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Differences in cold hardiness, carbohydrates, dehydrins and related gene expressions under an
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Carbohydrate Changes in Peach Shoot Tissues and Their Relationship to Cold Acclimation and
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Proline accumulation in response to high temperature in winter-acclimated shoots of<i>Prunus
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Efficient production of virus-free apple plantlets using the temporary immersion bioreactor system.
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Integrated genetic linkage maps for Korean pears (Pyrus hybrid) using GBS-based SNPs and SSRs.
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Horticulture Journal, 2016, 85, 37-45. :
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Genetic relationships and population structure of pears (Pyrus spp.) assessed with genome-wide SNPs
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