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76 SxRSdzoVdiOOmicronOemergenceOurgesOforOreinforcedOOnedHealthOsurveillanceeeOEMBOnMolecularn
MedicinecO2022cOehlllo 12 2

75 TowardsOSxRSdzoVdiOserotypesveONaturenReviewsnMicrobiologycO2022cO 22.2 8

74 FusogenicityOandOneutralizationOsensitivityOofOtheOSxRSdzoVdiODeltaOsublineageOxYekeieeO
EBioMedicinecO2022cOnncOhgjpjk 8.8 2

73 xntibodyOescapeOandOglobalOspreadOofOSxRSdzoVdiOlineageOxeineeONaturenCommunicationscO2022cOhjcOhhli17.4 5

72 SerumOneutralizationOofOSxRSdzoVdiOOmicronOsublineagesOyxehOandOyxeiOinOpatientsOreceivingO
monoclonalOantibodieseeONaturenMedicinecO2022cO 50.5 22

71 xnalysisOofOmRNxOvaccinationdelicitedORyDdspecificOmemoryOyOcellsOrevealsOstrongObutOincompleteO
immuneOescapeOofOtheOSxRSdzoVdiOOmicronOvarianteeOImmunitycO2022cO 32.3 2

70 IdentificationOofODxXXOasOaOrestrictionOfactorOofOSxRSdzoVdiOthroughOaOzRISPRfzaspOscreeneeONaturen
CommunicationscO2022cOhjcOikki 17.4 1

69 zonsiderableOescapeOofOSxRSdzoVdiOOmicronOtoOantibodyOneutralizationeeONaturecO2021cO 50.4 230

68 xOyearOofOgenomicOsurveillanceOrevealsOhowOtheOSxRSdzoVdiOpandemicOunfoldedOinOxfricaeOSciencecO
2021cOjnkcOkijdkjh 33.3 35

67 xOliveOmeaslesdvectoredOzOVIDdhpOvaccineOinducesOstrongOimmunityOandOprotectionOfromO
SxRSdzoVdiOchallengeOinOmiceOandOhamsterseONaturenCommunicationscO2021cOhicOminn 17.4 2

66 xOnovelOSxRSdzoVdiOrelatedOcoronavirusOinObatsOfromOzambodiaeONaturenCommunicationscO2021cOhicOmlmj 17.4 37

65 GenomicOsurveillanceOofOenterovirusOassociatedOwithOasepticOmeningitisOcasesOinOsouthernOSpaincO
ighldighoeOScientificnReportscO2021cOhhcOihlij 4.9 1

64 SensitivityOofOinfectiousOSxRSdzoVdiOyehehenOandOyehejlhOvariantsOtoOneutralizingOantibodieseONaturen
MedicinecO2021cOincOphndpik 50.5 355

63 ReducedOsensitivityOofOSxRSdzoVdiOvariantODeltaOtoOantibodyOneutralizationeONaturecO2021cOlpmcOinmdiog 50.4 773

62 TargetingOPolyaminesOInhibitsOzoronavirusOInfectionObyOReducingOzellularOxttachmentOandOéntryeO
ACSnInfectiousnDiseasescO2021cOncOhkijdhkji 5.5 8

61 ViralOevolutionOsustainsOaOdengueOoutbreakOofOenhancedOseverityeOEmergingnMicrobesnandnInfectionscO
2021cOhgcOljmdlkk 18.9 0

60 RecentOxfricanOstrainsOofOZikaOvirusOdisplayOhigherOtransmissibilityOandOfetalOpathogenicityOthanO
xsianOstrainseONaturenCommunicationscO2021cOhicOphm 17.4 20
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59 InhibitionOofOtheOreplicationOofOSxRSdzoVdiOinOhumanOcellsObyOtheOFDxdapprovedOdrugO
chlorpromazineeOInternationalnJournalnofnAntimicrobialnAgentscO2021cOlncOhgmink 14.3 24

58 NovelOgenomeOsequencesOofOcelldfusingOagentOvirusOallowOcomparisonOofOvirusOphylogenyOwithOtheO
geneticOstructureOofOpopulationseOVirusnEvolutioncO2020cOmcOveaagho 3.7 12

57 IdentificationOandOmolecularOcharacterizationOofOtheOfirstOcompleteOgenomeOsequenceOofOHumanO
ParechovirusOtypeOhleOScientificnReportscO2020cOhgcOmnlp 4.9 4

56 xOSingleODoseOofONILVdyasedOVaccineOProvidesORapidOandODurableOProtectionOagainstOZikaOViruseO
MolecularnTherapycO2020cOiocOhnnidhnoi 11.7 8

55 GenomicOépidemiologyOofOighldighmOZikaOVirusOOutbreakOinOzapeOVerdeeOEmergingnInfectiousn
DiseasescO2020cOimcOhgokdhgpg 10.2 11

54 GeneticODiversityOofOzollaborativeOzrossOMiceOzontrolsOViralOReplicationcOzlinicalOSeveritycOandOyrainO
PathologyOInducedObyOZikaOVirusOInfectioncOIndependentlyOofeOJournalnofnVirologycO2020cOpkcO 6.6 11

53 MolecularOzharacterizationOofODengueOTypeOiOOutbreakOinOPacificOIslandsOzountriesOandOTerritoriescO
ighndigigeOVirusescO2020cOhicO 6.2 5

52 FHLhOisOaOmajorOhostOfactorOforOchikungunyaOvirusOinfectioneONaturecO2019cOlnkcOilpdimj 50.4 31

51 DoesOintravenousOimmunoglobulinOtherapyOinOGuillaindyarrˆ'OsyndromeOpatientsOinterfereOwithO
serologicalOZikaOdetectionveOAutoimmunitynReviewscO2019cOhocOmjidmjj 13.6 1

50 xOModifiedOmRNxOVaccineOTargetingOImmunodominantONSOépitopesOProtectsOxgainstODengueOVirusO
InfectionOinOHLxOzlassOIOTransgenicOMiceeOFrontiersninnImmunologycO2019cOhgcOhkik 8.4 39

49 zapturingOsequenceOdiversityOinOmetagenomesOwithOcomprehensiveOandOscalableOprobeOdesigneO
NaturenBiotechnologycO2019cOjncOhmgdhmo 44.5 57

48 xOyloodORNxOSignatureODetectingOSevereODiseaseOinOYoungODengueOPatientsOatOHospitalOxrrivaleO
JournalnofnInfectiousnDiseasescO2018cOihncOhmpgdhmpo 7 14

47 GeneticOzharacterizationOofOénterovirusOxnhOzirculatingOinOxfricaeOEmergingnInfectiousnDiseasescO2018
cOikcOnlkdnln 10.2 13

46 ImmuneOResponsesOtoODengueOandOZikaOVirusesdGuidanceOforOTOzellOVaccineODevelopmenteO
InternationalnJournalnofnEnvironmentalnResearchnandnPublicnHealthcO2018cOhlcO 4.6 8

45 JointOancestryOandOassociationOtestOindicateOtwoOdistinctOpathogenicOpathwaysOinvolvedOinOclassicalO
dengueOfeverOandOdengueOshockOsyndromeeOPLoSnNeglectednTropicalnDiseasescO2018cOhicOegggmigi 4.8 11

44 OpticOneuropathyOandOcongenitalOglaucomaOassociatedOwithOprobableOZikaOvirusOinfectionOinO
VenezuelanOpatientseOJMMnCasenReportscO2018cOlcOegglhkl 0.5 6

43 NondcongenitalOsevereOocularOcomplicationsOofOZikaOvirusOinfectioneOJMMnCasenReportscO2018cOlcOegglhli 0.5 7

42 ImprovedOImmuneOResponsesOxgainstOZikaOVirusOxfterOSequentialODengueOandOZikaOVirusOInfectionO
inOHumanseOVirusescO2018cOhgcO 6.2 20
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41 DevelopmentOandOvalidationOofOfourOonedstepOrealdtimeORTdLxMPOassaysOforOspecificOdetectionOofO
eachOdengueOvirusOserotypeeOPLoSnNeglectednTropicalnDiseasescO2018cOhicOegggmjoh 4.8 35

40 VirusOgenomesOrevealOfactorsOthatOspreadOandOsustainedOtheOébolaOepidemiceONaturecO2017cOlkkcOjgpdjhl 50.4 238

39 xutochthonousOJapaneseOéncephalitisOwithOYellowOFeverOzoinfectionOinOxfricaeONewnEnglandnJournaln
ofnMedicinecO2017cOjnmcOhkojdhkol 59.2 58

38 ZikaOvirusOinducesOmassiveOcytoplasmicOvacuolizationOandOparaptosisdlikeOdeathOinOinfectedOcellseO
EMBOnJournalcO2017cOjmcOhmljdhmmo 13 77

37 IncreasedOadaptiveOimmuneOresponsesOandOproperOfeedbackOregulationOprotectOagainstOclinicalO
dengueeOSciencenTranslationalnMedicinecO2017cOpcO 17.5 45

36 DriversOofODengueOIntrahostOévolutioneOCellnHostnandnMicrobecO2017cOiicOimgdimh 23.4

35 InhibitionOofOPolyamineOyiosynthesisOIsOaOyroaddSpectrumOStrategyOagainstORNxOViruseseOJournalnofn
VirologycO2016cOpgcOpmojdpmpi 6.6 47

34 InterferondInducedOSpermidinedSpermineOxcetyltransferaseOandOPolyamineODepletionORestrictOZikaO
andOzhikungunyaOViruseseOCellnHostnandnMicrobecO2016cOigcOhmndnn 23.4 68

33 ZIKxOvirusOelicitsOPljOactivationOandOgenotoxicOstressOinOhumanOneuralOprogenitorsOsimilarOtoO
mutationsOinvolvedOinOsevereOformsOofOgeneticOmicrocephalyeOCellnDeathnandnDiseasecO2016cOncOeikkg 9.8 57

32 HumanOxdaptationOofOébolaOVirusOduringOtheOWestOxfricanOOutbreakeOCellcO2016cOhmncOhgnpdhgoneel 56.2 134

31 StructuralObasisOofOpotentOZikaddengueOvirusOantibodyOcrossdneutralizationeONaturecO2016cOljmcOkodlj 50.4 362

30 DistinctOlineagesOofOébolaOvirusOinOGuineaOduringOtheOighkOWestOxfricanOepidemiceONaturecO2015cOlikcOhgidk50.4 78

29 HighOxntidDengueOVirusOxctivityOofOtheOOxSOGeneOFamilyOIsOxssociatedOWithOIncreasedOSeverityOofO
DengueeOJournalnofnInfectiousnDiseasescO2015cOihicOighhdig 7 34

28 épidemiologicalOriskOfactorsOassociatedOwithOhighOglobalOfrequencyOofOinapparentOdengueOvirusO
infectionseOFrontiersninnImmunologycO2014cOlcOiog 8.4 109

27 GeneOduplicationOisOinfrequentOinOtheOrecentOevolutionaryOhistoryOofORNxOviruseseOMolecularnBiologyn
andnEvolutioncO2013cOjgcOhimjdp 8.3 28

26 TheOeffectOofOgeneOoverlappingOonOtheOrateOofORNxOvirusOevolutioneOMolecularnBiologynandnEvolutioncO
2013cOjgcOhphmdio 8.3 37

25 GeneticOdiversityOofOtheOhighlyOvariableOVhOregionOinterferesOwithOHumanOImmunodeficiencyOVirusO
typeOhOenvelopeOfunctionalityeORetrovirologycO2013cOhgcOhhk 3.6 13

24 RetrovolutionqOHIVddrivenOevolutionOofOcellularOgenesOandOimprovementOofOanticancerOdrugO
activationeOPLoSnGeneticscO2012cOocOehggipgk 6 6
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23 LevelOofOgeneOexpressionOisOaOmajorOdeterminantOofOproteinOevolutionOinOtheOviralOorderO
MononegaviraleseOJournalnofnVirologycO2012cOomcOliljdmj 6.6 14

22 WhyOdoORNxOvirusesOrecombineveONaturenReviewsnMicrobiologycO2011cOpcOmhndim 22.2 381

21 RNxOstructurescOgenomicOorganizationOandOselectionOofOrecombinantOHIVeORNAnBiologycO2011cOocOiogdm 4.8 18

20 RNxOstructuresOfacilitateOrecombinationdmediatedOgeneOswappingOinOHIVdheOJournalnofnVirologycO
2010cOokcOhimnldoi 6.6 45

19 MolecularOmechanismsOofOrecombinationOrestrictionOinOtheOenvelopeOgeneOofOtheOhumanO
immunodeficiencyOviruseOPLoSnPathogenscO2009cOlcOehgggkho 7.6 63

18 ImplicationsOofOrecombinationOforOHIVOdiversityeOVirusnResearchcO2008cOhjkcOmkdnj 6.4 58

17 IdentifyingOtheOimportantOHIVdhOrecombinationObreakpointseOPLoSnComputationalnBiologycO2008cOkcOehggghno5 55

16 SequenceOdeterminantsOofObreakpointOlocationOduringOHIVdhOintersubtypeOrecombinationeONucleicn
AcidsnResearchcO2006cOjkcOligjdhm 20.1 48

15 zonsiderableOescapeOofOSxRSdzoVdiOOmicronOtoOantibodyOneutralizationeONaturec 50.4 34

14 IntroductionsOandOearlyOspreadOofOSxRSdzoVdiOinOFrance 11

13 InhibitionOofOtheOreplicationOofOSxRSdzoVdiOinOhumanOcellsObyOtheOFDxdapprovedOdrugOchlorpromazine 4

12 éarlyOphylodynamicsOanalysisOofOtheOzOVIDdhpOepidemicOinOFrance 6

11 zapturingOdiverseOmicrobialOsequenceOwithOcomprehensiveOandOscalableOprobeOdesign 2

10 GeneticOdiversityOofOzollaborativeOzrossOmiceOcontrolsOviralOreplicationcOclinicalOseverityOandObrainO
pathologyOinducedObyOZikaOvirusOinfectioncOindependentlyOofOOashb 2

9 TheOyhejlhOandOPehOvariantsOextendOSxRSdzoVdiOhostOrangeOtoOmice 62

8 xOnewOSxRSdzoVdiOvariantOpoorlyOdetectedObyORTdPzROonOnasopharyngealOsamplescOwithOhighOlethality 4

7 IdentificationOofODxXXOxsOxORestrictionOFactorOOfOSxRSdzoVdiOThroughOxOzRISPRfzaspOScreen 2

6 ReducedOsensitivityOofOinfectiousOSxRSdzoVdiOvariantOyehemhneiOtoOmonoclonalOantibodiesOandOseraO
fromOconvalescentOandOvaccinatedOindividuals 82
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5 xOnovelOSxRSdzoVdiOrelatedOcoronavirusOinObatsOfromOzambodia 29

4 SensitivityOofOinfectiousOSxRSdzoVdiOyehehenOandOyehejlhOvariantsOtoOneutralizingOantibodies 45

3 xOmeaslesdvectoredOzOVIDdhpOvaccineOinducesOlongdtermOimmunityOandOprotectionOfromO
SxRSdzoVdiOchallengeOinOmice 1

2 SensitiveOvisualizationOofOSxRSdzoVdiORNxOwithOzoronaFISH 6

1 xOmousedadaptedOSxRSdzoVdiOstrainOreplicatingOinOstandardOlaboratoryOmice 6
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