64

papers

65

all docs

125106

3,945 35
citations h-index
65 65
docs citations times ranked

150775
59

g-index

6266

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Liquid biopsy, using a novel DNA methylation signature, distinguishes pancreatic adenocarcinoma
from benign pancreatic disease. Clinical Epigenetics, 2022, 14, 28.

DNA methylation biomarkers discovered <i>in silico</i> detect cancer in liquid biopsies from

non-small cell lung cancer patients. Epigenetics, 2020, 15, 419-430. 1.3 23

DNA methylation changes in biomarker loci occur early in cancer progression. F1000Research, 2019, 8,
2106.

A suite of DNA methylation markers that can detect most common human cancers. Epigenetics, 2018, 13, 13 48
61-72. )

Epigenetic silencing of IncRNA MORT in 16 TCGA cancer types. F1000Research, 2018, 7, 211.

Age and the means of bypassing stasis influence the intrinsic subtype of immortalized human mammary

epithelial cells. Frontiers in Cell and Developmental Biology, 2015, 3, 13. 1.8 25

A lincRNA connected to cell mortality and epigenetically-silenced in most common human cancers.
Epigenetics, 2015, 10, 1074-1083.
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