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A data resource from concurrent intracranial stimulation and functional MRI of the human brain.
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Analysis of task-based functional MRI data preprocessed with fMRIPrep. Nature Protocols, 2020, 15,
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PyBIDS: Python tools for BIDS datasets. Journal of Open Source Software, 2019, 4, 1294.

Improving Out-of-Sample Prediction of Quality of MRIQC. Lecture Notes in Computer Science, 2018, , 1.0 o
190-199. :
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Launcher: A simple tool for executing high throughput computing workloads. Journal of Open 2.0 4
Source Software, 2017, 2, 289. ’
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Surface-driven registration method for the structure-informed segmentation of diffusion MR images.
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Simulation-based evaluation of susceptibility distortion correction methods in diffusion MRI for
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