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j Paper IF Citations

177 LifeLandLdeathLinLtheLsoilLmicrobiomeoLhowLecologicalLprocessesLinfluenceLbiogeochemistryccLNaturei
ReviewsiMicrobiologyaL2022aL 22.2 10

176 MetaPopoLaLpipelineLforLmacrobLandLmicrodiversityLanalysesLandLvisualizationLofLmicrobialLandLviralL
metagenomebderivedLpopulationsccLMicrobiomeaL2022aLfeaLin 16.6 1

175 MicrobialLmetabolitesLinLtheLmarineLcarbonLcycleccLNatureiMicrobiologyaL2022aLlaLjembjgh 26.6 2

174 xrypticLandLabundantLmarineLvirusesLatLtheLevolutionaryLoriginsLofLzarthTsLRNvLviromeccLScienceaL
2022aLhlkaLfjkbfkg 33.3 9

173 –unctionalLrepertoireLconvergenceLofLdistantlyLrelatedLeukaryoticLplanktonLlineagesLabundantLinL
theLsunlitLoceancLCelliGenomicsaL2022aLgaLfeefgh 6

172 TheLInternationalLVirusLwioinformaticsLMeetingLgeggcLVirusesaL2022aLfiaLnlh 6.2 0

171 xouplingLplantLlitterLquantityLtoLaLnovelLmetricLforLlitterLqualityLexplainsLxLstorageLchangesLinLaL
thawingLpermafrostLpeatlandcLGlobaliChangeiBiologyaL2021aL 11.4 2

170 ViralLcommunityLanalysisLinLaLmarineLoxygenLminimumLzoneLindicatesLincreasedLpotentialLforLviralL
manipulationLofLmicrobialLphysiologicalLstatecLISMEiJournalaL2021aL 11.9 2

169 –riendsLorL–oestLRapidLyeterminationLofLyissimilarLxolistinLandLxiprofloxacinLvntagonismLofL
PhagescLPharmaceuticalsaL2021aLfiaL 5.2 2

168 xompendiumLofLjheLmetagenomebassembledLbacterialLandLarchaealLgenomesLfromLtheLpolarLvrcticL
OceancLNatureiMicrobiologyaL2021aLkaLfjkfbfjli 26.6 9

167 PerspectiveLonLtaxonomicLclassificationLofLuncultivatedLvirusescLCurrentiOpinioniiniVirologyaL2021aL
jfaLgelbgfj 7.5 5

166 GenomebresolvedLviralLecologyLinLaLmarineLoxygenLminimumLzonecLEnvironmentaliMicrobiologyaL
2021aLghaLgmjmbgmli 5.2 4

165 VirIONgoLaLshortbLandLlongbreadLsequencingLandLinformaticsLworkflowLtoLstudyLtheLgenomicL
diversityLofLvirusesLinLnaturecLPeerJaL2021aLnaLeffemm 3.1 8

164 RevisitingLtheLrulesLofLlifeLforLvirusesLofLmicroorganismscLNatureiReviewsiMicrobiologyaL2021aLfnaLjefbjfh22.2 14

163 yeepLoceanLmetagenomesLprovideLinsightLintoLtheLmetabolicLarchitectureLofLbathypelagicL
microbialLcommunitiescLCommunicationsiBiologyaL2021aLiaLkei 6.7 17

162 VirusesLinfectingLaLwarmLwaterLpicoeukaryoteLshedLlightLonLspatialLcoboccurrenceLdynamicsLofL
marineLvirusesLandLtheirLhostscLISMEiJournalaL2021aLfjaLhfgnbhfil 11.9 2

161 ImprovingLPhagebwiofilmLInLVitroLzxperimentationcLVirusesaL2021aLfhaL 6.2 5
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160 zxpandingLstandardsLinLviromicsoLinLsilicoLevaluationLofLdsyNvLviralLgenomeLidentificationaL
classificationaLandLauxiliaryLmetabolicLgeneLcurationcLPeerJaL2021aLnaLeffiil 3.1 7

159 SpinalLxordLInjuryLxhangesLtheLStructureLandL–unctionalLPotentialLofLGutLwacterialLandLViralL
xommunitiescLMSystemsaL2021aLkaL 7.6 6

158 zcologyLofLinorganicLsulfurLauxiliaryLmetabolismLinLwidespreadLbacteriophagescLNaturei
CommunicationsaL2021aLfgaLhjeh 17.4 12

157 efamoLanLexpandedaLmetaproteomebsupportedLHMMLprofileLdatabaseLofLviralLproteinLfamiliescL
BioinformaticsaL2021aL 7.2 6

156 yivergentLGenomicLvdaptationsLinLtheLMicrobiomesLofLvrcticLSubzeroLSeabIceLandLxryopegLwrinescL
FrontiersiiniMicrobiologyaL2021aLfgaLleffmk 5.7 1

155 GlacierLiceLarchivesLnearlyLfjaeeebyearboldLmicrobesLandLphagescLMicrobiomeaL2021aLnaLfke 16.6 7

154 PotentialLvirusbmediatedLnitrogenLcyclingLinLoxygenbdepletedLoceanicLwaterscLISMEiJournalaL2021aL
fjaLnmfbnnm 11.9 13

153 zukaryoticLvirusLcompositionLcanLpredictLtheLefficiencyLofLcarbonLexportLinLtheLglobalLoceancL
IScienceaL2021aLgiaLfegeeg 6.1 17

152 InteractionLdynamicsLandLvirusbhostLrangeLforLestuarineLactinophagesLcapturedLbyLepicPxRcLNaturei
MicrobiologyaL2021aLkaLkhebkig 26.6 10

151 VirSortergoLaLmultibclassifieraLexpertbguidedLapproachLtoLdetectLdiverseLyNvLandLRNvLvirusescL
MicrobiomeaL2021aLnaLhl 16.6 69

150 wacterialLVirusesLSubcommitteeLandLvrchaealLVirusesLSubcommitteeLofLtheLIxTVoLupdateLofL
taxonomyLchangesLinLgegfcLArchivesiofiVirologyaL2021aLfkkaLhghnbhgii 2.6 5

149 znvironmentalLvulnerabilityLofLtheLglobalLoceanLepipelagicLplanktonLcommunityLinteractomecL
ScienceiAdvancesaL2021aLlaL 14.3 5

148 MacroscaleLpatternsLofLoceanicLzooplanktonLcompositionLandLsizeLstructurecLScientificiReportsaL2021
aLffaLfjlfi 4.9 2

147 yielLcycleLofLseaLsprayLaerosolLconcentrationcLNatureiCommunicationsaL2021aLfgaLjilk 17.4 2

146 HighbthroughputLidentificationLofLviralLterminiLandLpackagingLmechanismsLinLviromeLdatasetsLusingL
PhageTermViromecLScientificiReportsaL2021aLffaLfmhfn 4.9 0

145 iVirusLgceoLxyberinfrastructurebsupportedLtoolsLandLdataLtoLpowerLyNvLvirusLecologycLISMEi
CommunicationsaL2021aLfaL 1

144 TaraLOceansoLtowardsLglobalLoceanLecosystemsLbiologycLNatureiReviewsiMicrobiologyaL2020aLfmaLigmbiij 22.2 60

143 TaxonomyLofLprokaryoticLvirusesoLgefmbgefnLupdateLfromLtheLIxTVLwacterialLandLvrchaealLVirusesL
SubcommitteecLArchivesiofiVirologyaL2020aLfkjaLfgjhbfgke 2.6 66

(2020-2021)
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142 UnveilingLInfectionLStrategiesLacrossLyiverseLMarineLPhageâ��HostLSystemscLProceedingsitmdpiuaL2020
aLjeaLnn 0.3

141 ViralLzcogenomicsLofLvrcticLxryopegLwrineLandLSeaLIcecLMSystemsaL2020aLjaL 7.6 12

140 yiscoveryLofLseveralLthousandLhighlyLdiverseLcircularLyNvLvirusescLELifeaL2020aLnaL 8.9 65

139 vuthorLresponseoLyiscoveryLofLseveralLthousandLhighlyLdiverseLcircularLyNvLvirusesL2020aL 5

138 MetabolicLandLbiogeochemicalLconsequencesLofLviralLinfectionLinLaquaticLecosystemscLNaturei
ReviewsiMicrobiologyaL2020aLfmaLgfbhi 22.2 97

137 TheLspinalLcordbgutbimmuneLaxisLasLaLmasterLregulatorLofLhealthLandLneurologicalLfunctionLafterL
spinalLcordLinjurycLExperimentaliNeurologyaL2020aLhghaLffhemj 5.7 26

136 PhagebspecificLmetabolicLreprogrammingLofLvirocellscLISMEiJournalaL2020aLfiaLmmfbmnj 11.9 56

135 TheLGutLViromeLyatabaseLRevealsLvgebyependentLPatternsLofLViromeLyiversityLinLtheLHumanLGutcL
CelliHostiandiMicrobeaL2020aLgmaLlgibliecem 23.4 125

134 yRvMLforLdistillingLmicrobialLmetabolismLtoLautomateLtheLcurationLofLmicrobiomeLfunctioncLNucleici
AcidsiResearchaL2020aLimaLmmmhbmnee 20.1 77

133 ViralLelementsLandLtheirLpotentialLinfluenceLonLmicrobialLprocessesLalongLtheLpermanentlyL
stratifiedLxariacoLwasinLredoxclinecLISMEiJournalaL2020aLfiaLhelnbheng 11.9 12

132 wiogeographyLofLmarineLgiantLvirusesLrevealsLtheirLinterplayLwithLeukaryotesLandLecologicalL
functionscLNatureiEcologyiandiEvolutionaL2020aLiaLfkhnbfkin 12.3 25

131 vnalysisLofLSpounavirusesLasLaLxaseLStudyLforLtheLOverdueLReclassificationLofLTailedLPhagescL
SystematiciBiologyaL2020aLknaLffebfgh 8.4 56

130 –utureLOceanLObservationsLtoLxonnectLxlimateaL–isheriesLandLMarineLzcosystemscLFrontiersiini
MarineiScienceaL2019aLkaL 4.5 17

129 TheLTaraLPacificLexpeditionbvLpanbecosystemicLapproachLofLtheLNbomicsNLcomplexityLofLcoralLreefL
holobiontsLacrossLtheLPacificLOceancLPLoSiBiologyaL2019aLflaLeheeeimh 9.7 17

128 ScientistsTLwarningLtoLhumanityoLmicroorganismsLandLclimateLchangecLNatureiReviewsiMicrobiologyaL
2019aLflaLjknbjmk 22.2 516

127 SoilLvggregateLMicrobialLxommunitiesoLTowardsLUnderstandingLMicrobiomeLInteractionsLatL
wiologicallyLRelevantLScalescLAppliediandiEnvironmentaliMicrobiologyaL2019aLmjaL 4.8 126

126 MarineLyNvLViralLMacrobLandLMicrodiversityLfromLPoleLtoLPolecLCellaL2019aLfllaLffenbffghcefi 56.2 256

125 TaxonomicLassignmentLofLuncultivatedLprokaryoticLvirusLgenomesLisLenabledLbyLgenebsharingL
networkscLNatureiBiotechnologyaL2019aLhlaLkhgbkhn 44.5 201

MatthewwBwSullivan

4



124 xommunitybLevelLResponsesLtoLIronLvvailabilityLinLOpenLOceanLPlanktonLzcosystemscLGlobali
BiogeochemicaliCyclesaL2019aLhhaLhnfbifn 5.9 42

123 xloselyLrelatedLvirusesLofLtheLmarineLpicoeukaryoticLalgaLOstreococcusLlucimarinusLexhibitL
differentLecologicalLstrategiescLEnvironmentaliMicrobiologyaL2019aLgfaLgfimbgfle 5.2 11

122 NumerousLcultivatedLandLuncultivatedLvirusesLencodeLribosomalLproteinscLNatureiCommunicationsaL
2019aLfeaLljg 17.4 49

121 PrevalenceLofLviralLphotosynthesisLgenesLalongLaLfreshwaterLtoLsaltwaterLtransectLinLSoutheastL
USvcLEnvironmentaliMicrobiologyiReportsaL2019aLffaLklgbkmn 3.7 10

120 GeneLzxpressionLxhangesLandLxommunityLTurnoverLyifferentiallyLShapeLtheLGlobalLOceanL
MetatranscriptomecLCellaL2019aLflnaLfekmbfemhcegf 56.2 113

119 GlobalLTrendsLinLMarineLPlanktonLyiversityLacrossLKingdomsLofLLifecLCellaL2019aLflnaLfemibfenlcegf 56.2 108

118 LongbreadLviralLmetagenomicsLcapturesLabundantLandLmicrodiverseLviralLpopulationsLandLtheirL
nichebdefiningLgenomicLislandscLPeerJaL2019aLlaLekmee 3.1 68

117 OptimizingLgenomeLassemblyLfromLPxRbamplifiedLmetagenomescLPeerJaL2019aLlaLekneg 3.1 14

116 TowardsLoptimizedLviralLmetagenomesLforLdoublebstrandedLandLsinglebstrandedLyNvLvirusesLfromL
challengingLsoilscLPeerJaL2019aLlaLelgkj 3.1 26

115 MinimumLInformationLaboutLanLUncultivatedLVirusLGenomeLUMIUViGVcLNatureiBiotechnologyaL2019aL
hlaLgnbhl 44.5 180

114 VirusesLcontrolLdominantLbacteriaLcolonizingLtheLterrestrialLdeepLbiosphereLafterLhydraulicL
fracturingcLNatureiMicrobiologyaL2019aLiaLhjgbhkf 26.6 49

113 SinglebcellLgenomicsLofLmultipleLunculturedLstramenopilesLrevealsLunderestimatedLfunctionalL
diversityLacrossLoceanscLNatureiCommunicationsaL2018aLnaLhfe 17.4 55

112 TaxonomyLofLprokaryoticLvirusesoLgeflLupdateLfromLtheLIxTVLwacterialLandLvrchaealLVirusesL
SubcommitteecLArchivesiofiVirologyaL2018aLfkhaLffgjbffgn 2.6 62

111 vLglobalLoceanLatlasLofLeukaryoticLgenescLNatureiCommunicationsaL2018aLnaLhlh 17.4 168

110 MultipleLmechanismsLdriveLphageLinfectionLefficiencyLinLnearlyLidenticalLhostscLISMEiJournalaL2018aL
fgaLfkejbfkfm 11.9 28

109 xleanLLowbwiomassLProceduresLandLTheirLvpplicationLtoLvncientLIceLxoreLMicroorganismscLFrontiersi
iniMicrobiologyaL2018aLnaLfeni 5.7 12

108 HostblinkedLsoilLviralLecologyLalongLaLpermafrostLthawLgradientcLNatureiMicrobiologyaL2018aLhaLmlebmme 26.6 182

107 IronLxhlorideL–locculationLofLwacteriophagesLfromLSeawatercLMethodsiiniMoleculariBiologyaL2018aL
fkmfaLinbjl 1.4 11

(2018-2019)
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106 WholebGenomeLSequencesLofLPhagesLpeeevLandLpeeeyaLWhichLInfectLtheLwacterialLPathogenL
ShigabToxigenicLzscherichiaLcolicLMicrobiologyiResourceiAnnouncementsaL2018aLlaL 1.3 2

105 –ightingL–ireLwithL–ireoLPhageLPotentialLforLtheLTreatmentLofLOfjlLInfectioncLAntibioticsaL2018aLlaL 4.9 7

104 SoilLVirusesLvreLUnderexploredLPlayersLinLzcosystemLxarbonLProcessingcLMSystemsaL2018aLhaL 7.6 99

103 InterspeciesLcrossbfeedingLorchestratesLcarbonLdegradationLinLtheLrumenLecosystemcLNaturei
MicrobiologyaL2018aLhaLfglibfgmi 26.6 70

102 SmokingLisLassociatedLwithLquantifiableLdifferencesLinLtheLhumanLlungLyNvLviromeLandL
metabolomecLRespiratoryiResearchaL2018aLfnaLfli 7.3 20

101 PhagesLrarelyLencodeLantibioticLresistanceLgenesoLaLcautionaryLtaleLforLviromeLanalysescLISMEi
JournalaL2017aLffaLghlbgil 11.9 189

100 RegulationLofLinfectionLefficiencyLinLaLgloballyLabundantLmarineLwacteriodetesLviruscLISMEiJournalaL
2017aLffaLgmibgnj 11.9 33

99 MicrobiotaLTransferLTherapyLaltersLgutLecosystemLandLimprovesLgastrointestinalLandLautismL
symptomsoLanLopenblabelLstudycLMicrobiomeaL2017aLjaLfe 16.6 595

98 ModellingLplanktonLecosystemsLinLtheLmetabomicsLeracLvreLweLreadytcLMarineiGenomicsaL2017aLhgaLfbfl 1.9 23

97 SinglebvirusLgenomicsLrevealsLhiddenLcosmopolitanLandLabundantLvirusescLNatureiCommunicationsaL
2017aLmaLfjmng 17.4 104

96 VisualizingLvdsorptionLofLxyanophageLPbSSPlLontoLMarineLProchlorococcuscLScientificiReportsaL2017
aLlaLiiflk 4.9 15

95 LysogenyLinLnatureoLmechanismsaLimpactLandLecologyLofLtemperateLphagescLISMEiJournalaL2017aLffaLfjffbfjge11.9 272

94 xonsensusLstatementoLVirusLtaxonomyLinLtheLageLofLmetagenomicscLNatureiReviewsiMicrobiologyaL
2017aLfjaLfkfbfkm 22.2 375

93 zcogenomicsLofLvirophagesLandLtheirLgiantLvirusLhostsLassessedLthroughLtimeLseriesLmetagenomicscL
NatureiCommunicationsaL2017aLmaLmjm 17.4 62

92 yietaryLenergyLdrivesLtheLdynamicLresponseLofLbovineLrumenLviralLcommunitiescLMicrobiomeaL2017aL
jaLfjj 16.6 38

91 IMGdVRoLaLdatabaseLofLculturedLandLunculturedLyNvLVirusesLandLretrovirusescLNucleiciAcidsi
ResearchaL2017aLijaLyijlbyikj 20.1 115

90 znvironmentalLViralLGenomesLShedLNewLLightLonLVirusbHostLInteractionsLinLtheLOceancLMSphereaL
2017aLgaL 5 72

89 ViralLtoLmetazoanLmarineLplanktonLnucleotideLsequencesLfromLtheLTaraLOceansLexpeditioncL
ScientificiDataaL2017aLiaLfleenh 8.2 89
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88 TaxonomyLofLprokaryoticLvirusesoLgefkLupdateLfromLtheLIxTVLbacterialLandLarchaealLvirusesL
subcommitteecLArchivesiofiVirologyaL2017aLfkgaLffjhbffjl 2.6 38

87 OnLtheLOriginLofLReverseLTranscriptasebUsingLxRISPRbxasLSystemsLandLTheirLHyperdiverseaL
znigmaticLSpacerLRepertoirescLMBioaL2017aLmaL 7.8 34

86 iVirusoLfacilitatingLnewLinsightsLinLviralLecologyLwithLsoftwareLandLcommunityLdataLsetsLimbeddedLinL
aLcyberinfrastructurecLISMEiJournalaL2017aLffaLlbfi 11.9 80

85 ViralLecologyLcomesLofLagecLEnvironmentaliMicrobiologyiReportsaL2017aLnaLhhbhj 3.7 45

84 xomparativeLOmicsLandLTraitLvnalysesLofLMarineLPhagesLvdvanceLtheLPhageLOTULxonceptcL
FrontiersiiniMicrobiologyaL2017aLmaLfgif 5.7 27

83 vxonTvxToLanLiVirusLtoolLtoLclassifyLdoublebstrandedLyNvLvirusesLthatLinfectLandcLPeerJaL2017aLjaLehgih 3.1 128

82 PutativeLarchaealLvirusesLfromLtheLmesopelagicLoceancLPeerJaL2017aLjaLehigm 3.1 36

81 wenchmarkingLviromicsoLanLevaluationLofLmetagenomebenabledLestimatesLofLviralLcommunityL
compositionLandLdiversitycLPeerJaL2017aLjaLehmfl 3.1 124

80 SeasonalLtimeLbombsoLdominantLtemperateLvirusesLaffectLSouthernLOceanLmicrobialLdynamicscLISMEi
JournalaL2016aLfeaLihlbin 11.9 168

79 GenomicLdifferentiationLamongLwildLcyanophagesLdespiteLwidespreadLhorizontalLgeneLtransfercL
BMCiGenomicsaL2016aLflaLnhe 4.5 75

78 zcogenomicsLandLpotentialLbiogeochemicalLimpactsLofLgloballyLabundantLoceanLvirusescLNatureaL
2016aLjhlaLkmnbknh 50.4 400

77 IlluminatingLstructuralLproteinsLinLviralLNdarkLmatterNLwithLmetaproteomicscLProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaL2016aLffhaLgihkbif 11.5 49

76 PlanktonLnetworksLdrivingLcarbonLexportLinLtheLoligotrophicLoceancLNatureaL2016aLjhgaLikjbile 50.4 392

75 SixLPseudoalteromonasLStrainsLIsolatedLfromLSurfaceLWatersLofLKabeltonneaLOffshoreLHelgolandaL
NorthLSeacLGenomeiAnnouncementsaL2016aLiaL 6

74 OptimizationLofLviralLresuspensionLmethodsLforLcarbonbrichLsoilsLalongLaLpermafrostLthawLgradientcL
PeerJaL2016aLiaLefnnn 3.1 32

73 TowardsLquantitativeLviromicsLforLbothLdoublebstrandedLandLsinglebstrandedLyNvLvirusescLPeerJaL
2016aLiaLeglll 3.1 108

72 LargebscaleLmapsLofLvariableLinfectionLefficienciesLinLaquaticLwacteroidetesLphagebhostLmodelL
systemscLEnvironmentaliMicrobiologyaL2016aLfmaLhninbhnkf 5.2 18

71 yepthbstratifiedLfunctionalLandLtaxonomicLnicheLspecializationLinLtheLTcoreTLandLTflexibleTLPacificL
OceanLViromecLISMEiJournalaL2015aLnaLilgbmi 11.9 124

(2015-2017)
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70 ViromesaLnotLgeneLmarkersaLforLstudyingLdoublebstrandedLyNvLvirusLcommunitiescLJournaliofi
VirologyaL2015aLmnaLgijnbkf 6.6 41

69 VirSorteroLminingLviralLsignalLfromLmicrobialLgenomicLdatacLPeerJaL2015aLhaLenmj 3.1 563

68 SinglebcellLgenomicsbbasedLanalysisLofLvirusbhostLinteractionsLinLmarineLsurfaceLbacterioplanktoncL
ISMEiJournalaL2015aLnaLghmkbnn 11.9 153

67 GenomicLcharacteristicsLandLenvironmentalLdistributionsLofLtheLuncultivatedL–arbTiLphagescL
FrontiersiiniMicrobiologyaL2015aLkaLfnn 5.7 15

66 xlosingLtheLgapsLonLtheLviralLphotosystembILpsayxvwLgeneLorganizationcLEnvironmentali
MicrobiologyaL2015aLflaLjfeebm 5.2 6

65 VariablyLlyticLinfectionLdynamicsLofLlargeLwacteroidetesLpodovirusLphihmofLagainstLtwoLxellulophagaL
balticaLhostLstrainscLEnvironmentaliMicrobiologyaL2015aLflaLikjnblf 5.2 20

64 LifebstyleLandLgenomeLstructureLofLmarineLPseudoalteromonasLsiphovirusLwmbLisolatedLfromLtheL
northwesternLMediterraneanLSeacLPLoSiONEaL2015aLfeaLeeffimgn 3.7 10

63 ViralLdarkLmatterLandLvirusbhostLinteractionsLresolvedLfromLpubliclyLavailableLmicrobialLgenomescL
ELifeaL2015aLiaL 8.9 274

62 vnLinexpensiveaLaccurateaLandLpreciseLwetbmountLmethodLforLenumeratingLaquaticLvirusescLAppliedi
andiEnvironmentaliMicrobiologyaL2015aLmfaLgnnjbheee 4.8 16

61 OceanLplanktoncLyeterminantsLofLcommunityLstructureLinLtheLglobalLplanktonLinteractomecLScienceaL
2015aLhimaLfgkgelh 33.3 496

60 OceanLplanktoncLPatternsLandLecologicalLdriversLofLoceanLviralLcommunitiescLScienceaL2015aLhimaLfgkfinm33.3 421

59 OceanLplanktoncLStructureLandLfunctionLofLtheLglobalLoceanLmicrobiomecLScienceaL2015aLhimaLfgkfhjn 33.3 1261

58 OceanLplanktoncLznvironmentalLcharacteristicsLofLvgulhasLringsLaffectLinteroceanLplanktonL
transportcLScienceaL2015aLhimaLfgkfiil 33.3 100

57 RisingLtoLtheLchallengeoLacceleratedLpaceLofLdiscoveryLtransformsLmarineLvirologycLNatureiReviewsi
MicrobiologyaL2015aLfhaLfilbjn 22.2 205

56 ViralLtaggingLrevealsLdiscreteLpopulationsLinLSynechococcusLviralLgenomeLsequenceLspacecLNatureaL
2014aLjfhaLgigbj 50.4 137

55
ModelingLecologicalLdriversLinLmarineLviralLcommunitiesLusingLcomparativeLmetagenomicsLandL
networkLanalysescLProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaL
2014aLfffaLfelfibn

11.5 79

54 zmergingLmethodsLtoLstudyLbacteriophageLinfectionLatLtheLsinglebcellLlevelcLFrontiersiini
MicrobiologyaL2014aLjaLlgi 5.7 28

53 xontrastingLgenomicLpatternsLandLinfectionLstrategiesLofLtwoLcobexistingLwacteroidetesLpodovirusL
generacLEnvironmentaliMicrobiologyaL2014aLfkaLgjefbfh 5.2 28
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52 zcologyLandLevolutionLofLvirusesLinfectingLuncultivatedLSUPejLbacteriaLasLrevealedLbyLsinglebcellbL
andLmetabgenomicscLELifeaL2014aLhaLeehfgj 8.9 141

51 PhagebbacteriaLinfectionLnetworkscLTrendsiiniMicrobiologyaL2013aLgfaLmgbnf 12.4 200

50 SequencingLplatformLandLlibraryLpreparationLchoicesLimpactLviralLmetagenomescLBMCiGenomicsaL
2013aLfiaLhge 4.5 77

49 TheLglobalLviromeoLnotLasLbigLasLweLthoughttcLCurrentiOpinioniiniVirologyaL2013aLhaLjkkblf 7.5 51

48 SinglebcellLandLpopulationLlevelLviralLinfectionLdynamicsLrevealedLbyLphage–ISHaLaLmethodLtoL
visualizeLintracellularLandLfreeLvirusescLEnvironmentaliMicrobiologyaL2013aLfjaLghekbfm 5.2 95

47 PreparationLofLmetagenomicLlibrariesLfromLnaturallyLoccurringLmarineLvirusescLMethodsiini
EnzymologyaL2013aLjhfaLfihbkj 1.7 26

46 zvaluationLofLmethodsLtoLconcentrateLandLpurifyLoceanLvirusLcommunitiesLthroughLcomparativeaL
replicatedLmetagenomicscLEnvironmentaliMicrobiologyaL2013aLfjaLfigmbie 5.2 122

45 vbundantLSvRffLvirusesLinLtheLoceancLNatureaL2013aLiniaLhjlbke 50.4 238

44 GlobalLmorphologicalLanalysisLofLmarineLvirusesLshowsLminimalLregionalLvariationLandLdominanceLofL
nonbtailedLvirusescLISMEiJournalaL2013aLlaLflhmbjf 11.9 106

43 TwelveLpreviouslyLunknownLphageLgeneraLareLubiquitousLinLglobalLoceanscLProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaL2013aLffeaLfglnmbmeh 11.5 140

42 MetabolicLreprogrammingLbyLvirusesLinLtheLsunlitLandLdarkLoceancLGenomeiBiologyaL2013aLfiaLRfgh 18.3 137

41 xontrastingLLifeLStrategiesLofLVirusesLThatLInfectLPhotobLandLHeterotrophicLwacteriaaLasLRevealedL
byLViralLTaggingcLMBioaL2013aLiaL 7.8 3

40 TheLPacificLOceanLviromeLUPOVVoLaLmarineLviralLmetagenomicLdatasetLandLassociatedLproteinL
clustersLforLquantitativeLviralLecologycLPLoSiONEaL2013aLmaLejlhjj 3.7 256

39 PhylogenomicsLofLTiLcyanophagesoLlateralLgeneLtransferLinLtheLTcoreTLandLoriginsLofLhostLgenescL
EnvironmentaliMicrobiologyaL2012aLfiaLgffhbgk 5.2 84

38
TowardsLquantitativeLmetagenomicsLofLwildLvirusesLandLotherLultrablowLconcentrationLyNvL
samplesoLaLrigorousLassessmentLandLoptimizationLofLtheLlinkerLamplificationLmethodcLEnvironmentali
MicrobiologyaL2012aLfiaLgjgkbhl

5.2 122

37 OceanLvirusesoLrigorouslyLevaluatingLtheLmetagenomicLsamplebtobsequenceLpipelinecLVirologyaL2012aL
ihiaLfmfbk 3.6 72

36 xontrastingLlifeLstrategiesLofLvirusesLthatLinfectLphotobLandLheterotrophicLbacteriaaLasLrevealedLbyL
viralLtaggingcLMBioaL2012aLhaL 7.8 72

35 vLsimpleLandLefficientLmethodLforLconcentrationLofLoceanLvirusesLbyLchemicalLflocculationcL
EnvironmentaliMicrobiologyiReportsaL2011aLhaLfnjbgeg 3.7 176
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34 vLsimpleLandLefficientLmethodLforLconcentrationLofLoceanLvirusesLbyLchemicalLflocculationcL
EnvironmentaliMicrobiologyiReportsaL2011aLhaLmenbmen 3.7 5

33 StructuralLchangesLinLaLmarineLpodovirusLassociatedLwithLreleaseLofLitsLgenomeLintoL
ProchlorococcuscLNatureiStructuraliandiMoleculariBiologyaL2010aLflaLmhebk 17.6 121

32 GenomicLanalysisLofLoceanicLcyanobacterialLmyovirusesLcomparedLwithLTiblikeLmyovirusesLfromL
diverseLhostsLandLenvironmentscLEnvironmentaliMicrobiologyaL2010aLfgaLhehjbjk 5.2 237

31 TheLgenomeLandLstructuralLproteomeLofLanLoceanLsiphovirusoLaLnewLwindowLintoLtheLcyanobacterialL
TmobilomeTcLEnvironmentaliMicrobiologyaL2009aLffaLgnhjbjf 5.2 97

30 PortalLproteinLdiversityLandLphageLecologycLEnvironmentaliMicrobiologyaL2008aLfeaLgmfebgh 5.2 87

29 zfficientLphagebmediatedLpigmentLbiosynthesisLinLoceanicLcyanobacteriacLCurrentiBiologyaL2008aLfmaLiigbm6.3 128

28 GenomebwideLexpressionLdynamicsLofLaLmarineLvirusLandLhostLrevealLfeaturesLofLcobevolutioncL
NatureaL2007aLiinaLmhbk 50.4 248

27 xommunityLgenomicsLamongLstratifiedLmicrobialLassemblagesLinLtheLoceanTsLinteriorcLScienceaL2006aL
hffaLinkbjeh 33.3 1055

26 GenomicLislandsLandLtheLecologyLandLevolutionLofLProchlorococcuscLScienceaL2006aLhffaLflkmble 33.3 362

25 PrevalenceLandLevolutionLofLcoreLphotosystemLIILgenesLinLmarineLcyanobacterialLvirusesLandLtheirL
hostscLPLoSiBiologyaL2006aLiaLeghi 9.7 326

24 ThreeLProchlorococcusLcyanophageLgenomesoLsignatureLfeaturesLandLecologicalLinterpretationscL
PLoSiBiologyaL2005aLhaLefii 9.7 411

23 TransferLofLphotosynthesisLgenesLtoLandLfromLProchlorococcusLvirusescLProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaL2004aLfefaLffefhbm 11.5 406

22 xyanophagesLinfectingLtheLoceanicLcyanobacteriumLProchlorococcuscLNatureaL2003aLigiaLfeilbjf 50.4 393

21 GenomeLdivergenceLinLtwoLProchlorococcusLecotypesLreflectsLoceanicLnicheLdifferentiationcLNatureaL
2003aLigiaLfeigbl 50.4 904

20 TheLIsoGenieLdatabaseoLanLinterdisciplinaryLdataLmanagementLsolutionLforLecosystemsLbiologyLandL
environmentalLresearchcLPeerJamaLenikl 3.1 4

19 InLvitroLanalysisLofLcolistinLandLciprofloxacinLantagonismLofLPseudomonasLaeruginosaLphageLPzVgL
infectionLactivities 1

18 GlacierLiceLarchivesLfifteenbthousandbyearboldLviruses 9

17 yRvMLforLdistillingLmicrobialLmetabolismLtoLautomateLtheLcurationLofLmicrobiomeLfunction 6
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16 GenomebresolvedLviralLecologyLinLaLmarineLoxygenLminimumLzoneLUOMZV 1

15 zcologyLofLinorganicLsulfurLauxiliaryLmetabolismLinLwidespreadLbacteriophages 6

14 VirIONgoLaLshortbLandLlongbreadLsequencingLandLinformaticsLworkflowLtoLstudyLtheLgenomicL
diversityLofLvirusesLinLnature 2

13 MetaPopoLvLpipelineLforLmacrobLandLmicrobdiversityLanalysesLandLvisualizationLofLmicrobialLandLviralL
metagenomebderivedLpopulations 3

12 NovelLintegrativeLelementsLandLgenomicLplasticityLinLoceanLecosystems 7

11 vnalysisLofLSpounavirusesLasLaLxaseLStudyLforLtheLOverdueLReclassificationLofLTailedLwacteriophages 8

10 SoilLvirusesLareLunderexploredLplayersLinLecosystemLcarbonLprocessing 3

9 LongbreadLviralLmetagenomicsLenablesLcaptureLofLabundantLandLmicrodiverseLviralLpopulationsLandL
theirLnichebdefiningLgenomicLislands 3

8 GeneLsharingLnetworksLtoLautomateLgenomebbasedLprokaryoticLviralLtaxonomy 9

7 yiscoveryLofLseveralLthousandLhighlyLdiverseLcircularLyNvLviruses 5

6 MetabolicLvrchitectureLofLtheLyeepLOceanLMicrobiome 17

5 TheLhumanLgutLviromeLdatabase 27

4 zukaryoticLvirusLcompositionLcanLpredictLtheLefficiencyLofLcarbonLexportLinLtheLglobalLocean 5

3 GenomicLevidenceLforLglobalLoceanLplanktonLbiogeographyLshapedLbyLlargebscaleLcurrentLsystems 20

2 UnchartedLbiosyntheticLpotentialLofLtheLoceanLmicrobiome 6

1 wiosyntheticLpotentialLofLtheLglobalLoceanLmicrobiomecLNaturea 50.4 6
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