionTH2009THY5HSupplHZTH[]XUZ 9.5 5

313 renomeHsequenceHofHRickettsiaHconoriiHsubspVHcaspiaTHtheHagentHofHlstrakhanHfeverVHJournalaofa
BacteriologyTH2012THYd]TH]ba[U] 3.5 5

312 renomicHanalysisHofHRickettsiaHjaponicaHstrainHYs“VHJournalaofaBacteriologyTH2012THYd]THaddZ 3.5 5

311 xycoplasmaHpneumoniaeeHaHrarelyHdiagnosedHagentHinHventilatorUacquiredHpneumoniaVHJournalaofa
HospitalaInfectionTH2005TH5dTHb]U5 6.9 5

310 rasHchromatographicHdeterminationHofHchlorproethazineHinHplasmaVHBiomedicalaApplicationsTH1987TH
]YdTH[a[Ub 5

309 oraftHrenomeHSequenceHofHSalirhabdusHeuzebyiHStrainHQY][cVHMicrobiologyaResourcea
AnnouncementsTH2020THdTH 1.3 5

308 “ularemiaeHlHnaseHSeriesHofHPatientsHoiagnosedHatHtheHyationalHReferenceHnenterHforHRickettsiosesH
qromHZXXcHtoHZXYbVHOpenaForumaInfectiousaDiseasesTH2020THbTHofaa]]X 1 5

307 â��zlsenellaHurininfantisâ��THaHnewHbacterialHspeciesHisolatedHfromHaHurineHsampleHofHaHZaUdayUoldHboyH
sufferingHfromHgastroesophagealHrefluxVHHumanaMicrobiomeaJournalTH2016THZTHYbUYc 5.6 5

306 orancourtellaHmassiliensisHgenVHnovVTHspVHnovVHisolatedHfromHfreshHhealthyHhumanHfaecalHsampleHfromH
SouthHqranceVHNewaMicrobesaandaNewaInfectionsTH2016THYYTH[]U]Z 4.1 5

305 lbsenceHofHserologicalHevidenceHofHRickettsiaHsppVTHmartonellaHsppVTHphrlichiaHsppVHandHnoxiellaH
burnetiiHinfectionsHinHlmericanHSamoaVHTicksaandaTickoborneaDiseasesTH2016THbTHbX[UbX5 3.6 5

304 JRaoultibacterHmassiliensisJHgenVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHofHaH
SaudiHmedouinVHNewaMicrobesaandaNewaInfectionsTH2016THY]THYU[ 4.1 5

303 OsalomonasHmassiliensisOHspVHnovVTHaHnewHhalotolerantHbacteriumHisolatedHfromHtheHhumanHgutVHNewa
MicrobesaandaNewaInfectionsTH2016THY]THYdUZX 4.1 5

302 “axonogenomicsHdescriptionHofHParabacteroidesHtimonensisHspVHnovVHisolatedHfromHaHhumanHstoolH
sampleVHMicrobiologyOpenTH2019THcTHeXXbXZ 3.4 5

301 xiniphocibacterHmassiliensisHgenVHnovVTHspVHnovVTHaHnewHspeciesHisolatedHfromHtheHhumanHgutHandHitsH
taxonoUgenomicsHdescriptionVHMicrobiologyOpenTH2019THcTHeXXb[5 3.4 5

300 SlRSUnoVUZHreinfectionHandHnzVtoUYdHseverityVVHEmergingaMicrobesaandaInfectionsTH2022THYU]Y 18.9 5

299 nultureHandHidentificationHofHaHâ��oeltamicronâ��HSlRSUnoVUZHinHaHthreeHcasesHclusterHinHsouthernHqrance 5

(-2010)
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298 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHileumHofHaHpatientHwithHnrohnH
diseaseVHNewaMicrobesaandaNewaInfectionsTH2017THYbTHZ5UZa 4.1 4

297 spVHnovVHandHspVHnovVTHtwoHnewHbacterialHspeciesHisolatedHfromHhumanHurineHafterHkidneyH
transplantationVHNewaMicrobesaandaNewaInfectionsTH2017THYaTHb[Ub5 4.1 4

296 renomeHsequenceHandHdescriptionHofHgenVHnovVTHspVHnovVTHisolatedHfromHtheHgutHofHpatientHwithH
kwashiorkorVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH5]Ua] 4.1 4

295 OOHspVHnovVTHaHnewHspeciesHisolatedHfromHhumanHfemaleHgenitalHtractVHNewaMicrobesaandaNewaInfections
TH2017THYbTHb5Uba 4.1 4

294  esternHtmmunoblottingHforHtheHoiagnosisHofHandHtnfectiveHpndocarditisVHFrontiersainaCellularaanda
InfectionaMicrobiologyTH2019THdTH[Y] 5.9 4

293 nlostridiumHmassiliamazonienseHspVHnovVTHyewHmacterialHSpeciesHtsolatedHfromHStoolHSampleHofHaH
VolunteerHmrazilianVHCurrentaMicrobiologyTH2020THbbTHZXXcUZXY5 2.4 4

292 lctinomycetomaHnausedHbyHlctinomaduraHmexicanaTHlHyeglectedHpntityHinHtheHnaribbeanVH
EmergingaInfectiousaDiseasesTH2020THZaTH[bdU[cX 10.2 4

291 sighUqualityHgenomeHsequenceHandHdescriptionHofHPaenibacillusHdakarensisHspVHnovVHNewaMicrobesa
andaNewaInfectionsTH2016THYXTHY[ZU]Y 4.1 4

290 spVHnovVTHspVHnovVHandHspVHnovVTHisolatedHfromHvaginalHswabsHfromHhealthyHSenegaleseHwomenVHNewa
MicrobesaandaNewaInfectionsTH2019TH[YTHYXX5c5 4.1 4

289 spVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHurineHsampleVHNewaMicrobesaandaNewa
InfectionsTH2019TH[YTHYXX5ba 4.1 4

288 yonHcontiguousUfinishedHgenomeHsequenceHandHdescriptionHofHpnormaHtimonensisHspVHnovVH
StandardsainaGenomicaSciencesTH2014THdTHdbXUca 4

287 yoncontiguousHfinishedHgenomeHsequencesHandHdescriptionHofHandHfiveHnewHspeciesHidentifiedHbyH
culturomicsVHNewaMicrobesaandaNewaInfectionsTH2017THYdTH]5U5d 4.1 4

286 xycoplasmaHgenitaliumTHanHagentHofHreemergingHsexuallyHtransmittedHinfectionsVHApmisTH2017THYZ5THdYaUdZX3.4 4

285 OOHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewaInfectionsTH
2017THYdTHYZYUYZZ 4.1 4

284 oraftHrenomeHSequenceHofHS bZXc]ZaTHtheHqirstHpuropeanHStrainHofHtsolatedHfromHaHsealthyHnhildH
inHSwitzerlandVHGenomeaAnnouncementsTH2017TH5TH 4

283 “argetingHtheHvingellaHvingaeHgropwHreneHisHaHReliableHxethodHforHtheHxolecularHoiagnosisHofHvVH
vingaeHtnfectionHandHnarriageVHJournalaofaPaediatricsaandaChildaHealthTH2017TH5[THYX[XUYX[Y 1.3 4

282 mloodHnultureUyegativeHpndocarditisTHxoroccoVHEmergingaInfectiousaDiseasesTH2017THZ[THYdXcUYdXd 10.2 4

281 nlostridiumHpolynesienseHspVHnovVTHaHnewHmemberHofHtheHhumanHgutHmicrobiotaHinHqrenchHPolynesiaVH
AnaerobeTH2015TH[aTHbdUcb 2.8 4

Pierre E Fournier

30



280 renomeHsequenceHandHdescriptionHofHPantoeaHsepticaHstrainHqq5VHStandardsainaGenomicaSciencesTH
2015THYXTHYX[ 4

279 tnvasiveHwisteriaHmonocytogenesHinfectionHafterHliverHtransplantationeHaHlifeUthreateningHconditionVH
LancetnaTheTH2015TH[c5THZXX 40 4

278 renomeHSequenceHofHmorreliaHcrociduraeHStrainHX[UXZTHaHnlinicalHtsolateHfromHSenegalVHGenomea
AnnouncementsTH2014THZTH 4

277 renomeHSequenceHofHRickettsiaHhoogstraaliiTHaHreographicallyH idelyHoistributedH“ickUlssociatedH
macteriumVHGenomeaAnnouncementsTH2014THZTH 4

276 ViralHendocarditisHorHsimpleHviralHdisseminatedHinfectionjVHClinicalaInfectiousaDiseasesTH2011TH5[TH
YZdcfHauthorHreplyHYZddU[XX 11.6 4

275 renomeHsequenceHofHmartonellaHbirtlesiiTHaHbacteriumHisolatedHfromHsmallHrodentsHofHtheHgenusH
lpodemusVHJournalaofaBacteriologyTH2012THYd]TH]bbd 3.5 4

274 renomicHcomparisonHofHRickettsiaHhoneiHstrainHRm“HandHotherHRickettsiaHSpeciesVHJournalaofa
BacteriologyTH2012THYd]TH]Y]5 3.5 4

273 StandardisationHetHpriseHenHchargeHmultidisciplinaireHdesHendocarditesVHStratˆ'gieHduHns”HdeH
xarseilleVHAntibiotiquesTH2009THYYTHcYUcd 4

272 martonellaHquintanaTHliceTHandHmolecularHtoolsVHJournalaofaMedicalaEntomologyTH2006TH][THbcbfHauthorH
replyHbcc 2.2 4

271 pcologyHandHmolecularHepidemiologyHofHtickUborneHrickettsiosesHandHanaplasmosesHwithHnaturalHfociH
inHRussiaHandHvazakhstanVHAnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2006THYXbcTHZddU[X] 6.5 4

270 tsolationHandHcharacterizationHofHaHnewHRickettsiaHfromHtxodesHricinusHticksHcollectedHinHSlovakiaVH
AnnalsaofatheaNewaYorkaAcademyaofaSciencesTH2003THddXTH5]Ua 6.5 4

269 natUScratchHoiseaseHandHanHzverviewHofHztherHmartonellaHhenselaeURelatedHtnfectionsH1998THYTH[ZUaZ 4

268 qirstHcasesHofHinfectionHwithHtheHZYwWmlVZHzmicronHvariantHinHxarseilleTHqrance 4

267 PredominantHimmunoglobulinHlHresponseHtoHphaseHttHantigenHofHnoxiellaHburnetiiHinHacuteHQHfeverVH
VaccineaJournalTH1999THaTHYb[Ub 4

266  holeUrenomeHSequenceHofHqrenchHnlinicalHPeptoniphilusHcatoniaeHStrainHPc5]aVHMicrobiologya
ResourceaAnnouncementsTH2019THcTH 1.3 4

265 oynamicsHandHgeneticHdiversityHofHsaemophilusHinfluenzaeHcarriageHamongHqrenchHpilgrimsHduringH
theHZXYcHsajjeHlHprospectiveHcohortHsurveyVHTravelaMedicineaandaInfectiousaDiseaseTH2020TH[cTHYXYcc[ 8.4 4

264
nollinsellaHvaginalisHspVHnovVHstrainHxarseilleUPZaaaTHaHnewHmemberHofHtheHnollinsellaHgenusHisolatedH
fromHtheHgenitalHtractHofHaHpatientHsufferingHfromHbacterialHvaginosisVHInternationalaJournalaofa
SystematicaandaEvolutionaryaMicrobiologyTH2019THadTHd]dUd5a

2.2 4

263 pffectHofHantiplateletHagentsHonHplateletHantistaphylococcalHcapacityeHlnHinHvitroHstudyVHInternationala
JournalaofaAntimicrobialaAgentsTH2020TH55THYX5cdX 14.3 4

(2020-2015)

31



262 PlanariansHPPlatyhelminthesQUlnHpmergingHxodelHzrganismHforHtnvestigatingHtnnateHtmmuneH
xechanismsVHFrontiersainaCellularaandaInfectionaMicrobiologyTH2021THYYTHaYdXcY 5.9 4

261
martonellaHinfectionsHdiagnosedHinHtheHqrenchHreferenceHcenterTHZXY]UZXYdTHandHfocusHonHinfectionsH
inHtheHimmunocompromisedVHEuropeanaJournalaofaClinicalaMicrobiologyaandaInfectiousaDiseasesTH2021TH
]XTHZ]XbUZ]YX

5.3 4

260 JthubacterHmassiliensisJeHaHnewHbacteriumHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2016THY[THYX]U5 4.1 4

259
zceanobacillusHtimonensisHspVHnovVHandHzceanobacillusHsenegalensisHspVHnovVTHtwoHnewHmoderatelyH
halophilicTHrramUstainHpositiveHbacteriaHisolatedHfromHstoolsHsampleHofHhealthyHyoungHSenegaleseVH
AntonieaVanaLeeuwenhoekTH2019THYYZTHbc5Ubda

2.1 4

258 lnaerococcusHurinimassiliensisHspVHnovVTHaHnewHbacteriumHisolatedHfromHhumanHurineVHScientifica
ReportsTH2021THYYTHZac] 4.9 4

257 semodialysisHvascularHgraftHasHaHfocusHofHpersistentHQHfeverVHInfectionTH2018TH]aTHccYUcc] 5.8 4

256 pggerthellaHtimonensisHspVHnovTHaHnewHspeciesHisolatedHfromHtheHstoolHsampleHofHaHpygmyHfemaleVH
MicrobiologyOpenTH2018THbTHeXX5b5 3.4 4

255 lnalysisHofHSlRSUnoVUZHvariantsHfromHZ]TYcYHpatientsHexemplifiesHtheHroleHofHglobalisationHandH
zoonosisHinHpandemics 4

254 nharacteristicsHandHnaturalHhistoryHofHpatientsHwithHcolorectalHcancerHcomplicatedHbyHinfectiousH
endocarditisVHnaseHcontrolHstudyHofHZ5HpatientsVHAnticanceraResearchTH2014TH[]TH[]dU5[ 2.3 4

253 tncidenceHandHzutcomeHofHnoinfectionsHwithHSlRSUnoVUZHandHRhinovirusVVHVirusesTH2021THY[TH 6.2 4

252 genVHnovVTHspVHnovVTHisolatedHfromHhumanHleftHcolonVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH[aU[c 4.1 3

251 OOHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHofHaHPygmyHwomanVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH[bU[c 4.1 3

250 spVHnovVTHisolatedHfromHtheHgutHmicrobiotaHofHaHhealthyHinfantVHNewaMicrobesaandaNewaInfectionsTH
2017THYaTHY[UZ] 4.1 3

249 spVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHrespiratoryHmicrobiomeVHNewaMicrobesa
andaNewaInfectionsTH2017THYbTH5ZU5[ 4.1 3

248 OOHspVHnovVTHOOHspVHnovVTHOOHspVHnovVHandHOOHspVHnovVTH]HnewHspeciesHisolatedHfromHfreshHstoolsHofHobeseH
qrenchHpatientsVHNewaMicrobesaandaNewaInfectionsTH2017THYcTHZ]UZb 4.1 3

247
oescriptionHandHgenomicHcharacterizationHofHxassiliimaliaHmassiliensisHgenVHnovVTHspVHnovVTHandH
xassiliimaliaHtimonensisHgenVHnovVTHspVHnovVTHtwoHnewHmembersHofHtheHfamilyHRuminococcaceaeH
isolatedHfromHtheHhumanHgutVHAntonieaVanaLeeuwenhoekTH2019THYYZTHdX5UdYc

2.1 3

246 oescriptionHofHuanibacterHmassiliensisHspVHnovVTHculturedHfromHtheHvaginalHdischargeHofHaHpatientHwithH
bacterialHvaginosisVHAntonieaVanaLeeuwenhoekTH2019THYYZTHYY]bUYY5d 2.1 3

245 SurvivalHofHRickettsiaHconoriiHinHartificiallyHcontaminatedHwholeHandHleukoreducedHcanineHbloodH
unitsHduringHtheHstorageHperiodVHParasitesaandaVectorsTH2020THY[THYYc 4 3
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244
xicrobialHculturomicsHtoHisolateHhalophilicHbacteriaHfromHtableHsalteHgenomeHsequenceHandH
descriptionHofHtheHmoderatelyHhalophilicHbacteriumHspVHnovVHNewaMicrobesaandaNewaInfectionsTH2018TH
Z[THZcU[c

4.1 3

243 spVHnovVTHspVHnovVHandHspVHnovVTHthreeHnewHbacterialHspeciesHidentifiedHfromHhumanHgutHmicrobiotaVH
NewaMicrobesaandaNewaInfectionsTH2018THZ[TH]]U]b 4.1 3

242 yumidumHmassilienseHgenVHnovVTHspVHnovVTHaHnewHmemberHofHtheHmacillaceaeHfamilyHisolatedHfromHtheH
humanHgutVHNewaMicrobesaandaNewaInfectionsTH2016THYZTHbaUc5 4.1 3

241 JpmergenciaHtimonensisTJHaHnewHbacteriumHisolatedHfromHtheHstoolHofHaHhealthyHpatientVHNewa
MicrobesaandaNewaInfectionsTH2016THYZTHb[U5 4.1 3

240 yonUcontiguousUqinishedHrenomeHSequenceHandHoescriptionHofHPaenibacillusHcamerounensisHspVH
novVHMicrobialaEcologyTH2016THbYTHddXUc 4.4 3

239 sighHPrevalenceHofHxycoplasmaHfauciumHoylHinHtheHsumanHzropharynxVHJournalaofaClinicala
MicrobiologyTH2016TH5]THYd]Ua 9.7 3

238 lnaerococcusHjeddahensisHspVHnovVTHaHyewHmacterialHSpeciesHtsolatedHqromHsealthyHyomadicH
medouinH omanHqromHSaudiHlrabiaVHCurrentaMicrobiologyTH2018THb5THY]YdUY]Zc 2.4 3

237 oraftHrenomeHandHoescriptionHofHpisenbergiellaHmassiliensisHStrainHl“YYeHlHyewHSpeciesHtsolatedH
fromHsumanHqecesHlfterHmariatricHSurgeryVHCurrentaMicrobiologyTH2018THb5THYZb]UYZcY 2.4 3

236 spVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHstoolHsampleVHNewaMicrobesaandaNewa
InfectionsTH2019TH[YTHYXX5b5 4.1 3

235 spVHnovVTHaHnewHbacteriumHisolatedHfromHaHstoolHspecimenHofHaHhealthyHwomanVHNewaMicrobesaanda
NewaInfectionsTH2019TH[ZTHYXXaXb 4.1 3

234 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHPaenibacillusHgorillaeHspVHnovVH
StandardsainaGenomicaSciencesTH2014THdTHYX[YU]5 3

233 ´«VeillonellaHmassiliensis´»THaHnewHanaerobicHspeciesHisolatedHfromHhumanHcolostrumVHHumana
MicrobiomeaJournalTH2017TH]THZXUZY 5.6 3

232 genVHnovVTHspVHnovVTHstrainHyo[eHaHnewHbacterialHgenusHisolatedHfromHtheHfemaleHgenitalHtractVHNewa
MicrobesaandaNewaInfectionsTH2017THYcTH[cU]a 4.1 3

231 genVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVHandHspVHnovVTHisolatedHfromHstoolHsamplesHofH
undernourishedHlfricanHchildrenVHNewaMicrobesaandaNewaInfectionsTH2017THYdTH[cU]Z 4.1 3

230 OOHgenVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHofHaHpygmyHwomanVHNewa
MicrobesaandaNewaInfectionsTH2017THYdTH][U]] 4.1 3

229 OOHspVHnovVTHOOHspVHnovVHandHOOHspVHnovVTHthreeHhalophilicHspeciesHisolatedHfromHsaltyHhumanHstoolsHbyH
culturomicsVHNewaMicrobesaandaNewaInfectionsTH2017THZXTH5YU5] 4.1 3

228 lcuteHSepticHlrthritisHofHtheHvneeHnausedHbyHinHaH5UYearUzldHnameroonianHmoyVHFrontiersaina
PediatricsTH2017TH5THZ[X 3.4 3

227 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHnlostridiumHihumiiHspVHnovVHStandardsa
inaGenomicaSciencesTH2015THYXTHa[ 3

(2015-2018)
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226 lHcaseHofHinfectiousHendocarditisHdueHtoHmnrVHInternationalaJournalaofaInfectiousaDiseasesTH2015TH[5THZbUc 10.5 3

225 nutaneousHdiphtheriaeHeasyHtoHbeHoverlookedVHInternationalaJournalaofaInfectiousaDiseasesTH2015TH[[THYX]U510.5 3

224 oraftHrenomeHSequenceHofHRickettsiaHaeschlimanniiTHlssociatedHwithHsyalommaHmarginatumH“icksVH
GenomeaAnnouncementsTH2014THZTH 3

223 oraftHrenomeHSequenceHofHnoxiellaHburnetiiHStrainHnbYdaTHanHlgentHofHpndocarditisHinHSaudiHlrabiaVH
GenomeaAnnouncementsTH2014THZTH 3

222 yocardiaHcarneaHinfectionHinHaHkidneyHtransplantHrecipientVHTransplantationaProceedingsTH2010TH]ZTH][5dUaX1.1 3

221 martonellaHquintanaTHwiceTHandHxolecularH“oolsVHJournalaofaMedicalaEntomologyTH2006TH][THbcbUbcb 2.2 3

220 nlobazamHincreasesHpulsatileHluteinizingHhormoneHsecretionHinHnormalHmenVHEuropeanaJournalaofa
EndocrinologyTH1989THYZXTH]c5Ud 6.5 3

219 RickettsiosesHinHSouthHvoreaTHdataHanalysisVHEmergingaInfectiousaDiseasesTH2006THYZTH5[YUZ 10.2 3

218 ”singHxlwotU“zqHspectraHinHepidemiologicalHsurveillanceHforHtheHdetectionHofHbacterialHsubgroupsH
withHaHpossibleHepidemicHpotentialVHBMCaInfectiousaDiseasesTH2021THZYTHYYXd 4 3

217 parlyHmortalityHattributableHtoHPtnnUlinesHinH]HpublicHhospitalsHofHxarseilleHfromHZXYXHtoHZXYaH
PRevisedHV[QVHMedicineaiUnitedaStateskTH2020THddTHeYc]d] 1.8 3

216 qlyingHqoxHsemolyticHqeverTHoescriptionHofHaHyewH»oonosisHnausedHbyHnandidatusHxycoplasmaH
haemohominisVHClinicalaInfectiousaDiseasesTH2021THb[THeY]]5UeY]5[ 11.6 3

215 xetabacillusHschmidteaeHspVHnovVTHnultivatedHfromHPlanarianHSchmidteaHmediterraneaHxicrobiotaVH
MicrobiologyaResearchTH2021THYZTHZddU[Ya 1 3

214 yewHhumanUassociatedHspeciesHofHtheHfamilyHandHproposalHtoHreclassifyHmembersHofHtheHgenusVH
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2021THbYTH 2.2 3

213 oraftHrenomeHSequenceHofHlctinobaculumHmassilienseHStrainHqn[VHGenomeaAnnouncementsTH2016TH
]TH 3

212 sighUqualityHgenomeHsequenceHandHdescriptionHofHnhryseobacteriumHsenegalenseHspVHnovVHNewa
MicrobesaandaNewaInfectionsTH2016THYXTHd[UYXX 4.1 3

211 JwascolabacillusHmassiliensisJeHaHnewHspeciesHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2016THYYTHdYUZ 4.1 3

210 RisungbinellaHmassiliensisHspVHnovVTHaHnewHmemberHofH“hermoactinomycetaceaeHisolatedHfromH
humanHgutVHAntonieaVanaLeeuwenhoekTH2016THYXdTHbb[Uc] 2.1 3

209 OyeglectaHtimonensisOHgenVHnovVTHspVHnovVTHaHnewHhumanUassociatedHspeciesVHNewaMicrobesaandaNewa
InfectionsTH2016THY[THY[U] 4.1 3
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208 reneticHdiversityHofHStreptococcusHpneumoniaeHinH“unisiaVHInternationalaJournalaofaAntimicrobiala
AgentsTH2019TH5[THa[Uad 14.3 3

207 sumanHgalectinUYHandHgalectinU[HpromoteHinfectionVHGutaMicrobesTH2021THY[THYUY5 8.8 3

206 parlyHcombinationHtherapyHwithHhydroxychloroquineHandHazithromycinHreducesHmortalityHinHYXT]ZdH
nzVtoUYdHoutpatientsVHReviewsainaCardiovascularaMedicineTH2021THZZTHYXa[UYXbZ 3.9 3

205
VariationsHinHrespiratoryHpathogenHcarriageHamongHaHhomelessHpopulationHinHaHshelterHforHmenHinH
xarseilleTHqranceTHxarchUuulyHZXZXeHcrossUsectionalHYUdayHsurveysVHEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesTH2021TH]XTHY5bdUY5cZ

5.3 3

204 RespiratoryHcarriageHofHtheHnovelHspeciesHbyHyoungHchildrenVHNewaMicrobesaandaNewaInfectionsTH2018TH
ZaTH5dUaZ 4.1 3

203 lHreviewHofHemergingHfleaUborneHbacterialHpathogensHinHyewH»ealandVHNewaZealandaMedicalaJournalTH
2005THYYcTH”YZ5b 0.8 3

202 renomicHevolutionHandHadaptationHofHarthropodUassociatedHRickettsiaVVHScientificaReportsTH2022THYZTH[cXb4.9 3

201 nultureHandHidentificationHofHaHJoeltamicronJHSlRSUnoVUZHinHaHthreeHcasesHclusterHinHsouthernH
qranceVVHJournalaofaMedicalaVirologyTH2022TH 19.7 3

200 spVHnovVTHidentifiedHinHhumanHstoolHsampleVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH[dU]X 4.1 2

199 genVHnovVTHspVHnovVTHisolatedHfromHhumanHileumVHNewaMicrobesaandaNewaInfectionsTH2017THY5THcdUdY 4.1 2

198 genVHnovVTHspVHnovVTHisolatedHfromHhumanHrightHcolonVHNewaMicrobesaandaNewaInfectionsTH2017THYbTHZbUZd 4.1 2

197 genVHnovVTHspVHnovVTHisolatedHfromHhumanHleftHcolonVHNewaMicrobesaandaNewaInfectionsTH2017THYbTHYcUZX 4.1 2

196 OOHgenVHnovVTHspVHnovVTHisolatedHfromHhumanHleftHcolonVHNewaMicrobesaandaNewaInfectionsTH2017THYbTHY5UYb 4.1 2

195 aHnewHbacterialHspeciesHisolatedHfromHSiberianHpermafrostVHNewaMicrobesaandaNewaInfectionsTH2017TH
Y5THdZUd[ 4.1 2

194 lrthritisHandHzsteomyelitisVHAmericanaJournalaofaTropicalaMedicineaandaHygieneTH2017THdaTHadcUbXX 3.2 2

193 renomicHanalysisHofHaHstrainHcausingHendocarditisHinHaHchildVHNewaMicrobesaandaNewaInfectionsTH2017TH
YbTHYUa 4.1 2

192 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHspVHnovVHisolatedHfromHhumanH
duodenumVHNewaMicrobesaandaNewaInfectionsTH2017THYaTH[UYZ 4.1 2

191 yewHwaboratoryH“oolsHforHpmergingHmacterialHnhallengesVHClinicalaInfectiousaDiseasesTH2017THa5THS[dUS]d 11.6 2

(2017-2019)
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190 spVHnovVTHaHnewHbacteriumHisolatedHfromHstoolHfromHaHhealthyHSenegaleseHchildVHNewaMicrobesaanda
NewaInfectionsTH2019TH[YTHYXX5cc 4.1 2

189 PhoenicibacterHcongonensisHgenVHnovVTHspVHnovVTHaHnewHgenusHisolatedHfromHtheHhumanHgutHandHitsH
descriptionHusingHaHtaxonogenomicHapproachVHAntonieaVanaLeeuwenhoekTH2019THYYZTHbb5Ubc] 2.1 2

188
“axonoUgenomicsHdescriptionHofHspVHnovVOTHstrainHxarseilleUP]XXaTHaHnewHspeciesHisolatedHfromHtheH
femaleHgenitalHtractHofHaHpatientHwithHbacterialHvaginosisVHNewaMicrobesaandaNewaInfectionsTH2019TH
ZdTHYXX5[]

4.1 2

187 genVHnovVTHspVHnovVfHgenVHnovVTHspVHnovVfHgenVHnovVTHspVHnovVHandHspVHnovVHisolatedHfromHbreastHmilkHfromH
healthyHbreastfeedingHlfricanHwomenVHNewaMicrobesaandaNewaInfectionsTH2019THZdTHYXX5[b 4.1 2

186 renomeHsequenceHandHdescriptionHofHgenVHnovVTHspVHnovVTHaHnewHbacterialHgenusHisolatedHfromH
humanHleftHcolonVHNewaMicrobesaandaNewaInfectionsTH2019THZdTHYXX5ZX 4.1 2

185 tnterestHofHbacterialHpangenomeHanalysesHinHclinicalHmicrobiologyVHMicrobialaPathogenesisTH2020TH
Y]dTHYX]Zb5 3.8 2

184 spVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewaInfectionsTH2020TH[]THYXXa5b4.1 2

183
SystematicHyucleotideHpxchangeHlnalysisHofHpS“sHqromHtheHsumanHnancerHrenomeHProjectHReporteH
zriginsHofH[]bH”nknownHpS“sHtndicateHPutativeH“ranscriptionHofHyonUnodingHrenomicHRegionsVH
FrontiersainaGeneticsTH2020THYYTH]Z

4.5 2

182 sighUnontentHScreeningTHaHReliableHSystemHforHnoxiellaHburnetiiHtsolationHfromHnlinicalHSamplesVH
JournalaofaClinicalaMicrobiologyTH2020TH5cTH 9.7 2

181 xarseilleHscoringHsystemHforHempiricHtreatmentHofHinfectiveHendocarditisVHEuropeanaJournalaofa
ClinicalaMicrobiologyaandaInfectiousaDiseasesTH2018TH[bTHc]YUc]d 5.3 2

180 SediminibacillusHmassiliensisHspVHnovVTHaHmoderatelyHhalophilicTHrramUpositiveHbacteriumHisolatedH
fromHaHstoolHsampleHofHaHyoungHSenegaleseHmanVHAntonieaVanaLeeuwenhoekTH2018THYYYTHYZZ5UYZ[a 2.1 2

179 vocuriaHmassiliensisHspVHnovTHaHnewHbacterialHspeciesHisolatedHfromHaHpatientHwithHfootHosteomyelitisVH
InfectionTH2018TH]aTHZ5dUZaZ 5.8 2

178 JlfricanellaHmassiliensisTJHaHnewHbacterialHgenusHisolatedHfromHhumanHgutHmicrobiotaVHNewaMicrobesa
andaNewaInfectionsTH2016THYZTHddUYXX 4.1 2

177 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHyocardioidesHmassiliensisHspVHnovVH
roY[P“QVHNewaMicrobesaandaNewaInfectionsTH2016THYXTH]bU5b 4.1 2

176 JSenegaliaHmassiliensisTJHaHnewHbacteriumHisolatedHfromHtheHhumanHgastrointestinalHtractVHNewa
MicrobesaandaNewaInfectionsTH2016THYZTHccUd 4.1 2

175 zptimizedHfixationHofHactinHfilamentsHforHimprovedHindirectHimmunofluorescenceHstainingHofH
rickettsiaeVHBMCaResearchaNotesTH2019THYZTHa5b 2.3 2

174 spVHnovVTHaHnewHbacteriumHisolatedHfromHhumanHurineHwithHculturomicsVHNewaMicrobesaandaNewa
InfectionsTH2019TH[ZTHYXX5dY 4.1 2

173 tncreaseHinHsexuallyHtransmittedHinfectionsHduringHpuroprideHZXY[HinHxarseilleTHqranceVHLanceta
InfectiousaDiseasesnaTheTH2014THY]THabbUabc 25.5 2
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172 oraftHrenomeHSequenceHofHyecropsobacterHrosorumHStrainHPbXd“VHGenomeaAnnouncementsTH2014TH
ZTH 2

171 oiscoveryHofHaHnewHspeciesHwithinHgenusHinHaHstoolHsampleHfromHraboneHspVHnovVHNewaMicrobesaanda
NewaInfectionsTH2017THY5TH[U5 4.1 2

170 JJHspVHnovVTHisolatedHfromHaHurineHsampleHofHaHZUmonthUoldHboyHaffectedHbyHrotavirusHgastroenteritisVH
NewaMicrobesaandaNewaInfectionsTH2017THY5THZYUZ[ 4.1 2

169 lctinomaduraHmeyeraeHosteitisHfollowingHwoundHcontaminationHwithHhayHinHaHwomanHinHqranceeHaH
caseHreportVHJournalaofaMedicalaCaseaReportsTH2011TH5TH[Z 1.2 2

168 nharacterisationHofHtheHzmskHcollectionHofHrickettsialHstrainsVHClinicalaMicrobiologyaandaInfectionTH
2009THY5HSupplHZTHZdcUd 9.5 2

167 PlaceHduHtraitementHmˆ'dicalHdansHlaHpriseHenHchargeHdesHinfectionsHarticulairesHsurHprothˆ¤seVH
AntibiotiquesTH2008THYXTHYc[UYdY 2

166 ReplyHtoHqalagasHetHalVVHClinicalaInfectiousaDiseasesTH2006TH][TH[cdU[dX 11.6 2

165 oetectionHofHRVHfelisHandHRVHtyphiHinHfleasHusingHmonoclonalHantibodiesVHAnnalsaofatheaNewaYorka
AcademyaofaSciencesTH2003THddXTHZY[UZX 6.5 2

164 nomparisonHofHperformanceHofHhealthyHvolunteersHgivenHprazepamHaloneHorHcombinedHwithHethanolVH
RelationHtoHdrugHplasmaHconcentrationsVHInternationalaClinicalaPsychopharmacologyTH1991THaTHZZbU[c 2.2 2

163 nomparativeHeffectsHonHpsychomotorHperformanceHofHtheHmuscleHrelaxantHafloqualoneTHaloneHandH
withHethanolVHFundamentalaandaClinicalaPharmacologyTH1991TH5THbdbUcXa 3.1 2

162 lrabiibacterHmassiliensisHgenVHnovVHspVHnovVTHyewHlnaerobicHmacteriumHtsolatedHfromHtheHsumanH
rutVVHCurrentaMicrobiologyTH2022THbdTH]b 2.4 2

161 weptospirosisHdiagnosedHbyHmolecularHoylHdetectionHonHskinHbiopsyVHBMJaCaseaReportsTH2010THZXYXTH 0.9 2

160 oirectHdiagnosisHofHPasteurellaHmultocidaHmeningitisHusingHnextUgenerationHsequencingVVHLanceta
MicrobenaTheTH2022TH[THea 22.2 2

159 zccurrenceHofHaHsubstitutionHorHdeletionHofHSlRSUnoVUZHspikeHaminoHacidHabbHinHvariousHlineagesHinH
xarseilleTHqranceVHVirusaGenesTH2021THY 2.3 2

158 oiagnosticHStrategyHofHRickettsiosesHandHphrlichiosesVHInfectiousaDiseaseaandaTherapyTH2007TH[Y5U[[X 2

157 oescriptionHofHstrainHqn[HasHtheHneotypeHstrainHofHlctinobaculumHmassilienseVHInternationalaJournala
ofaSystematicaandaEvolutionaryaMicrobiologyTH2016THaaTHZbXZUZbX[ 2.2 2

156 spVHnovVHaHmultiUdrugHresistantHbacteriumHinfectingHhumansVHInternationalaJournalaofaSystematicaanda
EvolutionaryaMicrobiologyTH2020THbXTHYb5cUYbac 2.2 2

155 PhenotypicHandHmolecularHcharacterizationHofHmacrolideHresistanceHmechanismsHamongHisolatedHinH
“unisiaVHJournalaofaMedicalaMicrobiologyTH2020THadTH5X5U5ZX 3.2 2
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154 tdentificationHofHyoncanonicalH“ranscriptsHProducedHbyHSystematicHyucleotideHpxchangesHinH
stVUlssociatedHnentroblasticHwymphomaVHDNAaandaCellaBiologyTH2020TH[dTHY]]]UY]]c 3.6 2

153 PedobacterHghigoniiHspVHnovVTHtsolatedHfromHtheHxicrobiotaHofHtheHPlanarianHSchmidteaH
mediterraneaVHMicrobiologyaResearchTH2021THYZTHZacUZcb 1 2

152 tsHminorHsurgeryHsafeHduringHtheHnzVtoUYdHpandemicjHlHmultiUdisciplinaryHstudyVHPLoSaONETH2021TH
YaTHeXZ5YYZZ 3.7 2

151 wamPzRpHSlRSUnoVUZHdiagnosisHandHgenotypingeHlHpreliminaryHreportVHJournalaofaClinicalaVirologyTH
2021THY[cTHYX]cY5 14.5 2

150 JlctinomycesHihumiiTJHaHnewHbacterialHspeciesHisolatedHfromHtheHdigestiveHmicrobiotaHofHaH
stVUinfectedHpatientVHNewaMicrobesaandaNewaInfectionsTH2016THYZTHbYUZ 4.1 2

149
lnaerococcusHurinomassiliensisHspVHnovVTHisolatedHfromHaHurineHsampleHofHaHYbUyearUoldHboyHaffectedH
byHautoimmuneHhepatitisHandHmembranoproliferativeHglomerulonephritisVHNewaMicrobesaandaNewa
InfectionsTH2016THY[TH5aUc

4.1 2

148 OPhoceaHmassiliensisOHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2016THY[THabUc 4.1 2

147 OnulturomicaHmassiliensisOTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2016THY[THaXUY 4.1 2

146 nomparedHlethalityHratesHofHnlostridiumHdifficileHinfectionsHatHtheHlocalTHregionalHandHnationalHlevelsH
inHqranceVHNewaMicrobesaandaNewaInfectionsTH2016THY]THaUb 4.1 2

145 JPrevotellamassiliaHtimonensisTJHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewa
MicrobesaandaNewaInfectionsTH2016THY[THYXZU[ 4.1 2

144 JTJHaHnewHbacteriumHdetectedHinHhumanHfecesVHNewaMicrobesaandaNewaInfectionsTH2016THY]TH5[U55 4.1 2

143 renomicHnharacterizationHofHtheHyovelHspVHtsolatedHfromHtheHmloodHofHaHPPallasTHYcYYQVHVectoroBornea
andaZoonoticaDiseasesTH2021THZYTH][ZU]]X 2.4 2

142 oraftHrenomeHSequenceHofHserminiimonasHcontaminansHStrainHnnxHbddYTHaHmiopharmaceuticalH
nontaminantVHMicrobiologyaResourceaAnnouncementsTH2021THYXTH 1.3 2

141 yoncontiguousHfinishedHgenomeHsequencesHandHdescriptionHofHspVHnovVTHspVHnovVTHspVHnovVTHspVHnovVTH
spVHnovVHandHspVHnovVHidentifiedHbyHculturomicsVHNewaMicrobesaandaNewaInfectionsTH2018THZaTHb[Ucc 4.1 2

140 infectionHwithHwomenOsHfebrileHspontaneousHabortionHreportedHinHllgiersVHNewaMicrobesaandaNewa
InfectionsTH2018THZaTHcUY] 4.1 2

139 renomicHandHphenotypicHdescriptionHofHtheHnewlyHisolatedHhumanHspeciesHnollinsellaH
bouchesdurhonensisHspVHnovVHMicrobiologyOpenTH2018THbTHeXX5cX 3.4 2

138 renomeHanalysisHandHdescriptionHofHspVHnovVTHaHnewHspeciesHisolatedHfromHhumanHfaecesVHNewa
MicrobesaandaNewaInfectionsTH2018THZaTHa[UbZ 4.1 2

137 spVHnovVTHaHnewHbacteriumHdetectedHfromHaHraboneseHstoolHspecimenVHNewaMicrobesaandaNewa
InfectionsTH2017THY5THZ]UZa 4.1 1

Pierre E Fournier
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136 genVHnovVHisolatedHfromHaHhumanHstoolHsampleVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH]YU]Z 4.1 1

135 genVHnovVTHspVHnovVTHaHnewHbacterialHgenusHisolatedHfromHtheHhumanHgutHofHaHSenegaleseHinfantHwithH
severeHacuteHmalnutritionVHNewaMicrobesaandaNewaInfectionsTH2017THY5TH]dUaX 4.1 1

134 spVHnovVHandHspVHnovVHisolatedHfromHhumanHgutVHNewaMicrobesaandaNewaInfectionsTH2017THY5TH]aU]c 4.1 1

133 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHrightHcolonVHNewaMicrobesaandaNewa
InfectionsTH2017THYbTHYYUYZ 4.1 1

132 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHleftHcolonVHNewaMicrobesaandaNewa
InfectionsTH2017THYbTHZ[UZ] 4.1 1

131 OOHgenVHnovVTHspVHnovVTHaHnewHspeciesHidentifiedHinHhumanHduodenumVHNewaMicrobesaandaNewaInfections
TH2017THYbTH][U]] 4.1 1

130 OOHgenVHnovVTHspVHnovVHisolatedHbyHculturomicsHfromHtheHgutHofHaHhealthyHZcUyearUoldHmanVHNewa
MicrobesaandaNewaInfectionsTH2017THYaTHZcUZd 4.1 1

129 OOHgenVHnovVTHspVHnovVTHaHnewHbacterialHgenusHisolatedHfromHaHhumanHurineHsampleHafterHkidneyH
transplantationVHNewaMicrobesaandaNewaInfectionsTH2017THYaTH[]U[a 4.1 1

128 OOHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHaHhumanHurineHsampleVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH]bU]c 4.1 1

127 genVHnovVTHspVHnovVTHaHnewHmemberHofHtheHfamilyHisolatedHfromHtheHleftHcolonHofHaHZbUyearUoldHwomanVH
NewaMicrobesaandaNewaInfectionsTH2017THYaTHa[UbZ 4.1 1

126 oraftHrenomeHSequenceHofHStrainHxarseilleUPZb[YVHGenomeaAnnouncementsTH2017TH5TH 1

125 OOHgenVHnovVTHspVHnovVHTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHofHaHPygmyHwomanVHNewa
MicrobesaandaNewaInfectionsTH2017THYaTH]5U]a 4.1 1

124 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHvaginaHfloraHandHitsHtaxonoUgenomicH
descriptionVHNewaMicrobesaandaNewaInfectionsTH2019TH[ZTHYXXaXY 4.1 1

123 spVHnovVTHaHnewHbacteriumHisolatedHfromHaHfreshHhumanHstoolHspecimenVHNewaMicrobesaandaNewa
InfectionsTH2019TH[ZTHYXXaXZ 4.1 1

122 renomeHsequenceHandHdescriptionHofHspVHnovVTHaHnewHanaerobicHbacteriumHisolatedHfromHtheHhumanH
gutVHNewaMicrobesaandaNewaInfectionsTH2019TH[YTHYXX5bY 4.1 1

121 yonUcontiguousHfinishedHgenomeHsequencingHandHdescriptionHofHspVHnovVHisolatedHfromHhumanH
sputumVHNewaMicrobesaandaNewaInfectionsTH2019THZdTHYXX5[Z 4.1 1

120 tnvestigationHofHntenocephalidesHfelisHonHdomesticHdogsHandHRickettsiaHfelisHinfectionHinHtheH
oemocraticHRepublicHofHSaoH“omeHandHPrincipeVHZoonosesaandaPublicaHealthTH2020THabTHcdZUdXZ 2.9 1

119 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHmicrobiotaVHNewaMicrobesaanda
NewaInfectionsTH2020TH[]THYXXa]5 4.1 1
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118
ppidemiologicalHserosurveyHofHvectorUborneHandHzoonoticHpathogensHamongHhomelessHpeopleHlivingH
inHsheltersHinHxarseilleeHcrossUsectionalHoneUdayHsurveysHPZXX5UZXY5QVHEuropeanaJournalaofaClinicala
MicrobiologyaandaInfectiousaDiseasesTH2020TH[dTHYaa[UYabZ

5.3 1

117 spVHnovVHandHspVHnovVTHtwoHnewHbacterialHspeciesHisolatedHfromHstoolHspecimensHofHobeseHlmazonianH
patientsVHNewaMicrobesaandaNewaInfectionsTH2018THZ[TH]cU5Y 4.1 1

116 oraftHrenomeHSequenceHofHStrainHxarseilleUP[[]]THtsolatedHfromHaHsumanHqecalHxicrobiotaVH
GenomeaAnnouncementsTH2018THaTH 1

115 PaediatricHtuberculousHosteomyelitisHofHtheHthumbHmetacarpalHboneVHJournalaofaHandaSurgery:a
EuropeanaVolumeTH2018TH][TH][cU]]X 1.4 1

114 OqlaviflexusHmassiliensisOTHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewaMicrobesaanda
NewaInfectionsTH2016THY]THcUd 4.1 1

113 OmacteroidesHmediterraneensisOHspVHnovVTHaHnewHhumanUassociatedHbacteriumHisolatedHfromHileumH
specimenVHNewaMicrobesaandaNewaInfectionsTH2016THY[TH]cU5X 4.1 1

112 yonUcontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHStreptococcusHvaraniHspVHnovVHNewa
MicrobesaandaNewaInfectionsTH2016THYYTHd[UYXZ 4.1 1

111 spVHnovVTHaHnewHbacteriaHspeciesHisolatedHfromHtheHhumanHgutHmicrobiotaVHNewaMicrobesaandaNewa
InfectionsTH2019TH[ZTHYXXaYX 4.1 1

110 OOHgenVHnovVTHspVHnovVTHstrainHxarseilleUPZb]a“THa´ newHbacterialHgenusHisolatedHfromHtheHfemaleH
genitalHtractVHNewaMicrobesaandaNewaInfectionsTH2017THYdTHaXUaY 4.1 1

109 yoncontiguousHfinishedHgenomeHsequencesHandHdescriptionsHofHandHidentifiedHbyHculturomicsVHNewa
MicrobesaandaNewaInfectionsTH2017THZXTHYUY[ 4.1 1

108 lnHuncommonHformHofHaHcommonHdiseaseVHJournalaofaPaediatricsaandaChildaHealthTH2017TH5[THbZbUbZc 1.3 1

107 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHoiaminobutyricimonasHmassiliensisH
strainHqqZ“HspVHnovVVHNewaMicrobesaandaNewaInfectionsTH2015THcTH[YU]X 4.1 1

106 vingellaHkingaeHoylHinHlangerhansHcellHhistiocytosisHofHboneVHPediatricaInfectiousaDiseaseaJournalTH
2015TH[]TH[YbUc 3.4 1

105 oetectionHofHalphaUproteobacteriaHinHrodentsHinHaHsteppeUforestHzoneHofHwesternHSiberiaVHClinicala
MicrobiologyaandaInfectionTH2009THY5HSupplHZTHYZbUd 9.5 1

104 wesHRickettsiesHeHhistoriqueHetHactualitˆ'HPYreHpartieQVHAntibiotiquesTH2006THcTHYYbUY[Y 1

103 RickettsiosesHinHSouthHvoreaTHmaterialsHandHmethodsVHEmergingaInfectiousaDiseasesTH2006THYZTH5[Y 10.2 1

102 “heHemergenceTHspreadHandHvanishingHofHaHqrenchHSlRSUnoVUZHvariantHexemplifiesHtheHfateHofHRylH
virusHepidemicsHandHobeysHtheHmlackHQueenHrule 1

101 wimitedHspreadHofHaHrareHspikeHp]c]vUharboringHSlRSUnoVUZHinHxarseilleTHqranceVVHArchivesaofa
VirologyTH2022THYabTH5c[ 2.6 1
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100 xultispacerHsequenceHtypingHofHnoxiellaHburnetiiHfromHmilkHandHhardHtickHsamplesHfromHruminantH
farmsHinHwebanonVHVeterinariaaItalianaTH2020TH5aTHZcdUZda 1 1

99 genVHnovVTHspVHnovVTHaHnovelHpropionicHacidHbacteriumHderivedHfromHhumanHvaginalHdischargeVH
InternationalaJournalaofaSystematicaandaEvolutionaryaMicrobiologyTH2020THbXTH]XdYU]Xdb 2.2 1

98 RealUtimeHwholeHgenomeHsequencingHdirectHdiagnosisHofHStreptococcusHpneumoniaeHmeningitiseHlH
caseHreportVHJournalaofaInfectionTH2021TH 18.9 1

97 PneumococcalHpneumoniaHamongHshipyardHworkerseHtnsideHtheHfeaturesHofHdiseaseHonsetVHTravela
MedicineaandaInfectiousaDiseaseTH2021TH]]THYXZYc[ 8.4 1

96 “axonoUgenomicsHandHdescriptionHofHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHgutHofHaHhealthyH
infantVHNewaMicrobesaandaNewaInfectionsTH2020TH[[THYXXa[Y 4.1 1

95 nulturingHlncientHmacteriaHnarryingHResistanceHrenesHfromHPermafrostHandHnomparativeHrenomicsH
withHxodernHtsolatesVHMicroorganismsTH2020THcTH 4.9 1

94 renomeHsequenceHandHdescriptionHofHgenVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHaHhumanH
stoolHsampleVHNewaMicrobesaandaNewaInfectionsTH2020TH[bTHYXXbZX 4.1 1

93 qenollariaHtimonensisHspVHnovVTHlHyewHmacteriumHtsolatedHfromHsealthyHsumanHqreshHStoolVHCurrenta
MicrobiologyTH2020THbbTH[bcXU[bca 2.4 1

92 nhryseobacteriumHschmidteaeHspVHnovVHaHnovelHbacterialHspeciesHisolatedHfromHplanarianHSchmidteaH
mediterraneaVHScientificaReportsTH2021THYYTHYYXXZ 4.9 1

91 nontagionHxanagementHatHtheHxˆ'diterranˆ'eHtnfectionH”niversityHsospitalHtnstituteVHJournalaofa
ClinicalaMedicineTH2021THYXTH 5.1 1

90 nompleteHrenomeHSequenceHofHsumanHRespiratoryHSyncytialHVirusHtsolatedHinHxexicoVHGenomea
AnnouncementsTH2016TH]TH 1

89 â��nollinsellaHvaginalisâ��HspVHnovVTHaHnewHbacterialHspeciesHcultivatedHfromHhumanHfemaleHgenitalHtractVH
HumanaMicrobiomeaJournalTH2016THZTHYdUZX 5.6 1

88 yoncontiguousHfinishedHgenomeHsequenceHandHdescriptionHofHmacillusHandreraoultiiHstrainHSt“YP“QH
spVHnovVHNewaMicrobesaandaNewaInfectionsTH2016THYXTHZ5U[5 4.1 1

87 OnlostridiumHmassiliodielmoenseOTHaHnewHspeciesHisolatedHfromHtheHhumanHgut´ microbiotaVHNewa
MicrobesaandaNewaInfectionsTH2016THY[THZbUc 4.1 1

86 OPeptoniphilusHraoultiiOHspVHnovVTHaHnewHspeciesHisolatedHfromHhumanHfemaleHgenitalHtractVHNewa
MicrobesaandaNewaInfectionsTH2016THY[THZdU[Y 4.1 1

85 OxediterraneaHmassiliensisOHgenVHnovVTHspVHnovVTHaHnewHhumanUassociatedHbacteriumHisolatedHfromHtheH
rightHandHleftHcolonHlavageHofHaH5cUyearUoldHpatientVHNewaMicrobesaandaNewaInfectionsTH2016THY[TH5]U5 4.1 1

84 OPeptoniphilusHpacaensisOHspVHnovVTHaHnewHspeciesHisolatedHfromHhumanHfemaleHgenitalHtractVHNewa
MicrobesaandaNewaInfectionsTH2016THY[TH[bUd 4.1 1

83 mloodHnultureUyegativeHpndocarditisH2016THZ]5UZ5c 1
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82 “ickUmorneHSpottedHqeverHRickettsiosesH2020TH5cbU5d[ 1

81 StatinsHpotentiateHtheHantibacterialHeffectHofHplateletsHonVHPlateletsTH2021TH[ZTHabYUaba 3.6 1

80 oraftHrenomeHSequenceHofHnomamonasHaquatilisHStrainHwvHPhHnS”RHPa]YcHhHnpn“HdbbZQTHtsolatedH
fromHtheHPlanarianHSchmidteaHmediterraneaVHMicrobiologyaResourceaAnnouncementsTH2021THYXTH 1.3 1

79 remellaHmassiliensisHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHsputumVHArchivesaofa
MicrobiologyTH2021THZX[TH5cYbU5cZ[ 3 1

78  holeHrenomeHSequencingHofHSlRSUnoVUZHStrainsHinHnzVtoUYdHPatientsHqromHojiboutiHShowsHyovelH
xutationsHandHnladesHReplacingHzverH“imeVHFrontiersainaMedicineTH2021THcTHb[baXZ 4.9 1

77 lHZYwWmlVZUZYvWmlVYHâ��xixzmicronâ��HSlRSUnoVUZHhybridHundetectedHbyHqPnRHthatHscreenHforHvariantH
inHroutineHdiagnosis 1

76 spVHnovVTHnewHbacterialHspeciesHisolatedHfromHhealthyHindigenousHcongoleseHvolunteerVVHHeliyonTH
2022THcTHeXdYXZ 3.6 1

75 SeverityHofHtheHfirstHZXbHinfectionsHwithHtheHSlRSUnoVUZHzmicronHmlVZHvariantTHinHxarseilleTHqranceTH
oecemberTHZXZYUqebruaryTHZXZZVVHJournalaofaMedicalaVirologyTH2022TH 19.7 1

74 sighHrateHofHreinfectionHwithHtheHSlRSUnoVUZHzmicronHvariantVVHJournalaofaInfectionTH2022TH 18.9 1

73 genVHnovVTHspVHnovVTHisolatedHfromHhumanHileumVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH[[U[5 4.1 0

72 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH[ZU[[ 4.1 0

71 spVHnovVTHandHspVHnovVTHtwoHnewHspeciesHisolatedHfromHobeseHpatientsVHNewaMicrobesaandaNewa
InfectionsTH2019TH[YTHYXX5cY 4.1 0

70 oescriptionHofHspVHnovVTHaHnewHhalophilicHbacteriumHisolatedHfromHSenegalianHhumanHstoolVHNewa
MicrobesaandaNewaInfectionsTH2020TH[cTHYXXbdd 4.1 0

69 spVHnovVTHaHnewHbacteriumHisolatedHfromHhumanHgutHmicrobiotaVHNewaMicrobesaandaNewaInfectionsTH
2020TH[5THYXXa55 4.1 0

68 oescriptionHofHspVHnovVTHaHnewHbacteriumHisolatedHfromHhumanHrectumVHNewaMicrobesaandaNewa
InfectionsTH2020TH[aTHYXXbX[ 4.1 0

67 rorillibacteriumHtimonenseHspVHnovVTHisolatedHfromHanHobeseHpatientVHArchivesaofaMicrobiologyTH2020TH
ZXZTHYZZ[UYZZd 3 0

66 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHmicrobiotaVHNewaMicrobesaandaNewa
InfectionsTH2020TH[5THYXXaa] 4.1 0

65 spVHnovVTHisolatedHfromHaHstoolHsampleHofHaHhealthyHZ5UyearUoldHwomanVHNewaMicrobesaandaNewa
InfectionsTH2018THZYTH]dU5X 4.1 0
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64 OwascolabacterHvaginalisOHstrainHvsoYTHaHnewHbacterialHspeciesHcultivatedHfromHhumanHfemaleHgenitalH
tractVHNewaMicrobesaandaNewaInfectionsTH2016THY[THZZU] 4.1 0

63 RickettsiaH2019THYU][ 0

62 muttiauxellaHmassiliensisHspVHnovVTHtsolatedHfromHaHsumanHmoneHtnfectionVVHCurrentaMicrobiologyTH
2022THbdTH]Y 2.4 0

61 SlRSUnoVUZHVaccinationHandHProtectionHlgainstHnlinicalHoiseaseeHlHRetrospectiveHStudyTH
mouchesUduURhˆ·neHoistrictTHSouthernHqranceTHZXZYVVHFrontiersainaMicrobiologyTH2021THYZTHbdacXb 5.7 0

60 tntroductionHofHtheHSlRSUnoVUZHmetaHvariantHfromHnomorosHintoHtheHxarseilleHgeographicalHareaVVH
TravelaMedicineaandaInfectiousaDiseaseTH2022THYXZZbb 8.4 0

59 nollinsellaHihumiiHspVHnovVTHaHnewHanaerobicHbacteriumHisolatedHfromHhumanHstoolVHArchivesaofa
MicrobiologyTH2021THZX[THa[Y5Ua[ZZ 3 0

58 naseHReporteHmiliaryH“ractHtnfectionsHinH“woHyorthHlfricansHinHqranceVHAmericanaJournalaofaTropicala
MedicineaandaHygieneTH2020THYXZTHY[XaUY[Xc 3.2 0

57 macterialHgenomesH2010THcaUdY 0

56 oescriptionHofHspVHnovVTHspVHnovVHandHspVHnovVTHnewHanaerobicHbacteriaHisolatedHfromHhumanHstoolH
samplesVHNewaMicrobesaandaNewaInfectionsTH2020TH[bTHYXXbYd 4.1 0

55 pvaluationHofHfactorsHinfluencingHtickHbitesHandHtickUborneHinfectionseHaHlongitudinalHstudyVHParasitesa
andaVectorsTH2021THY]THZcd 4 0

54 wagierellaHmassiliensisHgenVHnovVTHspVHnovVTHtsolatedHfromHaHStoolHSampleVHCurrentaMicrobiologyTH2021TH
bcTHZ]cYUZ]cb 2.4 0

53 VitreoscillaHmassiliensisHspVHnovVTHtsolatedHqromHtheHStoolHofHanHlmazonianHPatientVHCurrenta
MicrobiologyTH2021THbcTH[[Y[U[[ZX 2.4 0

52 PangenomeHanalysisHandHvirulenceHprofilingHofHStreptococcusHintermediusVHBMCaGenomicsTH2021THZZTH5ZZ 4.5 0

51 ParabacteroidesHtimonensisHspVHnovVTHidentifiedHinHhumanHstoolVHHumanaMicrobiomeaJournalTH2016THZTHYUZ 5.6 0

50 QHqeverH2020TH5ddUaXY 0

49 oraftHrenomeHSequenceHofHmacillusHvelezensisHStrainHxarseilleUQYZ[XTHtsolatedHfromHaHStoolHSampleH
fromHaHSeverelyHxalnourishedHnhildVHMicrobiologyaResourceaAnnouncementsTH2021THYXTHeXX5Y]ZY 1.3 0

48 yeglectibacterHtimonensisHgenVHnovVTHspVHnovVHandHScatolibacterHrhodanostiiHgenVHnovVTHspVHnovVTHtwoH
anaerobicHbacteriaHisolatedHfromHhumanHstoolHsamplesVVHArchivesaofaMicrobiologyTH2021THZX]TH]5 3 0

47 OOHgenVHnovVHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHgutHofHaHpygmyHPQHwomanVHNewaMicrobesaanda
NewaInfectionsTH2017THY5THa[Ua] 4.1

(2017-2016)
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46 OOHgenVHnovVHandHOOHspV´ novVTHidentifiedHinHaHhumanHstoolHspecimenVHNewaMicrobesaandaNewaInfectionsTH
2017THY5THaYUaZ 4.1

45 genVHnovVTHspVHnovVTHisolatedHfromHhumanHright´ colonVHNewaMicrobesaandaNewaInfectionsTH2017THYbTH[XU[Z 4.1

44 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHhumanHcolonVHNewaMicrobesaandaNewa
InfectionsTH2017THYbTHZYUZZ 4.1

43 OOHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHofHaHPygmyHwomanVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH[dU]X 4.1

42 genVHnovVTHspVHnovVTHaHnewHbacterialHspeciesHisolatedHfromHtheHleftHcolonHofHaHbaUyearUoldHwomanVHNewa
MicrobesaandaNewaInfectionsTH2017THYbTHY[UY] 4.1

41 PeptoniphilusHduodeniHspVHnovVTHaHnewHbacterialHspeciesHidentifiedHinHhumanHduodenumVHHumana
MicrobiomeaJournalTH2017TH[THdUYX 5.6

40 macteroidesHbouchesdurhonensisHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutVHHumana
MicrobiomeaJournalTH2017TH[THYYUYZ 5.6

39 lctinomycesHbouchesdurhonensisHspVHnovVHandHlctinomycesHmediterraneaHspVHnovVTHisolatedHfromH
humanHstomachHandHduodenumVHHumanaMicrobiomeaJournalTH2017TH[THY[UY] 5.6

38 genVHnovVTHspVHnovVTHaHnewHbacterialHgenusHisolatedHfromHtheHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2017THYaTH[XU[Y 4.1

37 spVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHmicrobiotaVHNewaMicrobesaandaNewaInfectionsTH
2019TH[ZTHYXX5dZ 4.1

36 spVHnovVTHaHnewHhalophilicHbacteriumHisolatedHfromHtheHstoolHofHaHhealthyHYYUyearUoldHboyVHNewa
MicrobesaandaNewaInfectionsTH2019TH[XTHYXX5]Y 4.1

35 PastHmartonellosesH2016THYXbUYYY

34 oetailedHdescriptionHofHstrainHSt“YbHaHbacteriumHisolatedHfromHtheHhumanHgutVHNewaMicrobesaanda
NewaInfectionsTH2020TH[bTHYXXbXX 4.1

33 renomeHsequenceHandHdescriptionHofHstrainHroaHspVHnovVTHisolatedHfromHtheHstoolHofHaHaZUyearUoldH
qrenchmanVHNewaMicrobesaandaNewaInfectionsTH2018THZ[THbbUcZ 4.1

32 OOHspVHnovVTHaHnewHbacteriumHspeciesHisolatedHfromHhumanHfaecesHafterHdecontaminationHwithHalcoholVH
NewaMicrobesaandaNewaInfectionsTH2018THZYTHcaUcb 4.1

31 â��macillusHmassilionigeriensisâ��THaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutHmicrobiotaVH
HumanaMicrobiomeaJournalTH2016THYTHYUZ 5.6

30 macteroidesHcongonensisHspVHnovVTHaHnewHbacterialHspeciesHfromHtheHhumanHgutHmicrobiotaVHHumana
MicrobiomeaJournalTH2016THZTHZYUZZ 5.6

29 JthuprevotellaHmassiliensisJHgenVHnovVTHspVHnovVTHisolatedHfromHhumanHgutVHNewaMicrobesaandaNewa
InfectionsTH2016THY]THZYU[ 4.1
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28 oraftHgenomeHandHdescriptionHofHnhryseobacteriumHphocaeenseHspVHnovVeHaHnewHbacterialHspeciesH
isolatedHfromHtheHsputumHofHaHcysticHfibrosisHpatientVHArchivesaofaMicrobiologyTH2019THZXYTHY[aYUY[ac 3

27 genVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHgutHmicrobiotaVHNewaMicrobesaanda
NewaInfectionsTH2019TH[YTHYXX5b] 4.1

26 genVHnovVTHaHnewHgenesisHandHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHhumanHoralHmicrobiotaVH
NewaMicrobesaandaNewaInfectionsTH2019TH[ZTHYXXaYY 4.1

25
oescriptionHofHOOHgenVHnovVTHspVHnovVTHOOHgenVHnovVTHspVHnovVTHOOHgenVHnovVTHspVHnovVHandHOOHspVHnovVTHisolatedH
fromHaHfaecalHspecimenHofHaHYdUyearUoldHhealthyHSaudiHlrabianHmedouinHbyHculturomicsVHNewa
MicrobesaandaNewaInfectionsTH2017THYdTHbcUcZ

4.1

24 ldvancesHinHoiagnosticHxicrobiologyH2017THY[caUY[cdVeY

23 macterialHrenomesH2017THaZUabVeY

22 wesHRickettsiesHeHcaractˆ¤resHmicrobiologiquesTHidentificationTHrelationsHavecHlesHarthropodesTH
pathogˆ'nieHdesHinfectionsHPZeHpartieQVHAntibiotiquesTH2006THcTHYaaUYb]

21 wesHRickettsieseHˆ'pidˆ'miologieHmondialeTHtableauxHcliniquesTHthˆ'rapeutiqueVHAntibiotiquesTH2006THcTHZZYUZ[Y

20 xˆ'ningoencˆ'phaliteHauHcoursHdOuneHfiˆ¤vreHQVHMˆ'decineaEtaMaladiesaInfectieusesTH1999THZdTHbb5Ubbc 4

19 QHfeverHendocarditisHinHtndiaeHlHreportHofHtwoHcasesVVHIndianaJournalaofaMedicalaMicrobiologyTH2022TH 1.3

18 lHconciseHoverviewHonHtickUborneHhumanHinfectionsHinHpuropeeHaHfocusHonHwymeHborreliosisHandH
tickUborneHRickettsiaHsppVVHMicrobiologyaAustraliaTH2018TH[dTHZXb 0.8

17 xediterraneanHSpottedHqeverHandHztherH“ickUmorneHRickettsioses[XZU[Zb

16 renomesHofHRickettsiaHSpeciesH2016TH]]bU]aZ

15 renomicHdescriptionHandHcharacterizationHofHyigeribacteriumHmassilienseHgenVHnovVTHspVHnovVTH
isolatedHfromHtheHhumanHgutVHMicrobesaandaInfectionTH2021THZ[THYX]c]Z 9.3

14 oraftHgenomeHofHstrainH]“YdHisolatedHfromHcottonUwasteHcompostsHforHmushroomHcultivationVHNewa
MicrobesaandaNewaInfectionsTH2021TH]ZTHYXXcd] 4.1

13 â��yigeriumHmassilienseâ��HgenVHnovVTHspVHnovVTHaHnewHbacteriumHisolatedHfromHtheHgutHfromHaHpatientH
withHacuteHmalnutritionVHHumanaMicrobiomeaJournalTH2016THYTHYZUY[ 5.6

12 JxassiliomicrobiotaHtimonensisTJHaHnewHbacterialHspeciesHisolatedHfromHtheHhumanHgutVHNewa
MicrobesaandaNewaInfectionsTH2016THY[THZ5Ua 4.1

11 JmariatricusHmassiliensisJHasHaHnewHbacterialHspeciesHfromHhumanHgutHmicrobiotaVHNewaMicrobesaanda
NewaInfectionsTH2016THYZTH5]U5 4.1

(2016-2019)
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10 OzlegusellaHmassiliensisOHstrainHvsobTHaHnewHbacterialHgenusHisolatedHfromHtheHfemaleHgenitalHtractVH
NewaMicrobesaandaNewaInfectionsTH2016THYZTH5aUc 4.1

9 OxarseillaHmassiliensisOHgenVHnovVTHspVHnovVTHisolatedHfromHhumanHrightHcolonVHNewaMicrobesaandaNewa
InfectionsTH2016THY[TH]5Ub 4.1

8 O”rinacoccusHmassiliensisOHgenVHnovVHspVHnovVTHidentifiedHinHurineHsampleHofHaHbUyearUoldHboyH
hospitalizedHforHdentalHcareHunderHgeneralHanaesthesiaVHNewaMicrobesaandaNewaInfectionsTH2016THY]TH[aUb4.1

7 xicrobiologicalHoiagnosisHinHtnfectiveHpndocarditisH2016TH[YU[a

6 OmeduinellaHmassiliensisOTHgenVHnovVTHspVHnovVHaHnewHgenusHrepresentingHaHnewHfamilyHinHtheHphylumH
qirmicutesTHandHproposalHofHmeduinellaceaeHfamVHnovVHNewaMicrobesaandaNewaInfectionsTH2016THY]THYXUZ 4.1

5 oraftHgenomeHandHdescriptionHofHyegativicoccusHmassiliensisHstrainHxarseilleUPZXcZTHaHnewHspeciesH
isolatedHfromHtheHgutHmicrobiotaHofHanHobeseHpatientVHAntonieaVanaLeeuwenhoekTH2020THYY[THddbUYXXc 2.1

4 sigherHeducationHatHtheHtnstitutHsospitaloU”niversitaireHxˆ'diterranˆ'eHtnfectionVHNewaMicrobesaanda
NewaInfectionsTH2018THZaTHSYXdUSYY[ 4.1

3 SenegalimassiliaYUa

2 nulturomicsHrevealedHtheHbacterialHconstituentsHofHtheHmicrobiotaHofHaHYXUyearUoldHlaboratoryH
cultureHofHplanarianHspeciesHSVHmediterraneaVVHScientificaReportsTH2021THYYTHZ][YY 4.9

1 oraftHrenomeHSequenceHofHnorynebacteriumHsanguinisHStrainHxarseilleUPcbbaVVHMicrobiologya
ResourceaAnnouncementsTH2022THYYTHeXXXXcZZ 1.3
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