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79 vLhomingLsuppressionLgeneLdriveLwithLmultiplexedLgRNvsLmaintainsLhighLdriveLconversionL
efficiencyLandLavoidsLfunctionalLresistanceLallelesccLG3:mGenes,mGenomes,mGeneticsaL2022aL 3.2 6

78 zxperimentalLdemonstrationLofLtetheredLgeneLdriveLsystemsLforLconfinedLpopulationLmodificationL
orLsuppressioncLBMCmBiologyaL2022aLgeaL 7.3 4

77 ModelingLxRISPRLgeneLdrivesLforLsuppressionLofLinvasiveLrodentsLusingLaLsupervisedLmachineL
learningLframeworkccLPLoSmComputationalmBiologyaL2021aLflaLefeenkke 5 6

76 yesignLandLanalysisLofLxRISPRbbasedLunderdominanceLtoxinbantidoteLgeneLdrivescLEvolutionarym
ApplicationsaL2021aLfiaLfejgbfekn 4.8 14

75 yetectionLofLhardLandLsoftLselectiveLsweepsLfromLyrosophilaLmelanogasterLpopulationLgenomicL
datacLPLoSmGeneticsaL2021aLflaLefeenhlh 6 7

74 SuppressionLgeneLdriveLinLcontinuousLspaceLcanLresultLinLunstableLpersistenceLofLbothLdriveLandL
wildbtypeLallelescLMolecularmEcologyaL2021aLheaLfemkbffef 5.7 21

73 xomputationalLandLexperimentalLperformanceLofLxRISPRLhomingLgeneLdriveLstrategiesLwithL
multiplexedLgRNvscLSciencemAdvancesaL2020aLkaLeaazejgj 14.3 41

72 PerformanceLanalysisLofLnovelLtoxinbantidoteLxRISPRLgeneLdriveLsystemscLBMCmBiologyaL2020aLfmaLgl 7.3 31

71 PopulationLyynamicsLofLUnderdominanceLGeneLyriveLSystemsLinLxontinuousLSpacecLACSmSyntheticm
BiologyaL2020aLnaLllnblng 5.7 22

70 vLtoxinbantidoteLxRISPRLgeneLdriveLsystemLforLregionalLpopulationLmodificationcLNaturem
CommunicationsaL2020aLffaLfemg 17.4 56

69 vLcommunitybmaintainedLstandardLlibraryLofLpopulationLgeneticLmodelscLELifeaL2020aLnaL 8.9 35

68 TheLzffectsLofLQuantitativeLTraitLvrchitectureLonLyetectionLPowerLinLShortbTermLvrtificialLSelectionL
zxperimentscLG3:mGenes,mGenomes,mGeneticsaL2020aLfeaLhgfhbhggl 3.2 1

67
vLxRISPRLhomingLgeneLdriveLtargetingLaLhaplolethalLgeneLremovesLresistanceLallelesLandL
successfullyLspreadsLthroughLaLcageLpopulationcLProceedingsmofmthemNationalmAcademymofmSciencesmofm
themUnitedmStatesmofmAmericaaL2020aLfflaLgihllbgihmh

11.5 37

66 xoreLcommitmentsLforLfieldLtrialsLofLgeneLdriveLorganismscLScienceaL2020aLhleaLfiflbfifn 33.3 35

65 MaximumLLikelihoodLzstimationLofL–itnessLxomponentsLinLzxperimentalLzvolutioncLGeneticsaL2019aL
gffaLfeejbfefl 4 22

64 xRISPRLGeneLyriveLzfficiencyLandLResistanceLRateLIsLHighlyLHeritableLwithLNoLxommonLGeneticLLociL
ofLLargeLzffectcLGeneticsaL2019aLgfgaLhhhbhif 4 31

63 MolecularLsafeguardingLofLxRISPRLgeneLdriveLexperimentscLELifeaL2019aLmaL 8.9 65
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62 GeneLyrivesoLyynamicsLandLRegulatoryLMattersbvLReportLfromLtheLWorkshopLNzvaluationLofLSpatialL
andLTemporalLxontrolLofLGeneLyrivesaNLvprilLibjaLgefnaLViennacLBioEssaysaL2019aLifaLefneefjf 4.1 3

61 zvolutionaryLModelingLinLSLiMLhLforLweginnerscLMolecularmBiologymandmEvolutionaL2019aLhkaLffefbffen 8.3 2

60 SLiMLhoL–orwardLGeneticLSimulationsLweyondLtheLWrightb–isherLModelcLMolecularmBiologymandm
EvolutionaL2019aLhkaLkhgbkhl 8.3 247

59 TreebsequenceLrecordingLinLSLiMLopensLnewLhorizonsLforLforwardbtimeLsimulationLofLwholeL
genomescLMolecularmEcologymResourcesaL2019aLfnaLjjgbjkk 8.4 67

58 TheLroleLofLtheLvaginalLmicrobiomeLinLgynaecologicalLcancercLBJOG:manmInternationalmJournalmofm
ObstetricsmandmGynaecologyaL2018aLfgjaLhenbhfj 3.7 73

57 ReducingLresistanceLalleleLformationLinLxRISPRLgeneLdrivecLProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaaL2018aLffjaLjjggbjjgl 11.5 151

56 SignaturesLofLInsecticideLSelectionLinLtheLGenomeLofcLG3:mGenes,mGenomes,mGeneticsaL2018aLmaLhiknbhime 3.2 17

55 NarrowLthermalLtoleranceLandLlowLdispersalLdriveLhigherLspeciationLinLtropicalLmountainscL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2018aLffjaLfgilfbfgilk11.5 96

54 asymptoticMKoLvLWebbwasedLToolLforLtheLvsymptoticLMcyonaldbKreitmanLTestcLG3:mGenes,m
Genomes,mGeneticsaL2017aLlaLfjknbfjlj 3.2 19

53 zvolutionLofLResistanceLvgainstLxRISPRdxasnLGeneLyrivecLGeneticsaL2017aLgejaLmglbmif 4 189

52 NovelLxRISPRdxasnLgeneLdriveLconstructsLrevealLinsightsLintoLmechanismsLofLresistanceLalleleL
formationLandLdriveLefficiencyLinLgeneticallyLdiverseLpopulationscLPLoSmGeneticsaL2017aLfhaLefeeklnk 6 176

51 SLiMLgoL–lexibleaLInteractiveL–orwardLGeneticLSimulationscLMolecularmBiologymandmEvolutionaL2017aLhiaLghebgie8.3 141

50 PlumageLGenesLandLLittleLzlseLyistinguishLtheLGenomesLofLHybridizingLWarblerscLCurrentmBiologyaL
2016aLgkaLghfhbm 6.3 215

49 vdaptivelyLintrogressedLNeandertalLhaplotypeLatLtheLOvSLlocusLfunctionallyLimpactsLinnateL
immuneLresponsesLinLhumanscLGenomemBiologyaL2016aLflaLgik 18.3 70

48 zvaluatingLtheLperformanceLofLselectionLscansLtoLdetectLselectiveLsweepsLinLdomesticLdogscL
MolecularmEcologyaL2016aLgjaLhigbjk 5.7 53

47 xanLPopulationLGeneticsLvdaptLtoLRapidLzvolutiontcLTrendsminmGeneticsaL2016aLhgaLiembifm 8.5 108

46 RecentLselectiveLsweepsLinLNorthLvmericanLyrosophilaLmelanogasterLshowLsignaturesLofLsoftL
sweepscLPLoSmGeneticsaL2015aLffaLefeejeei 6 251

45 ModelingLtheLManipulationLofLNaturalLPopulationsLbyLtheLMutagenicLxhainLReactioncLGeneticsaL2015
aLgefaLigjbhf 4 82
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44 QuantificationLofLGxbbiasedLgeneLconversionLinLtheLhumanLgenomecLGenomemResearchaL2015aLgjaLfgfjbgm9.7 75

43 zvolutionaryLgenomicscLxonundrumLofLjumbledLmosquitoLgenomescLScienceaL2015aLhilaLglbm 33.3 25

42 SoftLselectiveLsweepsLinLcomplexLdemographicLscenarioscLGeneticsaL2014aLfnmaLkknbmi 4 53

41 GenomebwideLsignalsLofLpositiveLselectionLinLhumanLevolutioncLGenomemResearchaL2014aLgiaLmmjbnj 9.7 132

40 SLiMoLsimulatingLevolutionLwithLselectionLandLlinkagecLGeneticsaL2013aLfniaLfehlbn 4 131

39 PopulationLgenomicsLofLrapidLadaptationLbyLsoftLselectiveLsweepscLTrendsminmEcologymandmEvolutionaL
2013aLgmaLkjnbkn 10.9 324

38 StrongLpurifyingLselectionLatLsynonymousLsitesLinLycLmelanogastercLPLoSmGeneticsaL2013aLnaLefeehjgl 6 129

37 –requentLadaptationLandLtheLMcyonaldbKreitmanLtestcLProceedingsmofmthemNationalmAcademymofm
SciencesmofmthemUnitedmStatesmofmAmericaaL2013aLffeaLmkfjbge 11.5 147

36 zstimatingLtheLstrengthLofLselectiveLsweepsLfromLdeepLpopulationLdiversityLdatacLGeneticsaL2012aL
fnfaLjnhbkej 4 37

35 GenomeLpatternsLofLselectionLandLintrogressionLofLhaplotypesLinLnaturalLpopulationsLofLtheLhouseL
mouseLTMusLmusculusUcLPLoSmGeneticsaL2012aLmaLefeegmnf 6 105

34 –asterLthanLneutralLevolutionLofLconstrainedLsequencesoLtheLcomplexLinterplayLofLmutationalLbiasesL
andLweakLselectioncLGenomemBiologymandmEvolutionaL2011aLhaLhmhbnj 3.9 29

33 HeterozygoteLadvantageLasLaLnaturalLconsequenceLofLadaptationLinLdiploidscLProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2011aLfemaLgekkkblf 11.5 135

32 zvidenceLthatLadaptationLinLyrosophilaLisLnotLlimitedLbyLmutationLatLsingleLsitescLPLoSmGeneticsaL
2010aLkaLefeeengi 6 201

31 GenomebwideLpatternsLofLadaptationLtoLtemperateLenvironmentsLassociatedLwithLtransposableL
elementsLinLyrosophilacLPLoSmGeneticsaL2010aLkaLefeeenej 6 111

30 MeasuringLtheLratesLofLspontaneousLmutationLfromLdeepLandLlargebscaleLpolymorphismLdatacL
GeneticsaL2009aLfmgaLfgfnbhg 4 35

29 InferringLtheLstrengthLofLselectionLinLyrosophilaLunderLcomplexLdemographicLmodelscLMolecularm
BiologymandmEvolutionaL2009aLgkaLjfhbgk 8.3 18

28 yNvLindelsLinLcodingLregionsLrevealLselectiveLconstraintsLonLproteinLevolutionLinLtheLhumanL
lineagecLBMCmEvolutionarymBiologyaL2007aLlaLfnf 3 35

27 TheLmajorityLofLrecentLshortLyNvLinsertionsLinLtheLhumanLgenomeLareLtandemLduplicationscL
MolecularmBiologymandmEvolutionaL2007aLgiaLffnebl 8.3 64
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26 zffectsLofLlongbrangeLcorrelationsLinLyNvLonLsequenceLalignmentLscoreLstatisticscLJournalmofm
ComputationalmBiologyaL2007aLfiaLkjjbkm 1.7 8

25 xorGenbbmeasuringLandLgeneratingLlongbrangeLcorrelationsLforLyNvLsequenceLanalysiscLNucleicm
AcidsmResearchaL2006aLhiaLWkngbj 20.1 14

24 vlignmentLStatisticsLforLLongbRangeLxorrelatedLGenomicLSequencescLLecturemNotesminmComputerm
ScienceaL2006aLigkbiie 0.9 2

23 UniversalityLofLlongbrangeLcorrelationsLinLexpansionâ��randomizationLsystemscLJournalmofmStatisticalm
Mechanics:mTheorymandmExperimentaL2005aLgeejaLPfeeeibPfeeei 1.9 11

22 SolvableLsequenceLevolutionLmodelsLandLgenomicLcorrelationscLPhysicalmReviewmLettersaL2005aLniaLfhmfeh7.4 37

21 MolecularLsafeguardingLofLxRISPRLgeneLdriveLexperiments 1

20 TheLzffectsLofLQuantitativeLTraitLvrchitectureLonLyetectionLPowerLinLvrtificialLSelectionLzxperiments 1

19 zvolutionLofLResistanceLvgainstLxRISPRdxasnLGeneLyrive 5

18 NovelLxRISPRdxasnLgeneLdriveLconstructsLinyrosophilarevealLinsightsLintoLmechanismsLofL
resistanceLalleleLformationLandLdriveLefficiencyLinLgeneticallyLdiverseLpopulations 11

17 ReducingLresistanceLalleleLformationLinLxRISPRLgeneLdrives 4

16 vLcommunitybmaintainedLstandardLlibraryLofLpopulationLgeneticLmodels 7

15 yetectionLofLhardLandLsoftLselectiveLsweepsLfromyrosophilaLmelanogasterpopulationLgenomicLdata 2

14 TreebsequenceLrecordingLinLSLiMLopensLnewLhorizonsLforLforwardbtimeLsimulationLofLwholeLgenomes 4

13 SLiMLhoL–orwardLgeneticLsimulationsLbeyondLtheLWrightâ��–isherLmodel 51

12 MultipleLlociLofLsmallLeffectLconferLwideLvariabilityLinLefficiencyLandLresistanceLrateLofLxRISPRLgeneLdrive 4

11 PopulationLdynamicsLofLunderdominanceLgeneLdriveLsystemsLinLcontinuousLspace 7

10 vLtoxinbantidoteLxRISPRLgeneLdriveLsystemLforLregionalLpopulationLmodification 8

9 PerformanceLanalysisLofLnovelLtoxinbantidoteLxRISPRLgeneLdriveLsystems 11
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8 ResistanceLisLfutileoLvLxRISPRLhomingLgeneLdriveLtargetingLaLhaplolethalLgene 13

7 xomputationalLandLexperimentalLperformanceLofLxRISPRLhomingLgeneLdriveLstrategiesLwithL
multiplexedLgRNvs 7

6 SuppressionLgeneLdriveLinLcontinuousLspaceLcanLresultLinLunstableLpersistenceLofLbothLdriveLandL
wildbtypeLalleles 8

5 yesignLandLanalysisLofLxRISPRbbasedLunderdominanceLtoxinbantidoteLgeneLdrives 10

4 vdaptivelyLintrogressedLNeandertalLhaplotypeLatLtheLOvSLlocusLfunctionallyLimpactsLinnateL
immuneLresponsesLinLhumans 1

3 –itnessLeffectsLofLxRISPRLendonucleasesLinLyrosophilaLmelanogasterLpopulations 5

2 zxperimentalLdemonstrationLofLtetheredLgeneLdriveLsystemsLforLconfinedLpopulationLmodificationL
orLsuppression 3

1 vLhomingLsuppressionLgeneLdriveLwithLmultiplexedLgRNvsLmaintainsLhighLdriveLconversionL
efficiencyLandLavoidsLfunctionalLresistanceLalleles 4
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