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99 OptimismMandMpessimismManalysisMusingMdeepMlearningMonMwOVIxaemMrelatedMtwitterMconversationsbM
InformationfProcessingfandfManagement_M2022_Mim_Medfmel 6.3 2

98 womputationalMupproachMtoMtheMSystematicMPredictionMofM’lycolyticMubilitiesnMLookingMIntoMHumanM
MicrobiotabMIEEExACMfTransactionsfonfComputationalfBiologyfandfBioinformatics_M2021_Mel_Mfgdfafgeg 3 1

97 uMHealthaRelatedMStudyMfromMzoodMOnlineMReviewsbMTheMwaseMofM’lutenazreeMzoodsbMAdvancesfinf
IntelligentfSystemsfandfComputing_M2021_Mefaff 0.4

96 TheMuctivityMofMvioinformaticsMxevelopersMandMUsersMinMStackMOverflowbMAdvancesfinfIntelligentf
SystemsfandfComputing_M2021_Mfgage 0.4 1

95 HaemoKvSnMuMknowledgeabasedMsystemMforMrealatime_McontinuousMcategorisationMofMadverseM
reactionsMinMbloodMrecipientsbMNeurocomputing_M2021_Mhfg_Mkijakjk 5.4

94 womputationalMresourcesMandMstrategiesMtoMassessMsingleamoleculeMdynamicsMofMtheMtranslationM
processMinMSbMcerevisiaebMBriefingsfinfBioinformatics_M2021_Mff_Mfemafge 13.4 1

93 uMframeworkMtoMextractMbiomedicalMknowledgeMfromMglutenarelatedMtweetsnMTheMcaseMofMdietaryM
concernsMinMdigitalMerabMArtificialfIntelligencefinfMedicine_M2021_Meel_Medfege 7.4 1

92 womputationalMResourcesMandMStrategiesMtoMwonstructMSingleaMoleculeMModelsMofMzISHbMMethodsfinf
MolecularfBiology_M2021_Mffhj_Mgekaggd 1.4

91 RevisitingMtheMMetabolicMwapabilitiesMofMsusbpbMandMsubspbMfromMaM’lycosideMHydrolaseMPerspectivebM
Microorganisms_M2020_Ml_M 4.9 3

90 InMsilicoMandMfunctionalManalysesMofMimmunomodulatoryMpeptidesMencryptedMinMtheMhumanMgutM
metaproteomebMJournalfoffFunctionalfFoods_M2020_Mkd_Medgmjm 5.1 2

89 MiningMtheMsociomeMforMHealthMInformaticsnMunalysisMofMtherapeuticMlifestyleMadherenceMofMdiabeticM
patientsMinMTwitterbMFuturefGenerationfComputerfSystems_M2020_Meed_Mfehafgf 7.5 3

88 upplicationMofMugentavasedMModellingMtoMSimulateMRibosomeMTranslationbMLecturefNotesfinfComputerf
Science_M2020_Mfddafee 0.9

87
TheMextracellularMproteinsMofMLactobacillusMacidophilusMxSMMfddkmTMdisplayMantiainflammatoryM
effectMinMbothMinMpiglets_MhealthyMhumanMdonorsMandMwrohnâ��sMxiseaseMpatientsbMJournalfoffFunctionalf
Foods_M2020_Mjh_Medgjjd

5.1 2

86 UnderstandingMtheMsocialMevolutionMofMtheMJavaMcommunityMinMStackMOverflownMuMedayearMstudyMofM
developerMinteractionsbMFuturefGenerationfComputerfSystems_M2020_Medi_Mhhjahih 7.5 3

85 InMsilicoMpredictionMrevealsMtheMexistenceMofMpotentialMbioactiveMneuropeptidesMproducedMbyMtheM
humanMgutMmicrobiotabMFoodfResearchfInternational_M2019_Meem_Mffeaffj 7 6

84 xyWynMuMnovelMtoolMforMexecutingMdifferentialMexpressionMRNuaSeqMworkflowsMinMbiomedicalM
researchbMComputersfinfBiologyfandfMedicine_M2019_Medk_Memkafdi 7 6

83 upplicationMofMagentabasedMmodellingMtoMassessMsingleamoleculeMtransportMacrossMtheMcellMenvelopeM
ofMybMcolibMComputersfinfBiologyfandfMedicine_M2019_Medk_Mfelaffj 7 2

Anˆ¡liaáMariaáGarciaáLourenˆ§o

2



82 womputationalMpredictionMofMtheMbioactivityMpotentialMofMproteomesMbasedMonMexpertMknowledgebM
JournalfoffBiomedicalfInformatics_M2019_Mme_Medgefe 10.2 1

81 upproachMforMUnveilingMtheM’lycosideMHydrolaseMuctivitiesMinMThroughMaMSystematicMandMIntegrativeM
LargeaScaleMunalysisbMFrontiersfinfMicrobiology_M2019_Med_Miek 5.7 3

80 NextMgenerationMcommunityMassessmentMofMbiomedicalMentityMrecognitionMwebMserversnMmetrics_M
performance_MinteroperabilityMaspectsMofMvewalmbMJournalfoffCheminformatics_M2019_Mee_Mhf 8.6 4

79 UsingMTwitterMtoMUnderstandMtheMHumanMvowelMxiseaseMwommunitynMyxploratoryMunalysisMofMKeyM
TopicsbMJournalfoffMedicalfInternetfResearch_M2019_Mfe_Meefjed 7.6 21

78 OnlineMvisibilityMofMsoftwarearelatedMwebMsitesnMTheMcaseMofMbiomedicalMtextMminingMtoolsbM
InformationfProcessingfandfManagement_M2019_Mij_Mijiailg 6.3 6

77 ResourcesMandMtoolsMforMtheMhighathroughput_MmultiaomicMstudyMofMintestinalMmicrobiotabMBriefingsfinf
Bioinformatics_M2019_Mfd_Medgfaedij 13.4 8

76 yxploringMantiaquorumMsensingMandMantiavirulenceMbasedMstrategiesMtoMfightMwandidaMalbicansM
infectionsnManMinMsilicoMapproachbMFEMSfYeastfResearch_M2018_Mel_M 3.1 8

75 ugentabasedMmodelMofMdiffusionMofMNaacylMhomoserineMlactonesMinMaMmulticellularMenvironmentMofM
PseudomonasMaeruginosaMandMwandidaMalbicansbMBiofouling_M2018_Mgh_Mggiaghi 3.3 8

74 vlasterJSnMuMnovelMinteractiveMJavaScriptMvisualisationMcomponentMforMvLuSTMalignmentMresultsbMPLoSf
ONE_M2018_Meg_Medfdiflj 3.7 8

73 TheMyvolvingMRoleMofMInformationMTechnologyMinMHaemovigilanceMSystemsbMJournalfoffHealthcaref
Engineering_M2018_Mfdel_Mjelghjl 3.7 2

72 QuorumMsensingMinhibitionMinMPseudomonasMaeruginosaMbiofilmsnMnewMinsightsMthroughMnetworkM
miningbMBiofouling_M2017_Mgg_Meflaehf 3.3 35

71 uMnetworkMperspectiveMonMantimicrobialMpeptideMcombinationMtherapiesnMtheMpotentialMofMcolistin_M
polymyxinMvMandMnisinbMInternationalfJournalfoffAntimicrobialfAgents_M2017_Mhm_Mjjlajkj 14.3 13

70 InformationMRetrievalMandMTextMMiningMTechnologiesMforMwhemistrybMChemicalfReviews_M2017_Meek_Mkjkgakkje68.1 124

69
SearchingMforMnewMstrategiesMagainstMbiofilmMinfectionsnMwolistinauMPMcombinationsMagainstM
PseudomonasMaeruginosaMandMStaphylococcusMaureusMsingleaMandMdoubleaspeciesMbiofilmsbMPLoSfONE
_M2017_Mef_Medekhjih

3.7 21

68 wollaborativeMrelationMannotationMandMqualityManalysisMinMMarkytMenvironmentbMDatabase:fthefJournalf
offBiologicalfDatabasesfandfCuration_M2017_Mfdek_M 5 1

67
MuHMIMdatabasenMaMcomprehensiveMMetaHitabasedMresourceMforMtheMstudyMofMtheMmechanismMofM
actionMofMtheMhumanMmicrobiotabMDatabase:fthefJournalfoffBiologicalfDatabasesfandfCuration_M2017_M
fdek_M

5 24

66 PhPnMaMpeptidomeabasedMstrainalevelMgenomeMcomparisonMwebMtoolbMNucleicfAcidsfResearch_M2017_Mhi_MWfjiaWfjm20.1 0

65 Probiotics_MgutMmicrobiota_MandMtheirMinfluenceMonMhostMhealthMandMdiseasebMMolecularfNutritionfandf
FoodfResearch_M2017_Mje_Mejddfhd 5.9 442
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64 writicalMreviewMonMbiofilmMmethodsbMCriticalfReviewsfinfMicrobiology_M2017_Mhg_Mgegagie 7.8 454

63 ScreeningMofMtheMHumanM’utMMetaproteomeMIdentifiesMThekaPromotingMPeptidesMyncryptedMinM
ProteinsMofMwommensalMvacteriabMFrontiersfinfMicrobiology_M2017_Ml_Mekfj 5.7 14

62 PolymicrobialMVentilatoraussociatedMPneumonianMzightingMInMVitroMwandidaMalbicansaPseudomonasM
aeruginosaMviofilmsMwithMuntifungalauntibacterialMwombinationMTherapybMPLoSfONE_M2017_Mef_Medekdhgg 3.7 25

61 TheMwomplexityMofMPromoterMRegionsMvasedMonMaMVectorMTopologicalMyntropybMCurrentfBioinformatics
_M2017_Mef_M 4.7 1

60 uMpeptidomeabasedMphylogenyMpipelineMrevealsMdifferentialMpeptidesMatMtheMstrainMlevelMwithinM
vifidobacteriumManimalisMsubspbMlactisbMFoodfMicrobiology_M2016_Mjd_Megkahe 6 3

59
TheMMarkytMvisualisation_MpredictionMandMbenchmarkMplatformMforMchemicalMandMgeneMentityM
recognitionMatMviowreativecwHyMxNyRMchallengebMDatabase:fthefJournalfoffBiologicalfDatabasesfandf
Curation_M2016_Mfdej_M

5 8

58 HighMperformanceMcomputingMforMthreeadimensionalMagentabasedMmolecularMmodelsbMJournalfoff
MolecularfGraphicsfandfModelling_M2016_Mjl_Mjlakk 2.8 2

57 TacklingMprobioticMandMgutMmicrobiotaMfunctionalityMthroughMproteomicsbMJournalfoffProteomics_M
2016_Mehk_Mflagm 3.9 33

56 womputationalMresourcesMandMstrategiesMtoMconstructMsingleamoleculeMmetabolicMmodelsMofM
microbialMcellsbMBriefingsfinfBioinformatics_M2016_Mek_Mljgakj 13.4 8

55 ImprovingMPhylogenyMReconstructionMatMtheMStrainMLevelMUsingMPeptidomeMxatasetsbMPLoSf
ComputationalfBiology_M2016_Mef_Meeddifke 5 3

54 ReconstructionMofMtheMNetworkMofMyxperimentallyMValidatedMuMPaxrugMwombinationsMugainstM
PseudomonasMaeruginosaMInfectionsbMCurrentfBioinformatics_M2016_Mee_Mifgaigd 4.7 5

53
wonstructionMofMantimicrobialMpeptideadrugMcombinationMnetworksMfromMscientificMliteratureMbasedM
onMaMsemiaautomatedMcurationMworkflowbMDatabase:fthefJournalfoffBiologicalfDatabasesfandfCuration_M
2016_Mfdej_M

5 6

52 zromMaminoMacidMsequenceMtoMbioactivitynMTheMbiomedicalMpotentialMofMantitumorMpeptidesbMProteinf
Science_M2016_Mfi_Medlhami 6.3 42

51 SingleMMoleculeMSimulationMofMxiffusionMandMynzymeMKineticsbMJournalfoffPhysicalfChemistryfB_M2016_M
efd_Mgldmafd 3.4 6

50
vIOMedicalMSearchMyngineMzrameworknMLightweightMandMcustomizedMimplementationMofM
domainaspecificMbiomedicalMsearchMenginesbMComputerfMethodsfandfProgramsfinfBiomedicine_M2016_M
ege_Mjgakk

6.9 2

49 zISHjinMNewMImageJMmacrosMforMtheMquantificationMofMfluorescenceMinMepifluorescenceMimagesbM
BiochemicalfEngineeringfJournal_M2016_Meef_Mjeajm 4.2 10

48 HeteroresistanceMtoMcolistinMinMKlebsiellaMpneumoniaeMisMtriggeredMbyMsmallMcolonyMvariantsM
subapopulationsMwithinMbiofilmsbMPathogensfandfDisease_M2016_Mkh_M 4.2 18

47 MorphowolnMunMontologyabasedMknowledgebaseMforMtheMcharacterisationMofMclinicallyMsignificantM
bacterialMcolonyMmorphologiesbMJournalfoffBiomedicalfInformatics_M2015_Mii_Miiajg 10.2 12

Anˆ¡liaáMariaáGarciaáLourenˆ§o

4



46 ynablingMsystematic_MharmonisedMandMlargeascaleMbiofilmsMdataMcomputationnMtheMviofilmsM
yxperimentMWorkbenchbMComputerfMethodsfandfProgramsfinfBiomedicine_M2015_Meel_Mgdmafe 6.9 6

45 MarkynMaMtoolMsupportingMannotationMconsistencyMinMmultiauserMandMiterativeMdocumentMannotationM
projectsbMComputerfMethodsfandfProgramsfinfBiomedicine_M2015_Meel_Mfhfaie 6.9 16

44 PathogenicityMphenomenaMinMthreeMmodelMsystemsnMfromMnetworkMminingMtoMemergingMsystemalevelM
propertiesbMBriefingsfinfBioinformatics_M2015_Mej_Mejmalf 13.4 0

43 yxtractionMofMpharmacokineticMevidenceMofMdrugadrugMinteractionsMfromMtheMliteraturebMPLoSfONE_M
2015_Med_Medeffemm 3.7 20

42 ugentabasedMspatiotemporalMsimulationMofMbiomolecularMsystemsMwithinMtheMopenMsourceMMuSONM
frameworkbMBioMedfResearchfInternational_M2015_Mfdei_Mkjmhke 3 5

41 xataMQualityMinMviofilmMHighaThroughputMRoutineMunalysisnMIntralaboratoryMProtocolMudaptationMandM
yxperimentMReproducibilitybMJournalfoffAOACfINTERNATIONAL_M2015_Mml_Mekfeak 1.7 2

40 uMNovelMSearchMyngineMSupportingMSpecificMxrugMQueriesMandMLiteratureMManagementbMAdvancesfinf
IntelligentfSystemsfandfComputing_M2015_Mmmaedj 0.4

39 MinimumMinformationMaboutMaMbiofilmMexperimentMUMIuviyVnMstandardsMforMreportingMexperimentsM
andMdataMonMsessileMmicrobialMcommunitiesMlivingMatMinterfacesbMPathogensfandfDisease_M2014_Mkd_Mfidaj 4.2 31

38 WebMscrapingMtechnologiesMinManMuPIMworldbMBriefingsfinfBioinformatics_M2014_Mei_Mkllamk 13.4 41

37 uMharmonisedMvocabularyMforMcommunicatingMandMinterchangingMviofilmsMexperimentalMresultsbM
JournalfoffIntegrativefBioinformatics_M2014_Mee_Mgfahk 3.8 2

36 vringingMNamedMyntityMRecognitionMonMxrupalMwontentMManagementMSystembMAdvancesfinfIntelligentf
SystemsfandfComputing_M2014_Mfjeafjl 0.4 1

35 NetworkingMtheMWayMtowardsMuntimicrobialMwombinationMTherapiesbMAdvancesfinfIntelligentfSystemsf
andfComputing_M2014_Mfdeafdj 0.4 1

34 MarkynMuMLightweightMWebMTrackingMToolMforMxocumentMunnotationbMAdvancesfinfIntelligentfSystemsf
andfComputing_M2014_Mfjmafkj 0.4 2

33 vyWnMvioinformaticsMWorkbenchMforMunalysisMofMviofilmsMyxperimentalMxatabMAdvancesfinfIntelligentf
SystemsfandfComputing_M2014_Mhmaij 0.4 1

32 xesigningManMOntologyMToolMforMtheMUnificationMofMviofilmsMxatabMAdvancesfinfIntelligentfSystemsfandf
Computing_M2014_Mheahl 0.4

31 unMharmonisedMvocabularyMforMcommunicatingMandMinterchangingMbiofilmsMexperimentalMresultsbM
JournalfoffIntegrativefBioinformatics_M2014_Mee_Mfhm 3.8

30 uMnewMapproachMtoMbacterialMcolonyMmorphotypingMbyMmatrixaassistedMlaserMdesorptionMionizationM
timeMofMflightabasedMmassMspectrometrybMTalanta_M2013_Meej_Meddak 6.2 3

29 yvaluatingMWebMSiteMStructureMvasedMonMNavigationMProfilesMandMSiteMTopologybMAdvancesfinf
IntelligentfSystemsfandfComputing_M2013_Mgdiagee 0.4

(2013-2015)

5



28 worrectionnMuMlinearMclassifierMbasedMonMentityMrecognitionMtoolsMandMaMstatisticalMapproachMtoMmethodM
extractionMinMtheMproteinaproteinMinteractionMliteraturebMBMCfBioinformatics_M2012_Meg_Meld 3.6 78

27 NewMtrendsMinMpeptideabasedMantiabiofilmMstrategiesnMaMreviewMofMrecentMachievementsMandM
bioinformaticMapproachesbMBiofouling_M2012_Mfl_Medggaje 3.3 101

26 TextMminingMforMtheMbiocurationMworkflowbMDatabase:fthefJournalfoffBiologicalfDatabasesfandf
Curation_M2012_Mfdef_Mbasdfd 5 108

25 womputationalMapproachesMtoMstandardacompliantMbiofilmMdataMforMreliableManalysisMandMintegrationbM
JournalfoffIntegrativefBioinformatics_M2012_Mm_Mikajl 3.8 3

24 uMRationalMzrameworkMforMProductionMxecisionMMakingMinMvloodMystablishmentsbMJournalfoff
IntegrativefBioinformatics_M2012_Mm_Mjmakm 3.8 2

23 viofOmicsnMaMWebMplatformMforMtheMsystematicMandMstandardizedMcollectionMofMhighathroughputM
biofilmMdatabMPLoSfONE_M2012_Mk_Megmmjd 3.7 24

22 MorphowolnMuMPowerfulMToolMforMtheMwlinicalMProfilingMofMPathogenicMvacteriabMAdvancesfinfIntelligentf
andfSoftfComputing_M2012_Meleaell 1

21 Sux_vaSenMuMvloodMvankMxataMunalysisMSoftwarebMAdvancesfinfIntelligentfandfSoftfComputing_M2012_Mejiaeke

20 uMSystematicMupproachMtoMtheMInterrogationMandMSharingMofMStandardisedMviofilmMSignaturesbM
AdvancesfinfIntelligentfandfSoftfComputing_M2012_Meegaefd

19 womputationalMapproachesMtoMstandardacompliantMbiofilmMdataMforMreliableManalysisMandMintegrationbM
JournalfoffIntegrativefBioinformatics_M2012_Mm_Mfdg 3.8 1

18 uMrationalMframeworkMforMproductionMdecisionMmakingMinMbloodMestablishmentsbMJournalfoff
IntegrativefBioinformatics_M2012_Mm_Mfdh 3.8 1

17 uMStudyMofMtheMShortMandMLongatermMRegulationMofMybMcoliMMetabolicMPathwaysbMJournalfoffIntegrativef
Bioinformatics_M2011_Ml_Memiafdm 3.8 7

16 StringentMresponseMofMyscherichiaMcolinMrevisitingMtheMbibliomeMusingMliteratureMminingbMMicrobialf
InformaticsfandfExperimentation_M2011_Me_Meh 9

15 SemanticMannotationMofMbiologicalMconceptsMinterplayingMmicrobialMcellularMresponsesbMBMCf
Bioinformatics_M2011_Mef_Mhjd 3.6 5

14 uMlinearMclassifierMbasedMonMentityMrecognitionMtoolsMandMaMstatisticalMapproachMtoMmethodMextractionM
inMtheMproteinaproteinMinteractionMliteraturebMBMCfBioinformatics_M2011_MefMSupplMl_MSef 3.6 7

13 whallengesMinMintegratingMyscherichiaMcoliMmolecularMbiologyMdatabMBriefingsfinfBioinformatics_M2011_M
ef_Mmeaedg 13.4 4

12 InterpretingMtheMRegulatoryMInterplayMinMybMcoliMMetabolicMPathwaysbMAdvancesfinfIntelligentfandfSoftf
Computing_M2011_Mgdgagef

11 uMstudyMofMtheMshortMandMlongatermMregulationMofMybMcoliMmetabolicMpathwaysbMJournalfoffIntegrativef
Bioinformatics_M2011_Ml_Melg 3.8 1
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10 vioxRnMSemanticMindexingMnetworksMforMbiomedicalMdocumentMretrievalbMExpertfSystemsfWithf
Applications_M2010_Mgk_Mghhhaghig 7.8 9

9 tNotenMaMworkbenchMforMbiomedicalMtextMminingbMJournalfoffBiomedicalfInformatics_M2009_Mhf_Mkedafd 10.2 28

8 xataMIntegrationMIssuesMinMtheMReconstructionMofMtheM’enomeaScaleMMetabolicMModelMofMZymomonasM
MobillisbMAdvancesfinfSoftfComputing_M2009_Mmfaede 1

7 viomedicalMTextMMiningMuppliedMtoMxocumentMRetrievalMandMSemanticMIndexingbMLecturefNotesfinf
ComputerfScience_M2009_Mmihamjg 0.9

6 upplyingMwlickstreamMxataMMiningMtoMRealaTimeMWebMwrawlerMxetectionMandMwontainmentMUsingM
wlickTipsMPlatformbMStudiesfinfClassificationufDatafAnalysisufandfKnowledgefOrganization_M2007_Mgieagil 0.2 2

5 upplicationMofMclassificationatreeMmodelsMtoMcharacterizeMtheMmycobiotaMofMgrapesMonMtheMbasisMofM
originbMRevistafIberoamericanafDefMicologia_M2006_Mfg_Mekeai 1.6 1

4 InfluenceMofMtheMregionMofMoriginMonMtheMmycobiotaMofMgrapesMwithMemphasisMonMuspergillusMandM
PenicilliumMspeciesbMMycologicalfResearch_M2006_Meed_Mmkeal 55

3 watchingMwebMcrawlersMinMtheMactM2006_M 16

2 ugentabasedMknowledgeMextractionMservicesMinsideMenterpriseMdataMwarehousingMsystemsMenvironments 2

1 LessonsMLearnednMRecommendationsMforMystablishingMwriticalMPeriodicMScientificMvenchmarking 12
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