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l Paper IF Citations

117 yenomeXwideKassociationKstudyKofKcbiKphenotypesKinKsrabidopsisKthalianaKinbredKlinesYKNatureWK
2010WKfhgWKhdiXec 50.4 1257

116 sctivationKtaggingKidentifiesKaKconservedKMYtKregulatorKofKphenylpropanoidKbiosynthesisYKPlantg
CellWK2000WKcdWKdejeXdekf 11.6 1080

115 sctivationKtaggingKinKsrabidopsisYKPlantgPhysiologyWK2000WKcddWKcbbeXce 6.6 813

114 TheKextentKofKlinkageKdisequilibriumKinKsrabidopsisKthalianaYKNaturegGeneticsWK2002WKebWKckbXe 36.3 393

113 yenomeXwideKpatternsKofKgeneticKvariationKinKworldwideKsrabidopsisKthalianaKaccessionsKfromKtheK
RegMapKpanelYKNaturegGeneticsWK2012WKffWKdcdXh 36.3 356

112 yenomeXwideKassociationKstudiesKinKplantslKtheKmissingKheritabilityKisKinKtheKfieldYKGenomegBiologyWK
2011WKcdWKded 18.3 331

111 LUXKsRRzYTzMOKencodesKaKMybKdomainKproteinKessentialKforKcircadianKrhythmsYKProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2005WKcbdWKcbejiXkd 11.5 316

110 LargeXscaleKidentificationKofKsingleXfeatureKpolymorphismsKinKcomplexKgenomesYKGenomegResearchWK
2003WKceWKgceXde 9.7 307

109 sgricultureYKIncreasedKfoodKandKecosystemKsecurityKviaKperennialKgrainsYKScienceWK2010WKedjWKchejXk 33.3 303

108 ReconsideringKplantKmemorylKIntersectionsKbetweenKstressKrecoveryWKRNsKturnoverWKandK
epigeneticsYKSciencegAdvancesWK2016WKdWKecgbcefb 14.3 300

107 NaturalKallelicKvariationKunderlyingKaKmajorKfitnessKtradeXoffKinKsrabidopsisKthalianaYKNatureWK2010WK
fhgWKhedXh 50.4 273

106 snKextracellularKasparticKproteaseKfunctionsKinKsrabidopsisKdiseaseKresistanceKsignalingYKEMBOg
JournalWK2004WKdeWKkjbXj 13 269

105 TheKscaleKofKpopulationKstructureKinKsrabidopsisKthalianaYKPLoSgGeneticsWK2010WKhWKecbbbjfe 6 251

104 sKcoastalKclineKinKsodiumKaccumulationKinKsrabidopsisKthalianaKisKdrivenKbyKnaturalKvariationKofKtheK
sodiumKtransporterKstzKTcmcYKPLoSgGeneticsWK2010WKhWKecbbccke 6 245

103 NaturalKvariationKinKlightKsensitivityKofKsrabidopsisYKNaturegGeneticsWK2001WKdkWKffcXh 36.3 229

102 sKmethylKtransferaseKlinksKtheKcircadianKclockKtoKtheKregulationKofKalternativeKsplicingYKNatureWK2010WK
fhjWKccdXh 50.4 221

101 sssociationKmappingKofKlocalKclimateXsensitiveKquantitativeKtraitKlociKinKsrabidopsisKthalianaYK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2010WKcbiWKdcckkXdbf 11.5 219
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100 NaturalKselectionKshapesKgenomeXwideKpatternsKofKcopyXnumberKpolymorphismKinKvrosophilaK
melanogasterYKScienceWK2008WKedbWKchdkXec 33.3 217

99 RootKsuberinKformsKanKextracellularKbarrierKthatKaffectsKwaterKrelationsKandKmineralKnutritionKinK
srabidopsisYKPLoSgGeneticsWK2009WKgWKecbbbfkd 6 210

98 ManagedKRelocationlKIntegratingKtheKScientificWKRegulatoryWKandKwthicalKuhallengesYKBioScienceWK
2012WKhdWKiedXife 5.7 169

97
QuantitativeKtraitKlocusKmappingKandKvNsKarrayKhybridizationKidentifyKanKxLMKdeletionKasKaKcauseK
forKnaturalKfloweringXtimeKvariationYKProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaWK2005WKcbdWKdfhbXg

11.5 167

96 sKsystematicKmapKofKgeneticKvariationKinKPlasmodiumKfalciparumYKPLoSgPathogensWK2006WKdWKegi 7.6 159

95 yenomeXwideKpatternsKofKsingleXfeatureKpolymorphismKinKsrabidopsisKthalianaYKProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2007WKcbfWKcdbgiXhd 11.5 147

94 yenomeXwideKexpressionKprofilingKofKtheKsrabidopsisKfemaleKgametophyteKidentifiesKfamiliesKofK
smallWKsecretedKproteinsYKPLoSgGeneticsWK2007WKeWKcjfjXhc 6 146

93 xRIyIvsXindependentKvariationKinKfloweringKtimeKofKnaturalKsrabidopsisKthalianaKaccessionsYK
GeneticsWK2005WKcibWKcckiXdbi 4 128

92 ylobalKanalysisKofKgeneticWKepigeneticKandKtranscriptionalKpolymorphismsKinKsrabidopsisKthalianaK
usingKwholeKgenomeKtilingKarraysYKPLoSgGeneticsWK2008WKfWKecbbbbed 6 124

91 PopulationKscaleKmappingKofKtransposableKelementKdiversityKrevealsKlinksKtoKgeneKregulationKandK
epigenomicKvariationYKELifeWK2016WKgWK 8.9 121

90
sKlargeKnumberKofKnovelKcodingKsmallKopenKreadingKframesKinKtheKintergenicKregionsKofKtheK
srabidopsisKthalianaKgenomeKareKtranscribedKandaorKunderKpurifyingKselectionYKGenomegResearchWK
2007WKciWKhedXfb

9.7 120

89 SingleXfeatureKpolymorphismKdiscoveryKinKtheKbarleyKtranscriptomeYKGenomegBiologyWK2005WKhWKRgf 18.3 119

88 sKframeworkKforKincorporatingKevolutionaryKgenomicsKintoKbiodiversityKconservationKandK
managementYKClimategChangegResponsesWK2015WKdWK 110

87 ylobalKanalysisKofKalleleXspecificKexpressionKinKsrabidopsisKthalianaYKGeneticsWK2009WKcjdWKkfeXgf 4 106

86 yenomicsKtoolsKforKQTLKanalysisKandKgeneKdiscoveryYKCurrentgOpiniongingPlantgBiologyWK2004WKiWKcedXh 9.9 103

85 TheKimpactKofKgenomicsKonKtheKstudyKofKnaturalKvariationKinKsrabidopsisYKPlantgPhysiologyWK2003WK
cedWKicjXdg 6.6 103

84 QuantitativeKtraitKlociKcontrollingKlightKandKhormoneKresponseKinKtwoKaccessionsKofKsrabidopsisK
thalianaYKGeneticsWK2002WKchbWKhjeXkh 4 101

83 yenomicKvariationKacrossKlandscapeslKinsightsKandKapplicationsYKNewgPhytologistWK2015WKdbiWKkgeXhi 9.8 96

(2015-2008)
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82 uisXregulatoryKchangesKatKxLOWwRINyKLOuUSKTKmediateKnaturalKvariationKinKfloweringKresponsesKofK
srabidopsisKthalianaYKGeneticsWK2009WKcjeWKideXedWKcSIXiSI 4 95

81 wxploringKtheKtranscriptionalKlandscapeKofKplantKcircadianKrhythmsKusingKgenomeKtilingKarraysYK
GenomegBiologyWK2009WKcbWKRci 18.3 93

80 sKcommonKandKunstableKcopyKnumberKvariantKisKassociatedKwithKdifferencesKinKylocKexpressionKandK
anxietyXlikeKbehaviorYKPLoSgONEWK2009WKfWKefhfk 3.7 87

79 sminoKacidKpolymorphismsKinKsrabidopsisKphytochromeKtKcauseKdifferentialKresponsesKtoKlightYK
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaWK2008WKcbgWKecgiXhd 11.5 85

78 TraituapturelKgenomicKandKenvironmentKmodellingKofKplantKphenomicKdataYKCurrentgOpiniongingPlantg
BiologyWK2014WKcjWKieXk 9.9 82

77 RapidKarrayKmappingKofKcircadianKclockKandKdevelopmentalKmutationsKinKsrabidopsisYKPlantg
PhysiologyWK2005WKcejWKkkbXi 6.6 80

76 QTLKmappingKinKnewKsrabidopsisKthalianaKadvancedKintercrossXrecombinantKinbredKlinesYKPLoSgONEWK
2009WKfWKefecj 3.7 77

75 LightXresponseKquantitativeKtraitKlociKidentifiedKwithKcompositeKintervalKandKeXtremeKarrayKmappingK
inKsrabidopsisKthalianaYKGeneticsWK2004WKchiWKkbiXci 4 74

74 veepKphenotypinglKdeepKlearningKforKtemporalKphenotypeagenotypeKclassificationYKPlantgMethodsWK
2018WKcfWKhh 5.8 72

73 yeneticKarchitectureKofKregulatoryKvariationKinKsrabidopsisKthalianaYKGenomegResearchWK2011WKdcWKidgXee 9.7 68

72 RapidKRecoveryKyeneKvownregulationKduringKwxcessXLightKStressKandKRecoveryKinKsrabidopsisYK
PlantgCellWK2017WKdkWKcjehXcjhe 11.6 61

71 PlantKgenomicslKtheKthirdKwaveYKAnnualgReviewgofgGenomicsgandgHumangGeneticsWK2004WKgWKffeXii 9.7 59

70 yenomicKdiversityKinKswitchgrassKSPanicumKvirgatumTlKfromKtheKcontinentalKscaleKtoKaKduneK
landscapeYKMoleculargEcologyWK2011WKdbWKfkejXgd 5.7 54

69 SourceKverificationKofKmisXidentifiedKsrabidopsisKthalianaKaccessionsYKPlantgJournalWK2011WKhiWKggfXhh 6.9 53

68 NaturalKyeneticKVariationKforKyrowthKandKvevelopmentKRevealedKbyKzighXThroughputKPhenotypingK
inKsrabidopsisKthalianaYKG3:gGenesugGenomesugGeneticsWK2012WKdWKdkXef 3.2 48

67 yeneticKvariationKforKlifeKhistoryKsensitivityKtoKseasonalKwarmingKinKsrabidopsisKthalianaYKGeneticsWK
2014WKckhWKghkXii 4 47

66 TheKnextKgenerationKofKmicroarrayKresearchlKapplicationsKinKevolutionaryKandKecologicalKgenomicsYK
HeredityWK2008WKcbbWKcfcXk 3.6 43

65 UsingKvNsKmicroarraysKtoKstudyKnaturalKvariationYKCurrentgOpiniongingGeneticsgandgDevelopmentWK
2006WKchWKggeXj 4.9 40
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64 PopulationKgenomicKvariationKrevealsKrolesKofKhistoryWKadaptationKandKploidyKinKswitchgrassYK
MoleculargEcologyWK2014WKdeWKfbgkXie 5.7 39

63 yeneticsKofKlocalKadaptationKinKtheKlaboratorylKfloweringKtimeKquantitativeKtraitKlociKunderK
geographicKandKseasonalKconditionsKinKsrabidopsisYKPLoSgONEWK2006WKcWKecbg 3.7 38

62 sctivationKTaggingKIdentifiesKaKuonservedKMYtKRegulatorKofKPhenylpropanoidKtiosynthesisYKPlantg
CellWK2000WKcdWKdeje 11.6 35

61 sKchromatinKmodifyingKenzymeWKSvyjWKisKinvolvedKinKmorphologicalWKgeneKexpressionWKandK
epigeneticKresponsesKtoKmechanicalKstimulationYKFrontiersgingPlantgScienceWK2014WKgWKgee 6.2 33

60 vevelopmentKofKtheKfirstKconsensusKgeneticKmapKofKintermediateKwheatgrassKSThinopyrumK
intermediumTKusingKgenotypingXbyXsequencingYKTheoreticalgandgAppliedgGeneticsWK2017WKcebWKceiXcgb 6 30

59 LandscapeKgenomicKpredictionKforKrestorationKofKaKfoundationKspeciesKunderKclimateKchangeYKELifeWK
2018WKiWK 8.9 30

58 UsingKPhenomicKsnalysisKofKPhotosyntheticKxunctionKforKsbioticKStressKResponseKyeneKviscoveryYK
ThegArabidopsisgBookWK2016WKcfWKebcjg 3 30

57 kWIPlKTheKkXmerKweightedKinnerKproductWKaKdeKnovoKestimatorKofKgeneticKsimilarityYKPLoSg
ComputationalgBiologyWK2017WKceWKecbbgidi 5 28

56 sssociationKmappingKwithKsingleXfeatureKpolymorphismsYKGeneticsWK2006WKcieWKccdgXee 4 28

55 NaturalKvariationKinKphytochromeKsignalingYKSeminarsgingCellgandgDevelopmentalgBiologyWK2000WKccWKgdeXeb7.5 27

54 vNsKmethylationKprofilesKofKdiverseKtrachypodiumKdistachyonKalignKwithKunderlyingKgeneticK
diversityYKGenomegResearchWK2016WKdhWKcgdbXcgec 9.7 27

53 WholeKgenomeKtranscriptomeKpolymorphismsKinKsrabidopsisKthalianaYKGenomegBiologyWK2008WKkWKRchg 18.3 26

52 yenomeXwideKanalysisKofKcisXregulatoryKdivergenceKbetweenKspeciesKinKtheKsrabidopsisKgenusYK
MoleculargBiologygandgEvolutionWK2012WKdkWKeejgXkg 8.3 25

51 WidespreadKinterspecificKdivergenceKinKcisXregulationKofKtransposableKelementsKinKtheKsrabidopsisK
genusYKMoleculargBiologygandgEvolutionWK2012WKdkWKcbjcXkc 8.3 25

50 sxelKrapidWKcompetitiveKsequenceKreadKdemultiplexingKusingKaKtrieYKBioinformaticsWK2018WKefWKekdfXekdg 7.2 24

49 WithinKandKbetweenKwhorlslKcomparativeKtranscriptionalKprofilingKofKsquilegiaKandKsrabidopsisYK
PLoSgONEWK2010WKgWKekieg 3.7 24

48 yenotypingKandKmappingKwithKhighXdensityKoligonucleotideKarraysYKMethodsgingMoleculargBiologyWK
2006WKedeWKceiXfg 1.4 23

47 yeneticKandKepigeneticKdissectionKofKcisKregulatoryKvariationYKCurrentgOpiniongingPlantgBiologyWK2007WK
cbWKcfdXj 9.9 21

(2007-2014)
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46 PopulationKandKphylogenomicKdecompositionKviaKgenotypingXbyXsequencingKinKsustralianK
PelargoniumYKMoleculargEcologyWK2016WKdgWKdbbbXcf 5.7 19

45 IsolationKbyKdistanceKandKisolationKbyKenvironmentKcontributeKtoKpopulationKdifferentiationKinK
SProteaceaeKLYTWKaKwidespreadKSouthKsfricanKspeciesYKAmericangJournalgofgBotanyWK2017WKcbfWKhifXhjf 2.7 17

44 LandscapeKdriversKofKgenomicKdiversityKandKdivergenceKinKwoodlandKwucalyptusYKMoleculargEcologyWK
2019WKdjWKgdedXgdfi 5.7 16

43 yenomicKbreedingKforKfoodWKenvironmentKandKlivelihoodsYKFoodgSecurityWK2015WKiWKeigXejd 6.7 16

42 yenotypicKdiversityKeffectsKonKbiomassKproductionKinKnativeKperennialKbioenergyKcroppingKsystemsYK
GCBgBioenergyWK2016WKjWKcbbbXcbcf 5.6 15

41 NewKsrabidopsisKadvancedKintercrossKrecombinantKinbredKlinesKrevealKfemaleKcontrolKofK
nonrandomKmatingYKPlantgPhysiologyWK2014WKchgWKcigXjg 6.6 13

40 zOMwlKaKhistogramKbasedKmachineKlearningKapproachKforKeffectiveKidentificationKofKdifferentiallyK
methylatedKregionsYKBMCgBioinformaticsWK2019WKdbWKdge 3.6 12

39 uSmTuyyKmethylationXindependentKparentXofXoriginKeffectsKonKgenomeXwideKtranscriptKlevelsKinK
isogenicKreciprocalKxcKtriploidKplantsYKDNAgResearchWK2014WKdcWKcfcXgc 4.5 12

38 veepKPhenotypinglKveepKLearningKforKTemporalKPhenotypeayenotypeKulassification 12

37 yeneKflowKbetweenKnascentKspecieslKgeographicWKgenotypicKandKphenotypicKdifferentiationKwithinK
andKbetweenKsquilegiaKformosaKandKsYKpubescensYKMoleculargEcologyWK2014WKdeWKggjkXkj 5.7 10

36 SpatialWKclimateKandKploidyKfactorsKdriveKgenomicKdiversityKandKresilienceKinKtheKwidespreadKgrassK
ThemedaKtriandraYKMoleculargEcologyWK2020WKdkWKejidXejjj 5.7 10

35 yenomicKdiversityKguidesKconservationKstrategiesKamongKrareKterrestrialKorchidKspeciesKwhenK
taxonomyKremainsKuncertainYKAnnalsgofgBotanyWK2017WKcckWKcdhiXcdii 4.1 9

34 PervasiveKadmixtureKbetweenKeucalyptKspeciesKhasKconsequencesKforKconservationKandKassistedK
migrationYKEvolutionarygApplicationsWK2019WKcdWKjfgXjhb 4.8 9

33 SelectingKinformativeKtraitsKforKmultivariateKquantitativeKtraitKlocusKmappingKhelpsKtoKgainKoptimalK
powerYKGeneticsWK2013WKckgWKhjeXkc 4 9

32 ylobalKviversityKofKtheKtrachypodiumKSpeciesKuomplexKasKaKResourceKforKyenomeXWideKsssociationK
StudiesKvemonstratedKforKsgronomicKTraitsKinKResponseKtoKulimateYKGeneticsWK2019WKdccWKeciXeec 4 9

31
wxaminingKtheKefficacyKofKaKgenotypingXbyXsequencingKtechniqueKforKpopulationKgeneticKanalysisKofK
theKmushroomKLaccariaKbicolorKandKevaluatingKwhetherKaKreferenceKgenomeKisKnecessaryKtoKassessK
homologyYKMycologiaWK2015WKcbiWKdciXdh

2.4 7

30 sKyenomeXWideKsssociationKStudyKofKNonXPhotochemicalKQuenchingKinKresponseKtoKlocalKseasonalK
climatesKinYKPlantgDirectWK2019WKeWKebbcej 3.3 7

29 NovelKResamplingKImprovesKStatisticalKPowerKforKMultipleXTraitKQTLKMappingYKG3:gGenesugGenomesug
GeneticsWK2017WKiWKjceXjdd 3.2 7

Justin O Borevitz

6



28 yenomicKviversityKandKulimateKsdaptationKinKtrachypodiumYKPlantgGeneticsgandgGenomics:gCropsgandg
ModelsWK2015WKcbiXcdi 0.2 7

27 snalysisKandKvisualizationKofKsrabidopsisKthalianaKyWsSKusingKwebKdYbKtechnologiesYKDatabase:gtheg
JournalgofgBiologicalgDatabasesgandgCurationWK2011WKdbccWKbarbcf 5 7

26 InferringKpopulationKparametersKfromKsingleXfeatureKpolymorphismKdataYKGeneticsWK2006WKcieWKddgiXhi 4 7

25 zighXresolutionWKtimeXlapseKimagingKforKecosystemXscaleKphenotypingKinKtheKfieldYKMethodsging
MoleculargBiologyWK2012WKkcjWKicXkh 1.4 6

24 dbdbKvisionKforKbiologylKtheKroleKofKplantsKinKaddressingKgrandKchallengesKinKbiologyYKMoleculargPlant
WK2008WKcWKghcXe 14.4 6

23 RedundancyKinKgenotypingKarraysYKPLoSgONEWK2007WKdWKedji 3.7 6

22 MineralXenrichedKbiocharKdeliversKenhancedKnutrientKrecoveryKandKcarbonKdioxideKremovalYK
CommunicationsgEarthgngEnvironmentWK2022WKeWK 6.1 5

21 libqcpplKsKuVVcfKsequenceKqualityKcontrolKlibraryYKJournalgofgOpengSourcegSoftwareWK2017WKdWKded 5.2 4

20 PopulationKscaleKmappingKofKtransposableKelementKdiversityKrevealsKlinksKtoKgeneKregulationKandK
epigenomicKvariation 4

19 sxelKrapidWKcompetitiveKsequenceKreadKdemultiplexingKusingKaKtrie 4

18 zOMwlKsKhistogramKbasedKmachineKlearningKapproachKforKeffectiveKidentificationKofKdifferentiallyK
methylatedKregions 4

17 wnvironmentalKresourceKdeficitKmayKdriveKtheKevolutionKofKintraspecificKtraitKvariationKinKinvasiveK
plantKpopulationsYKOikosWK2019WKcdjWKcicXcjf 4 4

16 yenomicKevidenceKofKintrogressionKandKadaptationKinKaKmodelKsubtropicalKtreeKspeciesWKwucalyptusK
grandisYKMoleculargEcologyWK2021WKebWKhdgXhej 5.7 4

15 PhenotypicKanalysisKofKsrabidopsisKmutantslKhypocotylKlengthYKColdgSpringgHarborgProtocolsWK2008WK
dbbjWKpdbYprotfkhd 1.2 3

14 uostXconsciousKgenerationKofKmultiplexedKshortXreadKvNsKlibrariesKforKwholeKgenomeKsequencingKvc 3

13 wxtendingKtheKyenotypeKinKbyKIncludingKvNsKMethylationKRevealsKaKJointKuontributionKwithK
yeneticsKonKsdaptiveKTraitsYKG3:gGenesugGenomesugGeneticsWK2020WKcbWKchdkXchei 3.2 3

12 MultiXplatformKLivsRKapproachKforKdetectingKcoarseKwoodyKdebrisKinKaKlandscapeKwithKvariedK
groundKcoverYKInternationalgJournalgofgRemotegSensingWK2021WKfdWKkechXkefd 3.1 2

11 kWIPlKTheKkXmerKWeightedKInnerKProductWKaKdeKnovoKwstimatorKofKyeneticKSimilarity 2

(-2015)
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10 wnhancingKnaturalKcyclesKinKagroXecosystemsKtoKboostKplantKcarbonKcaptureKandKsoilKstorageK2021WKcWK 2

9 yenomicKconstraintsKtoKdroughtKadaptation 2

8 yWsSKonKmultipleKtraitsKidentifiesKmitochondrialKsuONITsSweKasKimportantKforKacclimationKtoK
submergenceKstressYYKPlantgPhysiologyWK2022WK 6.6 1

7 LandscapeKgenomicKpredictionKforKrestorationKofKaKwucalyptusKfoundationKspeciesKunderKclimateKchange 1

6 PopulationKstructureKofKtheKtrachypodiumKspeciesKcomplexKandKgenomeKwideKassociationKofK
agronomicKtraitsKinKresponseKtoKclimate 1

5 PlantKcollectionsKforKconservationKandKrestorationlKcanKtheyKbeKadaptedKandKadaptableqYKMolecularg
EcologygResourcesWK2022WK 8.4 1

4 zighXmolecularKweightKvNsKextractionWKcleanXupKandKsizeKselectionKforKlongXreadKsequencingYKPLoSg
ONEWK2021WKchWKebdgejeb 3.7 0

3 uhapterKSevenKtiopanningKbyKactivationKtaggingYKRecentgAdvancesgingPhytochemistryWK2002WKehWKcccXcde

2 sdaptationKgenomicslKTheKangelKisKinKtheKdetailsYKPlantugCellgandgEnvironmentWK2018WKfcWKddffXddfh 8.4

1 vswSimlKsKdynamicKagroXecosystemKsimulationKmodelKforKnaturalKcapitalKassessmentYKEcologicalg
ModellingWK2022WKfhjWKcbkkeb 3
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