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75 RangedwideOassessmentOofOaOSNPOpanelOforOindividualizationOandOgeolocalizationOofObigleafOmapleO
YxcerOmacrophyllumOPurshZeOForensicgSciencegInternationalgAnimalsgandgEnvironmentscO2021cOhgggjj 1

74 EstimatingOtheOgeneticOdiversityOofOPacificOsalmonOandOtroutOusingOmultigeneOeDNxOmetabarcodingeO
MoleculargEcologycO2021cOjgcOkpngdkppg 5.7 9

73 PredictingOtheOgeographicOoriginOofOSpanishOzedarOYzedrelaOodorataOLeZObasedOonODNxOvariationeO
ConservationgGeneticscO2020cOihcOmildmjp 2.6 4

72 xnOxxiomOSNPOgenotypingOarrayOforODouglasdfireOBMCgGenomicscO2020cOihcOp 4.5 14

71 GenomicOresourcesOforOtheONeotropicalOtreeOgenusOzedrelaOYMeliaceaeZOandOitsOrelativeseOBMCg
GenomicscO2019cOigcOlo 4.5 5

70 zastingOaObroaderOnetqOUsingOmicrofluidicOmetagenomicsOtoOcaptureOaquaticObiodiversityOdataOfromO
diverseOtaxonomicOtargetseOEnvironmentalgDNAcO2019cOhcOilhdimn 7.6 6

69 xOdraftOgenomeOandOtranscriptomeOofOcommonOmilkweedOYZOasOresourcesOforOevolutionarycO
ecologicalcOandOmolecularOstudiesOinOmilkweedsOandOxpocynaceaeeOPeerJcO2019cOncOenmkp 3.1 5

68 eDNxOasOaOtoolOforOidentifyingOfreshwaterOspeciesOinOsustainableOforestryqOxOcriticalOreviewOandO
potentialOfutureOapplicationseOSciencegofgthegTotalgEnvironmentcO2019cOmkpcOhhlndhhng 10.2 35

67 FunctionalOtraitOdivergenceOandOtraitOplasticityOconferOpolyploidOadvantageOinOheterogeneousO
environmentseONewgPhytologistcO2019cOiihcOiiomdiipn 9.8 33

66 zomparativeOTranscriptomicsOxmongOFourOWhiteOPineOSpecieseOG3:gGenesugGenomesugGeneticscO2018cO
ocOhkmhdhknk 3.2 20

65 PacyiodyasedOMitochondrialOGenomeOxssemblyOofOLeucaenaOtrichandraOYLeguminosaeZOandOanO
IntragenericOxssessmentOofOMitochondrialORNxOEditingeOGenomegBiologygandgEvolutioncO2018cOhgcOilghdilhn3.9 14

64 xlignmentdfreeOgenomeOcomparisonOenablesOaccurateOgeographicOsourcingOofOwhiteOoakODNxeOBMCg
GenomicscO2018cOhpcOopm 4.5 2

63 DevelopmentOofOnuclearOmicrosatelliteOlociOforOPinusOalbicaulisOEngelmeOYPinaceaeZcOaOconiferOofO
conservationOconcerneOPLoSgONEcO2018cOhjcOegiglkij 3.7 1

62 EvolutionOatOtheOtipsqOxsclepiasOphylogenomicsOandOnewOperspectivesOonOleafOsurfaceseOAmericang
JournalgofgBotanycO2018cOhglcOlhkdlik 2.7 14

61 xOtimeOandOaOplaceOforOeverythingqOphylogeneticOhistoryOandOgeographyOasOjointOpredictorsOofOoakO
plastomeOphylogenyeOGenomecO2017cOmgcOnigdnji 2.4 42

60 SourceOidentificationOofOwesternOOregonODouglasdfirOwoodOcoresOusingOmassOspectrometryOandO
randomOforestOclassificationeOApplicationsgingPlantgSciencescO2017cOlcOhmgghlo 2.3 22

59 TheODouglasdFirOGenomeOSequenceORevealsOSpecializationOofOtheOPhotosyntheticOxpparatusOinO
PinaceaeeOG3:gGenesugGenomesugGeneticscO2017cOncOjhlndjhmn 3.2 55
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58 xONewOSpeciesOandOIntrogressionOinOEasternOxsianOHemlocksOYPinaceaeqOTsugaZeOSystematicgBotanycO
2017cOkicOnjjdnkm 0.7 10

57 TranscriptionOthroughOtheOeyeOofOaOneedleqOdailyOandOannualOcyclicOgeneOexpressionOvariationOinO
DouglasdfirOneedleseOBMCgGenomicscO2017cOhocOllo 4.5 18

56 DevelopmentOofOMolecularOMarkersOforODeterminingOzontinentalOOriginOofOWoodOfromOWhiteOOaksO
YQuercusOLeOsecteOQuercusZeOPLoSgONEcO2016cOhhcOeghloiih 3.7 24

55 TargetedOzaptureOSequencingOinOWhitebarkOPineORevealsORangedWideODemographicOandOxdaptiveO
PatternsODespiteOzhallengesOofOaOLargecORepetitiveOGenomeeOFrontiersgingPlantgSciencecO2016cOncOkok 6.2 25

54
PhylogeneticOmarkerOdevelopmentOforOtargetOenrichmentOfromOtranscriptomeOandOgenomeOskimO
dataqOtheOpipelineOandOitsOapplicationOinOsouthernOxfricanOOxalisOYOxalidaceaeZeOMoleculargEcologyg
ResourcescO2016cOhmcOhhikdjl

8.4 53

53 PreliminaryOGenomicOzharacterizationOofOTenOHardwoodOTreeOSpeciesOfromOMultiplexedOLowO
zoverageOWholeOGenomeOSequencingeOPLoSgONEcO2015cOhgcOeghklgjh 3.7 17

52 DualORNxdseqOofOtheOplantOpathogenOPhytophthoraOramorumOandOitsOtanoakOhosteOTreegGeneticsgandg
GenomescO2014cOhgcOkopdlgi 2.1 37

51 xnOempiricalOevaluationOofOtwodstageOspeciesOtreeOinferenceOstrategiesOusingOaOmultilocusOdatasetO
fromONorthOxmericanOpineseOBMCgEvolutionarygBiologycO2014cOhkcOmn 3 18

50 FragariaqOaOgenusOwithOdeepOhistoricalOrootsOandOripeOforOevolutionaryOandOecologicalOinsightseO
AmericangJournalgofgBotanycO2014cOhghcOhmomdpp 2.7 88

49 HybdSeqqOzombiningOtargetOenrichmentOandOgenomeOskimmingOforOplantOphylogenomicseO
ApplicationsgingPlantgSciencescO2014cOicOhkgggki 2.3 227

48 InsightsOintoOphylogenycOsexOfunctionOandOageOofOFragariaObasedOonOwholeOchloroplastOgenomeO
sequencingeOMoleculargPhylogeneticsgandgEvolutioncO2013cOmmcOhndip 4.1 111

47 MicrosatelliteOprimersOforOtheOPacificONorthwestOconiferOzallitropsisOnootkatensisOYzupressaceaeZeO
ApplicationsgingPlantgSciencescO2013cOhcOhjgggil 2.3

46 xOSNPOresourceOforODouglasdfirqOdeOnovoOtranscriptomeOassemblyOandOSNPOdetectionOandOvalidationeO
BMCgGenomicscO2013cOhkcOhjn 4.5 50

45 TranscriptomeOcharacterizationOandOdetectionOofOgeneOexpressionOdifferencesOinOaspenOYPopulusO
tremuloidesZeOTreegGeneticsgandgGenomescO2013cOpcOhgjhdhgkh 2.1 8

44 HorizontalOtransferOofODNxOfromOtheOmitochondrialOtoOtheOplastidOgenomeOandOitsOsubsequentO
evolutionOinOmilkweedsOYapocynaceaeZeOGenomegBiologygandgEvolutioncO2013cOlcOhonidol 3.9 79

43 LowOdiversityOinOtheOmitogenomeOofOspermOwhalesOrevealedObyOnextdgenerationOsequencingeO
GenomegBiologygandgEvolutioncO2013cOlcOhhjdip 3.9 25

42 SeparatingOtheOwheatOfromOtheOchaffqOmitigatingOtheOeffectsOofOnoiseOinOaOplastomeOphylogenomicO
dataOsetOfromOPinusOLeOYPinaceaeZeOBMCgEvolutionarygBiologycO2012cOhicOhgg 3 82

41 TargetedOenrichmentOstrategiesOforOnextdgenerationOplantObiologyeOAmericangJournalgofgBotanycO
2012cOppcOiphdjhh 2.7 149
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40 NavigatingOtheOtipOofOtheOgenomicOicebergqONextdgenerationOsequencingOforOplantOsystematicseO
AmericangJournalgofgBotanycO2012cOppcOjkpdmk 2.7 386

39 MitochondrialOgenomeOsequencesOilluminateOmaternalOlineagesOofOconservationOconcernOinOaOrareO
carnivoreeOBMCgEcologycO2011cOhhcOhg 2.7 56

38 yuildingOaOmodelqOdevelopingOgenomicOresourcesOforOcommonOmilkweedOYxsclepiasOsyriacaZOwithOlowO
coverageOgenomeOsequencingeOBMCgGenomicscO2011cOhicOihh 4.5 89

37 TranscriptomeOcharacterizationOandOpolymorphismOdetectionObetweenOsubspeciesOofObigOsagebrushO
YxrtemisiaOtridentataZeOBMCgGenomicscO2011cOhicOjng 4.5 42

36 MicrosatelliteOprimersOforOtheOPacificONorthwestOendemicOconiferOzhamaecyparisOlawsonianaO
YzupressaceaeZeOAmericangJournalgofgBotanycO2011cOpocOejijdl 2.7 3

35 xdventuresOinOtheOenormousqOaOheoOmillionOcloneOyxzOlibraryOforOtheOihenOGbOgenomeOofOloblollyO
pineeOPLoSgONEcO2011cOmcOehmihk 3.7 38

34 DevelopmentOofOnovelOchloroplastOmicrosatelliteOmarkersOtoOidentifyOspeciesOinOtheOxgrostisO
complexOYPoaceaeZOandOrelatedOgeneraeOMoleculargEcologygResourcescO2010cOhgcOnjodkg 8.4 9

33 WhatOareOtheObestOseedOsourcesOforOecosystemOrestorationOonOyLMOandOUSFSOlandsveONativegPlantsg
JournalcO2010cOhhcOhhndhjh 0.6 92

32 TangledOtriosvqOzharacterizingOaOhybridOzoneOinOzastillejaOYOrobanchaceaeZeOAmericangJournalgofg
BotanycO2009cOpmcOhlhpdjh 2.7 14

31 EvolutionOandONaturalOHistoryOofOtheOzottonOGenusO2009cOjdii 89

30 IncreasingOphylogeneticOresolutionOatOlowOtaxonomicOlevelsOusingOmassivelyOparallelOsequencingOofO
chloroplastOgenomeseOBMCgBiologycO2009cOncOok 7.3 372

29 ReticulateOevolutionOandOincompleteOlineageOsortingOamongOtheOponderosaOpineseOMolecularg
PhylogeneticsgandgEvolutioncO2009cOlicOkpodlhh 4.1 101

28 MultiplexOsequencingOofOplantOchloroplastOgenomesOusingOSolexaOsequencingdbydsynthesisO
technologyeONucleicgAcidsgResearchcO2008cOjmcOehii 20.1 291

27 FossilOcalibrationOofOmolecularOdivergenceOinfersOaOmoderateOmutationOrateOandOrecentOradiationsO
forOpinuseOMoleculargBiologygandgEvolutioncO2007cOikcOpgdhgh 8.3 166

26 InterspecificOphylogeneticOanalysisOenhancesOintraspecificOphylogeographicalOinferenceqOaOcaseOstudyO
inOPinusOlambertianaeOMoleculargEcologycO2007cOhmcOjpimdjn 5.7 62

25 MultipleONuclearOLociORevealOtheODistinctivenessOofOtheOThreatenedcONeotropicalOPinusOchiapensiseO
SystematicgBotanycO2007cOjicOngjdnhn 0.7 12

24 WidespreadOgenealogicalOnonmonophylyOinOspeciesOofOPinusOsubgenusOStrobuseOSystematicgBiologycO
2007cOlmcOhmjdoh 8.4 131

23 LengthOpolymorphismOscanningOisOanOefficientOapproachOforOrevealingOchloroplastODNxOvariationeO
GenomecO2006cOkpcOhjkdki 2.4 7
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22 PhylogenyOofOtheONewOWorldOdiploidOcottonsOYGossypiumOLecOMalvaceaeZObasedOonOsequencesOofO
threeOlowdcopyOnuclearOgeneseOPlantgSystematicsgandgEvolutioncO2005cOilicOhppdihk 1.3 37

21 EvolutionaryOrelationshipsOamongOPinusOYPinaceaeZOsubsectionsOinferredOfromOmultipleOlowdcopyO
nuclearOlocieOAmericangJournalgofgBotanycO2005cOpicOigomdhgg 2.7 75

20 UseOofOnuclearOgenesOforOphylogenyOreconstructionOinOplantseOAustraliangSystematicgBotanycO2004cOhncOhkl1 325

19 zrypticOtrystscOgenomicOmergerscOandOplantOspeciationeONewgPhytologistcO2004cOhmhcOhjjdhki 9.8 96

18 PacificONorthwestOForestOTreeOSeedOZonesqOxOTemplateOforONativeOPlantsveONativegPlantsgJournalcO
2004cOlcOhjhdhkg 0.6 82

17
GenesOduplicatedObyOpolyploidyOshowOunequalOcontributionsOtoOtheOtranscriptomeOandO
organdspecificOreciprocalOsilencingeOProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericacO2003cOhggcOkmkpdlk

11.5 652

16 QuantitativeOanalysisOofOtranscriptOaccumulationOfromOgenesOduplicatedObyOpolyploidyOusingO
cDNxdSSzPeOBioTechniquescO2003cOjkcOnimdjgcOnjicOnjk 2.5 22

15 zrypticOrepeatedOgenomicOrecombinationOduringOspeciationOinOGossypiumOgossypioideseOEvolution;g
InternationalgJournalgofgOrganicgEvolutioncO2003cOlncOiknldop 3.8 63

14 PolyploidyOandOtheOevolutionaryOhistoryOofOcottoneOAdvancesgingAgronomycO2003cOnocOhjpdhom 7.7 494

13 RateOvariationOamongOnuclearOgenesOandOtheOageOofOpolyploidyOinOGossypiumeOMoleculargBiologygandg
EvolutioncO2003cOigcOmjjdkj 8.3 246

12 zRYPTIzOREPExTEDOGENOMIzOREzOMyINxTIONODURINGOSPEzIxTIONOINOGOSSYPIUMO
GOSSYPIOIDESeOEvolution;gInternationalgJournalgofgOrganicgEvolutioncO2003cOlncOiknl 3.8 5

11 FeastOandOfamineOinOplantOgenomeseOGeneticacO2002cOhhlcOjndkn 1.5 113

10 IntronOsizeOandOgenomeOsizeOinOplantseOMoleculargBiologygandgEvolutioncO2002cOhpcOijkmdli 8.3 62

9 RapidOdiversificationOofOtheOcottonOgenusOYGossypiumqOMalvaceaeZOrevealedObyOanalysisOofOsixteenO
nuclearOandOchloroplastOgeneseOAmericangJournalgofgBotanycO2002cOopcOngndil 2.7 193

8 LengthOandOsequenceOheterogeneityOinOlSOrDNxOofOPopulusOdeltoideseOGenomecO2002cOklcOhhohdo 2.4 34

7 zomparativeOdevelopmentOofOfiberOinOwildOandOcultivatedOcottoneOEvolutiongogDevelopmentcO2001cOjcOjdhn 2.6 119

6 SimpleOmethodsOforOisolatingOhomoeologousOlociOfromOallopolyploidOgenomeseOGenomecO1998cOkhcOnlmdnmi2.4 20

5 TheOtortoiseOandOtheOhareqOchoosingObetweenOnoncodingOplastomeOandOnuclearOxdhOsequencesOforO
phylogenyOreconstructionOinOaOrecentlyOdivergedOplantOgroupeOAmericangJournalgofgBotanycO1998cOolcOhjghdhjhl2.7 380
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4 MonitoringOFluorideOwithOHoneyOyeesOinOtheOUpperOSnakeORiverOPlainOofOIdahoeOJournalgofg
EnvironmentalgQualitycO1996cOilcOomodonn 3.4 6

3 PolymorphismOandOconcertedOevolutionOinOaOtandemlyOrepeatedOgeneOfamilyqOlSOribosomalODNxOinO
diploidOandOallopolyploidOcottonseOJournalgofgMoleculargEvolutioncO1996cOkicOmoldngl 3.1 193

2 InhibitionOofOreverseOtranscriptaseOfromOfelineOimmunodeficiencyOvirusObyOanalogsOofO
iWddeoxyadenosinedlWdtriphosphateeOBiochemicalgPharmacologycO1992cOkkcOhjnldoh 6 22

1 TranscriptionOthroughOtheOeyeOofOaOneedleqOdailyOandOannualOcyclesOofOgeneOexpressionOvariationOinO
DouglasdfirOneedles 2
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