15

papers

15

all docs

623734

1,682 14
citations h-index
15 15
docs citations times ranked

996975
15

g-index

2849

citing authors



10

12

14

ARTICLE IF CITATIONS

Th17 responses and natural IgM antibodies are related to gut microbiota composition in systemic
lupus erythematosus patients. Scientific Reports, 2016, 6, 24072.

Phenolic compounds from red wine and coffee are associated with specific intestinal microorganisms

in allergic subjects. Food and Function, 2016, 7, 104-109. 4.6 26

Allergic Patients with Long-Term Asthma Display Low Levels of Bifidobacterium adolescentis. PLoS
ONE, 2016, 11, e0147809.

Bifidobacteria exhibit social behavior through carbohydrate resource sharing in the gut. Scientific 3.3 233
Reports, 2015, 5, 15782. :

Application of density gradient for the isolation of the fecal microbial stool component and the
potential use thereof. Scientific Reports, 2015, 5, 16807.

Association of Polyphenols from Oranges and Apples with Specific Intestinal Microorganisms in

Systemic Lupus Erythematosus Patients. Nutrients, 2015, 7, 1301-1317. 41 60

Interaction of Intestinal Microorganisms with the Human Host in the Framework of Autoimmune
Diseases. Frontiers in Immunology, 2015, 6, 594.

Molecular Players Involved in the Interaction Between Beneficial Bacteria and the Immune System. a5 88
Frontiers in Microbiology, 2015, 6, 1285. :

Human Colon-Derived Soluble Factors Modulate Gut Microbiota Composition. Frontiers in Oncology,
2015, 5, 86.

Ranking the impact of human health disorders on gut metabolism: Systemic lupus erythematosus and

obesity as study cases. Scientific Reports, 2015, 5, 8310. 3.3 68

Intestinal Dysbiosis Associated with Systemic Lupus Erythematosus. MBio, 2014, 5, e01548-14.

Association of Levels of Antibodies from Patients with Inflammatory Bowel Disease with

Extracellular Proteins of Food and Probiotic Bacteria. BioMed Research International, 2014, 2014, 1-8. 19 22

Extracellular molecular effectors mediating probiotic attributes. FEMS Microbiology Letters, 2014,
359, 1-11.

An Extracellular Serine/Threonine-Rich Protein from Lactobacillus plantarum NCIMB 8826 Is a Novel
Aggregation-Promoting Factor with Affinity to Mucin. Applied and Environmental Microbiology, 2013, 3.1 26
79, 6059-6066.

Assessing the Fecal Microbiota: An Optimized lon Torrent 16S rRNA Gene-Based Analysis Protocol. PLoS

ONE, 2013, 8, e68739.




